Legends to the Supplement

Supplementary Figure S1. Deduced primary structures of Defcr and Defcr-rs gene products in
the NIH and Celera mouse genome assemblies. The products of a-defensin genes identified in
the NIH C57BL/6J mouse (panel A) and the mixed-strain Celera mouse genome assemblies
(panel B) were deduced by translation of their coding sequences and are noted as DefcrX” and
DeferX©, respectively, where X = 1-27. The products of CRS1C and CRS4C genes from both
assemblies, denoted by superscripted Ns and Cs as in panels A & B, are shown in panel C. The
sequences are shown aligned with stop codons denoted with bold asterisks, frameshifted
sequences underlined, and gap positions hyphenated. Provisional gene symbols are based on the
identity of the deduced mature peptides encoded by the 3’ exons with previously described
mouse Paneth cell a-defensins, and because certain genes exist as multiple copies coding for the
same a-defensin, e.g., Crp5, their proposed gene symbols incorporate peptide identity with lower
case letters to distinguish them at the locus. Deviations from these sequences are reflected in the
gene name with an initial v for variant form. Gene sequences with disrupted coding sequences
are labeled -ps to identify them as pseudogenes.

Supplementary Figure S2. Organization of the rat a-defensin gene locus. The organization of the
a-defensin gene locus within the rat genome on chromosome 16q12.5 is shown schematically
(See Fig 4). Since the NIH reference assembly and the Celera alternate assembly for the rat
genome involves the same strain, Sprague-Dawley, only one assembly for the rat genome is
depicted. Consistent with the genome of the mouse, the rat genome is displayed with the
telomere, denoted Tel, toward the left of the chromosomal region and the centromere, denoted
Cen, toward the right. Again, white line segments represent regions of the chromosome that are
currently mapped and annotated, while those regions that have yet to be described are
represented by white line segments. Colored arrows indicate individual genes and their
transcriptional orientations as follows: 3-defensin genes (green), enteric a-defensin genes (red),
and myeloid a-defensin genes (black).



Supplementary Figure S1
A NIH C57BL/6

Gene Symbol Deduced Primary Structure

DefcrlN
vDefcr2N,18N
vDefcr2-psN*
vDefcr2N,16N-ps
vDefcr2N,7N,18N-ps
Defcr3N
Defcr5aN
Defcr5bN
Defcr5cN
Defcr5dN
vDefcr5N
Defcrl7N
vDefcrl8a-psN
vDefcrl8b-psN
Defcr20aN
Defcr20bN
Defcr2lN
Defcr22N
Defcr23aN
Defcr23bN
Defcr24N
vDefcr24N
Defcr25N
Defcr26aN**
Defcr26b**

ALVLLA
ALALLA
ALALLA

ALALLA

ALVLLA

ALVLLA

ALVLLAFQAQA
ALVLLAYQVQA
ALVLLAFQVQA
ALVLLAFQAQA
ALVLLAFQVQA
ALALLAFQVQA
ALALLAFQVQA
ALVLLAFQVQA
ALVLLAFQVQA

HEEEEEEEEE
QQQQQAQ
KKNOAONANNAQNQAQAQA

B B
A2 237
PEEEEEE
QQ

fele]
fele]
GCKRRERLNG LMYMLCCC
GGCNRGEQVYGTCSGRLLFCC
GGCNRGEQVYGTCSGRLLFCC
ALTLLAYQVQ NRRCNRGELFYGTCAGPFLRCC
ALTLLAYQVQ . CNRGELFYGTCAGPFLRCC
LVLLSALILLAFQVQA VSV V Ge MNG GHLIYTLCC
LVLLSALILLAFQVQA 7SV V Gc MNG GHLIYTLCC
LILLOALVLLAFQVQA , V Gc MNG GHLLYMLCC
LILLSALVLLAFQVQA 7SV V fele] MNG GHLMYMLCC
G
e}
e}

222222722222

LVLLEALALLAFQVQA VSV GC LNG LMYMLWCC
LVLLEALFLLAFQVQA EEEEQAM-V GC NG LMYTLCCL
LVLLEALFLLAFQVQA QEEDQAV:-V GC NG LMYTLCCL

EEEEEEEEEEEEEEEEEEEEEEEEEEE




Supplementary Figure S1
B CELERA

Gene Symbol Deduced Primary Structure

DefcrilC
Defcr2C
vDefcr2C*
Defcr4cC
DefcrbaC
Defcr5bC*
Defcr7C
vDefcrl8C
Defcr22C
Defcr23C
Defcr24cC
Defcr26C**

LVLLEALVLLAFQVQA EEQPGEEDQAV:-VEFGDPEGTSLQEE LvVCYC GCKGRERMNGTCRKGHLLYTLCC
LVLLSALVLLSFQVQA EEQ-GEEDQAV:-VEFGDREGASLQEE Lvcyc GC ERMNGTCRKGHLMYTLCC
LIcCYC GCKGRERMNRTCRKGHLMYTLCC
LVLLSALVLLAFQVQA EEQPGEEDQAV GGQEG-ALIE GLLCYCRKGIHCKRGERVRGTCG LYCC
VLLEALVLLAFQVQA EEQFPGEEDQAV GGQEG-ALHEE LICYC GC ERVFGTCRNLFLTEFVECC
L LICYC GC ERVFGTCRNLFLTFVECC
LVLLEALVLLAFQVQA EEQPGEE VEVEFGDPEGE SLQEE LvCYC GC EIMNG LMYTLCC
LVLLCALALLAFQVQA EQFGKE GDPEGS-“LQEE LIcYC GC ERLNG LMYMLCC
LVLLEALILLAYQVQ EEQPGEE JEVEFGGQEGEALHE LICLC CNRGELFYG LRCC
LVLLEALILLAFQVQA EEQPGKE [SFGDPEGE SLQEE LvCYC GC ERMNG LIYTLCC
LILLSALVLLAFQVQA EEQPGEE VEFGDPEGT S LQEE LvVCYC GCKGRERMNG LLYMLCC
LVLLEALFLLAFQVQA EVQPRVE VEVEFGNAEGSDLQEE LGCYC GC ERING LMYTLCCL

RRRRRER RBRER =BR




Gene Symbol

CRSICN
METLVLLSALVLLAFQVQA
CRS1C-1laN
MKTLVLLSALALLALQVQA
CRS1C-1bN
METLVLLSALALLALQVQA
CRS1C-2N
METLVLLSALALLAFQVQA
CRS1C-3N
MKTLVLLSALALLAFQVQA
proCRS1C-psN
METLVLLSALALLAFQVQA

CRS4C-1N
CRS4C-6N

Gene Symbol

CRS1cC

MK TLVLLSALVLLAFQVQA
CRS1C-1C

MK TLVLLSALALLALQVQA
CRS1C-2C

MK TLVLLSALALLAFQVQA

CRs4cC-1C
CRS4cC-4C
CRS4C-5C
CRS4C-6C
VvCRS4C-psC
proCRS4C-psC

M

M
M
M
M
M

EETKTEEQ

EETKTQEQ
EETKTQEQ

EETKTEEQ
NT

EETKTGEQ

NTDEETNTEEQ

MEKKLVLLFALVLLAFQVQA
METLVLLEALVLLAFYVQADST

TKTEEQPEEEDQAVSV
TKTQEQPGEEDQAV-V

TKTEEQPEEEDQALSV

ALVLLA
AFVLLA
ALVLLA
ALVLLA
ALVLLA
ALVLLA

EEE
GEE
GEE
EEE
EEE
EEE

QNT
QET

QVQA
QVQA
QVQA
YVQA
QVQA
QVQA

QAV
QAV
QAV
QAV
QAV
QAV

EE
EET

QNT
QNT
QNT

TQET

ONT
ONT

v

v

v

v

v

v

TEEQPGEENQAV-VEFG

NIH C57BL/6 Supplementary Figure S1

Deduced Primary Structure

GGTEG-ALQDVAQ VCQKCQVCQ VCPTCrQC LCEERQNKT

GGTEGSALQDVAQ VCQKCEVCQKCPVCPTCPQC LCKERQNKT

GGTEG-ALQDVAQ VCQKCEVCQ VCrTCrQC LCKERQNKT

GGTEG-ALQDVAQ VCQKCQVCQ VCrTCrQC LCEERQNK'

GGTEGSALQYVAQ VCQKCQVCQKCPVCPTCPQC LCKERQNK SATTTQA

GGTEG-ALQDV

QG ALQDAALGWGRRCPQC c
ERYVLQVSGLGKPPQCPKC

---CKCN

QPGEEDQGVSVEFE QCPGCPRCNCMT

CELERA

Deduced Primary Structure

GGTEG-ALQDVAQ WCRECRVCQKCQVCQKCPVCPTCFQCPKQFLCEERQNKT

GGTEG-ALQDVAQ WCREKCRVCQKCEVCQKCPVCPTCFPQCPEQFPLCKERQNKT

GGTEGSALQDVAQRRFLWCRKCPVCQKCQVCQKCPVCPTCPQCPKQPLCEERQNKT
CPRCPRC

WCPMCPRC

GEENQAV =V

GDPQGSALQDAALGWGRRCPQCPRCPEC
GEENQAM-VEFG

G

E

EGSALQDAAVGMARPCPPCPSCPSEC
EGYALQDAATRRARRCPPCPSCLSCPWCPRCLRCP ICKCN
ERYVLQV:GLGK P PQCPKCPVCSKCPQCPQCPGCPRCNCMT
GGPEGSALQDAAQRR LLCPECPQCPQCPQC*RCLT - - - CNCN
GDPQG-ALQDA

CKCN
GEEDQAV
GEEDQGV
GEEDQIV

v
v
GEEDQAVSV



Supplementary Figure S2

a-Defensin Gene Locus in Rattus norvegicus Chromosome 16 Sprague-Dawley Genome Assembly
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Supplementary Table S1

Gene Symbol Peptide Mouse Strain Accession Number (mRNA)
Defcrl Crpl Swiss, C3H/HeN, 129/SvJ, BALB/c NM 010031
Defcr2 Crp2 Swiss, C3H/HeN, 129/SvJ, BALB/c NM 007849
Defcr3 Crp3 Swiss, C3H/HeN, 129/SvJ, BALB/c NM 007850
Defcr4 Crp4 Swiss, C3H/HeN, 129/SvJ, BALB/c NM 010039
Defcr5 Crp5 Swiss, C3H/HeN, 129/SvJ, BALB/c NM 007851
Defcré6 Crp6 Swiss, C3H/HeN, 129/SvJ, BALB/c NM 007852
Defcr7 Crp7 Swiss, C3H/HeN, 129/SvJ U03035
Defcr8 Crp8 Swiss, C3H/HeN, 129/SvJ U03036
Defcr9 Crp9 Swiss, C3H/HeN U03037
Defcrl0 Crplo0 Swiss, C3H/HeN U03061
Defcrll Crpll Swiss, C3H/HeN U03062
Defcrl2 Crpl2 Swiss, C3H/HeN U03063
Defcrl3 Crpl3 Swiss, C3H/HeN U03064
Defcrl4 Crpl4 Swiss, C3H/HeN U03067
Defcrl5 Crpl5s Swiss, C3H/HeN U03065
Defcrlé Crplé6 Swiss, C3H/HeN U03066
Defcrl7 Crpl?7 Swiss None
Defcrl8 Crpl8 Swiss None
Defcril9 Crpl9 Swiss None
Defcr20 Crp20 C57BL/6L NM 183268
Defcr21 Crp21 C57BL/6 NM 183253
Defcr22 Crp22 C57BL/6 NM 207658
Defcr23 Crp23 C57BL/6 NM 001012307
Defcr24 Crp24 C57BL/6 NM 001024225
Defcr25 Crp25 C57BL/6 NM 007849
Defcr26 Crp26 C57BL/6 NM 001079933

ND Crp27 C57BL/6 ND
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Gene Symbol
Defcr-rs2,rs3
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Defcr-rs9
ND

Defcr-rsl10

Defcr-rsll

Defcr-rsl2
ND

Peptide

CRS1C, -4
CRS1C-1
CRS1C-2
CRS1C-3,6
CRS1C-5

Peptide
CRS4C-1/d/e/f/h/j

CRS4C-1g/i
CRS4C-1a
CRS4C-1b
CRS4C-1c
CRS4C-2/b/c/d
CRS4C-3a/b/c/d/e
CRS4C-2a
CRS4C-3
CRS4C-3f
CRS4C-4
CRS4C-4a
CRS4C-5
CRS4C-6

Mouse Strain

Swiss, FvB
C57BL/6*
C57BL/6
C57BL/6, FVB
FvB

Mouse Strain
Swiss, C3H/HeN, 129/SvJ, FvB

C3H/HeN, 129/SvJ, FvB

C3H/HeN, 129/SvJ, FvB
129/SvJ, FvB
129/SvJ, FvB

C3H/HeN, Swiss, FvB
129/8vJ
129/8vJ
FvB
129/8vJ
129/8vJ
129/8vJ
C57BL/6*

Supplementary Table S2

Accession Number (mRNA)

NM_ 007844, EU760893
XM 001006437
AY761183

AY761184, EU760895
EU760894

Accession Number (mRNA)

NM_007847
AJ564863-5,-7,-9
AJ564866,-8

NM 001005418
MGI:22620
MGI:22621

AJ564870-9
MGI:22623
MGI:22624
EU760896
NM_007845
MGI:22626
NM_007846
NM_ 001012640





