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BflorDIA1Lb   MASARRWCRRLHYSGWTRVLFLLTLMIAVGFIARNYWQVEDDLEARKRISNGGDKKYAQSIQELLAQGIDEKRMREALRQKAEEVHRIVKERGEALAKEA 

BflorDIA1Lc   ---------------------------------------------------------------------------------------------------- 

BflorDIA1La   --------------------MPILVESEAGYGGR---------HGRAMVARRMVRKCCLPLLVLVSATLAVLYIYLVQVQGSPWVSLGQSQAGNKQKKDE 

SpurpDIA1L    ---MGPRIRKKILILGSSILFTIFTVQLTGLNSL---------RD--DDNNALPSTNGKFRTFVPSKGDRKRNLLHAGKQGKEELGFDSKD----TRRTL 

                                    :     .              .      .    .       : :       :  .  *    :    .:      :   

 

                     110       120       130       140       150       160       170       180       190       200 

                       |         |         |         |         |         |         |         |         |         | 

BflorDIA1Lb   QAKAKAKANVVRINIHKPELNPENQHSWKAIEKMAAHDEIEDHKKQPEQYMTFKRLMDAKKCPACYGESLCEQAEVG-LITMDVADKTLEHKG-VYFGHF 

BflorDIA1Lc   ------------------------------MVIADGDNDIDISWAEPE------------KCPACFGD-KCELLRRGHFVKVDSESDRYMKKGIVSTGRI 

BflorDIA1La   YIVWRGEEQKVEVQQKQ----EEKKHPAEEPKEKPRQDKSAVTERKPKG--VPRSLLRNAPCPACLGDNLCEEFEDG---MIDLGSEVTSWKVKAYTGTW 

SpurpDIA1L    QDIRTADEIKGHPRIQAG---DETALTQDGVQGMKNATVVMTTRLQFEN--LFPSLLEEERCPLCYGTTNCDQIYAG-NISFHVGSVNLSEPH-AIRGTW 
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BflorDIA1Lb   RNTEVVAKRLVGKDGWTRFDEFICQNASLPKDCDVSHMISDTVLVTDNVLQVSFLQDAWRIAHTRRSI--AMEACMTDRLIELIKTAYDENVNGKLSK-- 

BflorDIA1Lc   GGVKVIAKSMNEAGAWQRYERFICRSSSRPHVCNASSFILETMLVTDVALKVPWLREAWKICHLEKS---ALSLCVSDRFLEDVRQLYVEDGGTDMTKEG 

BflorDIA1La   DKVEVMVTQCASEERLERFEEFVCRNLSETATSCDPGKVLLQEDLKERLQPAHLKKSLREVFHPNTTSSLQATTCMSKPFLKLLQKTFDDNGNKRLNR-- 

SpurpDIA1L    GDRRIVGKRLVSREVFERLEKIICNQSQVDPKRSCEVNAAATNSWMSKSSALNRVHKLHQEVYESQLIAISATTCASPDFFEELKQLYRVSRWGTGIAS- 
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BflorDIA1Lb   -TERAYMITALLLNPEAALLKHFTSRAEEYWPFPKYLGACGRVILVESGGKLLGSAIESP--WKERANIALQLLEMIDKFRNGDPKWVVIFVDFSFNNFA 

BflorDIA1Lc   DTGRAFLSTSLLLNEEAVLLRYFTTKSTTPWPFPKFYGACGRVIVVEHAGRTLDTFMESS--WEVRADIALQLLQLVDALREKDPDWVLFFLDVSFQNFA 

BflorDIA1La   ------------LE---------QAIPRKKLPIPAFLGACGNLVATETAGKPLSMYLEVKGPWQVRANLSLQLLQMLDDFQNKDPDWLLMFVEVNIENFS 

SpurpDIA1L    -TEMAILATTMALNPEPALLKFFRNIPSLRPYFTEYLGECGRVILTEPSGKPLSSYLKAS--WKDRVDISLKILQMIEDFHDSSDKWLVLLLDFGYENFV 
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BflorDIA1Lb   VNNYGRLTLIDFDDVMLIDREEFVG--------ENKTEPCDLKCFKTFISQIEAMNSYDSCSAMPQYSQMMYALACVRLLSHLPEHLSEP--NPMDPKPD 

BflorDIA1Lc   VDSRGWVRLIDLDDVMVIDRRTVVN--------QEQTEMCNEQCYTDFQKKLYS-DEYH-CDDIFKYAPMMYASICARLLSNLQKHPERRKWGEIREYQE 

BflorDIA1La   VSSDGRLILTDLGNMTIINKHDLDKN-----STKKRSSVCNEACFKRFTRNLSHRPETS-CRQAGRYSQLMYARACQRILGCWQTERSGE--GRVVLSSS 

SpurpDIA1L    MTSEGQLKVVNLGGMVIVDKDQTSTTPDMNPHLNNRTELCNEDCLNTFVKQLQTEPDTH-CREVPRHVELMYMMACHSLLSDLMTTKYER--FFQPLDTP 
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BflorDIA1Lb   KHRPDSERP---RLLWGPPEQEAKVLEELLRGCVEENVAGGRLEAVGELKTFLRRNAKGEN---------- 

BflorDIA1Lc   GQSIELDEPPVKGFLHNPPDEIREALEGALTQCVHETLPRGRLGAVLRLQEILGTT--------------- 

BflorDIA1La   KDASCAYGR---GLLFGPPREAKQELEDLLTECVEETKAGGRITALKQIRVLLAA---------------- 

SpurpDIA1L    R----KHHPG--GMLHDAPYEVDSVLSELLYECVFEGQPGRRMHSVRVLKRLLTIIQRGFSYKDAADRTSL 
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