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VARPCGLRMEDI QERNA
VARPCLRI DDI QERVV
VARPCLGVDDI QERVV
VARPCGLRVDDI QERNMVV.

VARPCGLKMEDI QERNMV.
VSRPVL SYMEVKRRVWV
VSRPVL SYMEVKRRVWV
VSRPVL SYKEVKSRNA
VSRPNLSYMEVKRRVWV
ASREAMPFNL LKSKL
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RLEACAPNDVEWGL MEQQGREL QL FVWQAI AAR- -
SLIESHASNTSRL EI MTKGTVPLAKM NNLVQDRD
SL{ESHASNTSRFEI MTKGTVPLVNM NNLLQDKE
SL{ESHASNTSRL El MTKGTLPLVHM NNLLQDKE
SLIESRASNTSRI El MTKGTLPLVNM NNLLQDTE
SL{ESHASNASRI EI MAKGTVPLVNMWNNLI QDTD
SL{CHASNTCRVEI MAKGTLPLATM GNLVRDRE
SLIESHASNTCKL El MAKGTLPLVNM NNLVQDRD
CL[zCHCSNL TRLDI VTKCPVPLVRLI GNLAI ESL
CLiEcHG LDl VTKCPLPLVRLMGNLAI ESL

N

SLI§C LCI VTKCPVPLVKMMCGNLALETI
YL[FC LARLDI VTKCTVPLVKLLCGNLAI ESL
YMgVI APHSLRVEL VRHLL SDPTGATMVKAYLTI
YMgVI SPANLRKGLI NHLI SDPTGATM KTYLKV
SSFORVLFSMYMgVL SMRVSL VRHL L SDPSGAVMVRAYLER
SSFORVL FSMYMgVL SMRVEL VRHL L SDPSGAVMWWKAYLER
SSTORI | FAFYMg! | APHSLRMGLVRHL L SDPTGGTM_KAYLTI
SSAOAMLFAFYMz! | APN KG.I RHLLSDPTGATLI RTYLTF



