Figure S3. BioGPS microarray expression data for DIA1R. Graphical
presentation of expression data for DIA1 in a variety of normal, and cancerous
human tissues and cells. Expression values were obtained from an Affymetrix U133A
microarray and relate to fluorescence intensity. Multiple probes were used for each
transcript on the microarray and these intensity values have been normalized,
background-subtracted, and summarized using the GCRMA (GeneChip Robust
Multi-array Average) data-processing algorithm. The identifier of the Affymetrix probe
set used is indicated above the graph. Data were obtained from the Gene Atlas

database of human genes [55] at the BioGPS gene portal server [56].
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