Fig. S5

RnorvDIALR
MmuscDIAIR
MmulaDIAIR
HsapiDIAIR
BtaurDIALR
EcabaDIALR
DordiDIA1R
MdomeDIAIR
OanatDIALR
GgallDIAlR
DreriDIA1R
SsalaDIAIR
AaegyDIAl
CpipiDIAl
AgambDIAl
DyakuDIAl
DerecDIAl
DmelaDIAl
DsechDIAl
DananDIAl
DpersDIAl
DpseuDIAl
DwillDIAl
NvitrDIAL
GaculDIAl
OlatiDIAl
TnigrDIAL
TrubrDIAl
DreriDIAlb
DreriDIAla
BtaurDIAl
PpygmDIALl
CfamiDIAl
TtrunDIAl
PtrogDIAl
HsapiDIAl
MmulaDIAl
PvampDIAL
MmuscDIAL
RnorvDIAL
MdomeDIAl
GgallDIAl
XtropDIALl
SpurpDIAl
BflorDIAL
NvectDIAL
CinteDIAl
consensus

DIA1R DIA1
Vertebrate Arthropod

1 MELGRPGAAATAFRQRWP-AWMLLWVSTLSCSFSLPASLPPSLVPRVRSSYTLGKTFLGL
1 MESQWRGAAATAFHQHWL-ARLLLWVSTLSCSFSLPASLPPSLVPRVRSSYTMGKTFLGL
1 MEP-QLGPEAAALRPGWL-A-LLLWVSALSCSFSLPASSPSSLVSQVRTSYNFGRTFLGL
1 MEP-QLGPEAAALRPGWL-A-LLLWVSALSCSFSLPASSLSSLVPQVRTSYNFGRTFLGL
1 MEP-RLGPKAAALHLGWP-F-LLLWVSGLSYSVSSPASPSPSPVSRVRTSYNLGKTFLGL
1 MEP-WLGPEAAALRPGWP-A-LLLWVSALRCSVSSPASPSPSLVPRVRTSYNFGRTFLGL
1 MDP-QLGPEAAALHPGWQ-V-LLLLVVSVLSCFSSPASPPPSLVSRVRTSYNLGRTFLGL
1 MES-VIHGPLASPCLGWL-T--LLQLVTLSCISSTESLTAPSSVPRVKSSYNFGRTFLGL
1 MGL-RLGCRLFSAALSWM-T--LLQFLTRGHGPVADASPAPSLVPRVKPSYSFGRTFLGL
1 MGR--WICCLCSRVADWL-M--LLLVLARSSNPSAAATASPS-APHVRPSYSFGRTFLGL
1 ——— MAG--IWS--G—VWILCFILVFGTADP—--—-— SPAPQ-DKSHDFRKIFLGL
1 MPLKRCDQRAVG-SVRLT-VCVLSWLLCVCWAPSVVEPAGTPPAPQ-QKALILQRAFLGL
1 ——————— MSQ--HRILTKLHLVALFLWIVMKYQPEERASSLKSLVQQCQYDTT
1l MSSGFQRILVNLHILALLFCVIFEFQPKEPESLTELLVNQCEYETQ
1 —————— MQS———-S-RLPYFVTLFIAVVLQYLPNEKSTSKRPLENVCDYDRN
1l MHLSPGQLKVVLILALLQELQVKPOREVFQELFEKDL
1 - --MHLSPGQLKVVLILALLQELQVKPQREVFQELYEKDL
1l MHLSHGQLKVVLILALLQELQVKPOREVFQELFEKDL
1 - --MHLSYGQLKVVLILALLQELQVKTQREVFQELFEKDL
1l MHLLSGQLRIVLVLALLODLQVKPOKDIFQEHFESDL
1 - ——-MHLSPGHLRIVLILALLQDLQVKPQKDIFRAHLERDL
1l MHLSPGHLRIVLILALLQDLQVKPQKDIFRAHLERDL
1 - --MHLLYGQLKVVLVLALLQELDVRTQKDIFRKHFNMDL
1l MLVTKASVSSFLIALLILILGIYINRFNLKVAEITER
1 - MLRFLPLKLGR--LYRCLKLLLVVGLEVILLMNTHSLFASFQKNELTDRRFINL
1 - MLRFLPLKLGR--LYRCLKLLFLVGLEVILLMNTHNLFASFQKNELTDRRFINL

MLRFLPLKLGR--LYRCLKLLLVVGLEFVILLMNTHNLFASFQKNELTDRRFINL
——MLRFLPLKLGR--LYRCLKLLLVVGLEVILLMNTHNLFASFQKNELTDRREINL
MLRFLPLKLGR--LYRCLKLLFLLGLFVILLMNTHNLFASFQKNELTDRREFINL

1 - MLRILSLKFGR--VYRCGKFLFIVALFVILLMNTHNLFASFQRNELTDRRFIGL
1 - MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL
1 - MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL
1 - MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL
1 - MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL
1 ——— MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL
1 - MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELTDRRFLQL
1 - MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELTDRRFLQL
1 - MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL
1 - MWRLVPLKLGR--LSRALKLAALGSLLVLMLLHSPSLLASWQRNELADRRFLQL
1 - MWRLVPLKLGR--LSRALKLAALGSLLVLMLLHSPSLLASWQRNELADRRFLQL
1 - MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL
1 —— MLRLVSLKLGR--LYRYVKLAVLGSLAAALVLNTHSLLASLQRNELAERRFLQL
1 ——— MLRLASLKFGR--LFRYAKVLFAASLLVVMLLNTHSLLSSFQRNELTDRRFLSL
1 - MRRYFNQFTNRFCISTTQQLIWLVVLSSMCLEVYYQLYLHF TANHLENEYFTEA
1 - MRLVRLRQFRR-FFSGWRVRRMCGFFFFVVFFYCFVFQPFSYNQLTDTTFLGE

1 —--MHFGGILRKRRYICRLVLLLIVIISFSDLLLWLSYQDGRAIKWDFSSQHKLTFQEIGL
1 -MLLKMKRYLTVWENGKYIVFIFILITLEVLLEMYNHRSQGSTRVMLEAKLLSDKWSATS
1 r kmg 1 1kl v 1lvlvm sl gk v er fl11

DIA1R

Arthropod
DIA1

Vertebrate
DIA1

Non-vertebrate/
Non-arthropod
DIA1



