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                                              DIA1R                           DIA1 

                                                                                                                                                                 Vertebrate  Arthropod   

                                                   ↓                      ↓   ↓ 
RnorvDIA1R    1 MELGRPGAAATAFRQRWP-AWMLLWVSTLSCSFSLPASLPPSLVPRVRSSYTLGKTFLGL 

MmuscDIA1R    1 MESQWRGAAATAFHQHWL-ARLLLWVSTLSCSFSLPASLPPSLVPRVRSSYTMGKTFLGL 

MmulaDIA1R    1 MEP-QLGPEAAALRPGWL-A-LLLWVSALSCSFSLPASSPSSLVSQVRTSYNFGRTFLGL 

HsapiDIA1R    1 MEP-QLGPEAAALRPGWL-A-LLLWVSALSCSFSLPASSLSSLVPQVRTSYNFGRTFLGL 

BtaurDIA1R    1 MEP-RLGPKAAALHLGWP-F-LLLWVSGLSYSVSSPASPSPSPVSRVRTSYNLGKTFLGL 

EcabaDIA1R    1 MEP-WLGPEAAALRPGWP-A-LLLWVSALRCSVSSPASPSPSLVPRVRTSYNFGRTFLGL 

DordiDIA1R    1 MDP-QLGPEAAALHPGWQ-V-LLLLVVSVLSCFSSPASPPPSLVSRVRTSYNLGRTFLGL  DIA1R 

MdomeDIA1R    1 MES-VIHGPLASPCLGWL-T--LLQLVTLSCISSTESLTAPSSVPRVKSSYNFGRTFLGL 

OanatDIA1R    1 MGL-RLGCRLFSAALSWM-T--LLQFLTRGHGPVADASPAPSLVPRVKPSYSFGRTFLGL 

GgallDIA1R    1 MGR--WICCLCSRVADWL-M--LLLVLARSSNPSAAATASPS-APHVRPSYSFGRTFLGL 

DreriDIA1R    1 ---------MAG--IWS--G—VWILCFILVFGTADP-----SPAPQ-DKSHDFRKIFLGL 

SsalaDIA1R    1 MPLKRCDQRAVG-SVRLT-VCVLSWLLCVCWAPSVVEPAGTPPAPQ-QKALILQRAFLGL 

AaegyDIA1     1 --------------MSQ--HRILTKLHLVALFLWIVMKYQPEERASSLKSLVQQCQYDTT 

CpipiDIA1     1 --------------MSSGFQRILVNLHILALLFCVIFEFQPKEPESLTELLVNQCEYETQ 

AgambDIA1     1 --------------MQS----S-RLPYFVTLFIAVVLQYLPNEKSTSKRPLENVCDYDRN 

DyakuDIA1     1 -----------------------MHLSPGQLKVVLILALLQELQVKPQREVFQELFEKDL 

DerecDIA1     1 -----------------------MHLSPGQLKVVLILALLQELQVKPQREVFQELYEKDL  Arthropod 

DmelaDIA1     1 -----------------------MHLSHGQLKVVLILALLQELQVKPQREVFQELFEKDL   DIA1 

DsechDIA1     1 -----------------------MHLSYGQLKVVLILALLQELQVKTQREVFQELFEKDL 

DananDIA1     1 -----------------------MHLLSGQLRIVLVLALLQDLQVKPQKDIFQEHFESDL 

DpersDIA1     1 -----------------------MHLSPGHLRIVLILALLQDLQVKPQKDIFRAHLERDL 

DpseuDIA1     1 -----------------------MHLSPGHLRIVLILALLQDLQVKPQKDIFRAHLERDL 

DwillDIA1     1 -----------------------MHLLYGQLKVVLVLALLQELDVRTQKDIFRKHFNMDL 

NvitrDIA1     1 -----------------------MLVTKASVSSFLIALLILILGIYINRFNLKVAEITER 

GaculDIA1     1 ------MLRFLPLKLGR--LYRCLKLLLVVGLFVILLMNTHSLFASFQKNELTDRRFINL 

OlatiDIA1     1 ------MLRFLPLKLGR--LYRCLKLLFLVGLFVILLMNTHNLFASFQKNELTDRRFINL 

TnigrDIA1     1 ------MLRFLPLKLGR--LYRCLKLLLVVGLFVILLMNTHNLFASFQKNELTDRRFINL 

TrubrDIA1     1 ------MLRFLPLKLGR--LYRCLKLLLVVGLFVILLMNTHNLFASFQKNELTDRRFINL 

DreriDIA1b    1 ------MLRFLPLKLGR--LYRCLKLLFLLGLFVILLMNTHNLFASFQKNELTDRRFINL 

DreriDIA1a    1 ------MLRILSLKFGR--VYRCGKFLFIVALFVILLMNTHNLFASFQRNELTDRRFIGL 

BtaurDIA1     1 ------MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL 

PpygmDIA1     1 ------MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL 

CfamiDIA1     1 ------MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL 

TtrunDIA1     1 ------MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL  Vertebrate 

PtrogDIA1     1 ------MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL      DIA1 

HsapiDIA1     1 ------MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELTDRRFLQL 

MmulaDIA1     1 ------MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELTDRRFLQL 

PvampDIA1     1 ------MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL 

MmuscDIA1     1 ------MWRLVPLKLGR--LSRALKLAALGSLLVLMLLHSPSLLASWQRNELADRRFLQL 

RnorvDIA1     1 ------MWRLVPLKLGR--LSRALKLAALGSLLVLMLLHSPSLLASWQRNELADRRFLQL 

MdomeDIA1     1 ------MWRLVPPKLGR--LSRSLKLAALGSLLVLMVLHSPSLLASWQRNELADRRFLQL 

GgallDIA1     1 ------MLRLVSLKLGR--LYRYVKLAVLGSLAAALVLNTHSLLASLQRNELAERRFLQL 

XtropDIA1     1 ------MLRLASLKFGR--LFRYAKVLFAASLLVVMLLNTHSLLSSFQRNELTDRRFLSL 

SpurpDIA1     1 ------MRRYFNQFTNRFCISTTQQLIWLVVLSSMCLFVYYQLYLHFTANHLENEYFTEA 

BflorDIA1     1 -------MRLVRLRQFRR-FFSGWRVRRMCGFFFFVVFFYCFVFQPFSYNQLTDTTFLGE  Non-vertebrate/ 

NvectDIA1     1 --MHFGGILRKRRYICRLVLLLIVIISFSDLLLWLSYQDGRAIKWDFSSQHKLTFQEIGL  Non-arthropod 

CinteDIA1     1 –MLLKMKRYLTVWENGKYIVFIFILITLEVLLEMYNHRSQGSTRVMLEAKLLSDKWSATS      DIA1 
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