
                 *        20         *        40         *        60         *
SynB  : MFDALVIGSGPAGLAIAAELA-QRGLKVQGLSPVDPFHPWENTYGIWGPELDSLGLEHLFGHRWSNCVSYFGEAP
AtB   : VVDLAIVGGGPAGLAVAQQVS-EAGLSVCSIDPS-PKLIWPNNYGVWVDEFEAMDLLDCLDTTWSGAVVYVDEGV
LeB   : VVDLAVVGGGPAGLAVAQQVS-EAGLSVCSIDPN-PKLIWPNNYGVWVDEFEAMDLLDCLDATWSGAAVYIDDNT
CaB   : VVDLAVVGGGPAGLAVAQQVS-EAGLSVCSIDPN-PKLIWPNNYGVWVDEFEAMDLLDCLDATWSGAAVYIDDKT
NtB   : VVDLAVVGGGPAGLAVAQQVS-EAGLSVVSIDPS-PKLIWPNNYGVWVDEFEAMDLLDCLDATWSGTVVYIDDNT
AaB   : VVDLAVVGGGPAGLAIAQQVS-EAGLLVCSIDPS-PKLIWPNNYGVWVDEFEAMDLLDCLDTTWSGAVVYTDDNS
TeB   : VVDLVVVGGGPSGLAVAQQVS-EAGLTVCSIDPS-PKLIWPNNYGVWVDEFEAMDLLDCLDTTWSSAVVYIDEKS
NpB   : TLDLAVVGGGPLARSCSTSLG--GGLSVVSIDPN-PKLIWPNNYGVWVDEFEDMDLLDCLDATWSGAIVYVDDRS
StNSY : QFDVIIIGAGPAGLRLAEHVS-KYGIKVCCVDPS-PLSMWPNNYGVWVDEFENLGLEDCLDHKWPMTCVHINDHK
LeNSY : QFDVIIIGAGPAGLRLAEQVS-KYGIKVCCVDPS-PLSMWPNNYGVWVDEFENLGLEDCLDHKWPMTCVHINDNK
CsNSY : RYDVIIIGTGPAGLRLAEQVSSRHSVKVCCVDPS-PLSTWPNNYGVWVDEFEDIGLVDCLDKTWPMTCVFINDHK
CaCCS : EFDVIIIGTGPAGLRLAEQVS-KYGIKVCCVDPS-PLSMWPNNYGVWVDEFEKLGLEDCLDHKWPVSCVHISDHK
LsE   : ILDLVVIGCGPAGLALAAESA-KLGLNVGLIGPDLPFT---NNYGVWQDEFIGLGLEGCIEHSWKDTLVYLDDAD
AtE   : ALDHVVIGCGPAGLALAAESA-KLGLKVGLIGPDLPFT---NNYGVWEDEFNDLGLQKCIEHVWRETIVYLDDDK
AaE1  : VMDLVVIGCGPAGLSLAAEAA-KLGLKVGLIGPDLPFT---NNYGVWEDEFKDLGLERCIEHAWKDTIVYLDNDA
AaE2  : VMDLVVIGCGPAGLSLAAEAA-KLGLKVGLIGPDLPFT---NNYGVWEDEFKDLGLERCIEHAWKDTIVYLDNDA
TeE   : ILDLVVIGCGPAGLALAGESA-KLGLNVALIGPDLPFT---NNYGVWEDEFIGLGLEGCIEHVWRDTVVYLDDND
LeE   : VLDLVVIGCGPAGLALAAESA-KLGLNVGLVGPDLPFT---NNYGVWEDEFKDLGLQACIEHVWRDTIVYLDDDE

           80         *       100         *       120         *       140         *
SynB  : VQHQYN-YGLFDRAQLQQHWLRQCEQGGLQWQLGKAAAIAHDSH-HSCVTTAAGQELQARLVVDTTGH-QAAFIQ
AtB   : KKDLSRPYGRVNRKQLKSKMLQKCITNGVKFHQSKVTNVVHEEA-NSTVVCSDGVKIQASVVLDATGF-SRCLVQ
LeB   : AKDLHRPYGRVNRKQLKSKMMQKCIMNGVKFHQAKVIKVIHEES-KSMLICNDGITIQATVVLDATGF-SRSLVQ
CaB   : TKDLNRPYGRVNRKQLKSKMMQKCILNGVKFHQAKVIKVIHEES-KSMLICNDGITIQATVVLDATGF-SRSLVQ
NtB   : TKDLDRPYGRVNRKQLKSKMMQKCILNGVKFHHAKVIKVIHEEA-KSMLICNDGVTIQATVVLDATGF-SRCLVQ
AaB   : KKYLDRPYGRVNRKQLKSKMLQKCVTNGVKFHQAKVIKVIHEES-KSLLICNDGITINATVVLDATGF-SRCLVQ
TeB   : TKSLNRPYARVNRKQLKTKMLQKCIANGVKFHQAKVIKVIHEEL-KSLLICNDGVTIQATLVLDATGF-SRSLVQ
NpB   : TKNLSRPYARVNRKNLKSKMMKKCVSNGVRFHQATVVKAMHEEE-KSYLICSDGVTIDARVVLDATGF-SRCLVQ
StNSY : TKYLGRPYGRVSRKKLKLRLLNSCVENRVKFYKAKVWKVEHEEF-ESSIVCDDGKKIRGSLVVDASGF-ASDFIE
LeNSY : TKYLGRPYGRVSRKKLKLKLLNSCVENRVKFYKAKVWKVEHEEF-ESSIVCDDGKKIRGSLVVDASDF-ASDFIE
CsNSY : TKYLDRPYGRVSRNILKTKLLENCVSNGVKFHKAKVWHVNHQEF-ESSIVCDDGNEIKASLIVDASGF-ASSFVE
CaCCS : TKYLDRPYGRVSRKKLKLKLLNSCVENRVKFYKAKVLKVKHEEF-ESSIVCDDGRKISGSLIVDASGY-ASDFIE
LsE   : PIRIGRAYGRVHRDLLHEELLRRCVESGVSYLSSKVERITEAPNGYSLIECEGNITIPCRLATVASGAASGKFLE
AtE   : PITIGRAYGRVSRRLLHEELLRRCVESGVSYLSSKVDSITEASDGLRLVACDDNNVIPCRLATVASGAASGKLLQ
AaE1  : PVLIGRAYGRVSRHLLHEELLKRCVESGVSYLDSKVERITEAGDGHSLVVCENEIFIPCRLATVASGAASGKLLE
AaE2  : PVLIGRAYGRVSRHLLHEELLKRCVESGVSYLNSKVERITEAGDGHSLVVCENDIFIPCRLATVASGAASGKLLE
TeE   : PILIGRAYGRVSRDLLHEELLTRCMESGVSYLSSKVERITEAPNGLSLIECEGNITIPCRLATVASGAASGKLLQ
LeE   : PILIGRAYGRVSRHFLHEELLKRCVEAGVLYLNSKVDRIVEATNGQSLVECEGDVVIPCRFVTVASGAASGKFLQ

               160         *       180         *       200         *       220
SynB  : RPH--SDAIAYQAAYGIIGQFSQPPIEPHQFVLMDYRSDHLSP----EERQL-PPTFLYAMDLGNDVYFVEETSL
AtB   : YDK--PYNPGYQVAYGIVAEVDGHPFDVDKMVFMDWRDKHLDSYPELKERNSKIPTFLYAMPFSSNRIFLEETSL
LeB   : YDK--PYNPGYQVAYGILAEVEEHPFDVNKMVFMDWRDSHLKNNTDLKERNSRIPTFLYAMPFSSNRIFLEETSL
CaB   : YDK--PYNPGYQVAYGILAEVEEHPFDVNKMVFMDWRDSHLKNNVELKERNSRIPTFLYAMPFSSNRIFLEETSL
NtB   : YDK--PYKPGYQVAYGILAEVEEHPFDTSKMVLMDWRDSHLGNNMELKERNRKVPTFLYAMPFSSNKIFLEETSL
AaB   : YDK--PYNPGYQVAYGIMAEVEEHPFDLDKMLFMDWRDSHLNEKLELKDKNRKIPTFLYAMPFSSTKIFLEETSL
TeB   : YDK--PYNPGYQVAYGILAEVEEHPFDVDKMLFMDWRDSHLDQNLEIKARNSRIPTFLYAMPFSSTRIFLEETSL
NpB   : YDK--PYNPGYQVAYGILAEVEEHPFDVDKMVFMDWRDSHLNGKAELNERNAKIPTFLYAMPFSSNRIFLEETSL
StNSY : YDK--PRNHGYQIAHGVLVEVDNHPFDLDKMVLMDWRDSHLGNEPYLRVNNAKEPTFLYAMPFDRNLVFLEETSL
LeNSY : YDR--PRNHGYQIAHGVLVEVDNHPFDLDKMVLMDWRDSHLGNEPYLRVNNAKEPTFLYAMPFDRDLVFLEETSL
CsNSY : YDK--PRNHGYQIAHGILAEVESHPFDLDKMVLMDWRDSHLGNEPYLRASNLKLPTFLYAMPFDSNLVFLEETSL
CaCCS : YDK--PRNHGYQVAHGILAEVDNHPFDLDKMMLMDWRDSHLGNEPYLRVKNTKEPTFLYAMPFDRNLVFLEETSL
LsE   : YELGGPR-VCVQTAYGIEVEVENNPYDPDLMVFMDYRDFSKHKPESLEA---KYPTFLYVMAMSPTKIFFEETCL
AtE   : YEVGGPR-VCVQTAYGVEVEVENSPYDPDQMVFMDYRDYTNEKVRSLEA---EYPTFLYAMPMTKSRLFFEETCL
AaE1  : YEVGGPR-VCVQTAYGVEVEVENNPYDPNLMVFMDYRDYMQQKLQCSEE---EYPTFLYVMPMSPTRLFFEETCL
AaE2  : YEVGGPR-VCVQTAYGVEVEVENNPYDPNLMVFMDYRDYMQQKLQCSEE---EYPTFLYVMPMSPTRLFFEETCL
TeE   : YELGGPR-VCVQTAYGIEVEVESIPYDPSLMVFMDYRDYTKHKSQSLEA---QYPTFLYVMPMSPTKVFFEETCL
LeE   : YELGSPR-VSVQTAYGVEVEVDNNPFDPSLMVFMDYRDYLRHDAQSLEA---KYPTFLYAMPMSPTRVFFEETCL



            *       240         *       260         *       280         *       300
SynB  : AACPAIPYDRLKQRLYQRLATRGVTVQVIQHEEYCLFPMNLPLPDLTQSVVGFGGAASMVHPASGYMVGALLRRA
AtB   : VARPGLRMEDIQERMAARLKHLGINVKRIEEDERCVIPMGGPLPVLPQRVVGIGGTAGMVHPSTGYMVARTLAAA
LeB   : VARPGLRIDDIQERMVARLNHLGIKVKSIEEDEHCLIPMGGPLPVLPQRVVGIGGTAGMVHPSTGYMVARTLAAA
CaB   : VARPGLGMDDIQERMVARLSHLGIKVKSIEEDEHCVIPMGGPLPVLPQRVVGIGGTAGMVHPSTGYMVARTLAAA
NtB   : VARPGLRMDDIQERMVARLNHLGIKVKSIEEDEHCVIPMGGSLPVIPQRVVGTGGTAGLVHPSTGYMVARTLAAA
AaB   : VARPGLRFEDIQERMVARLKHLGIKVKSIEEDERCVIPMGGPLPVLPQRVVGIGGTAGMVHPSTGYMVARTLAAA
TeB   : VARPGLKMEDIQERMAYRLKHLGIKVKSIEEDERCVIPMGGPLPVLPQRVLGIGGTAGMVHPSTGYMVARTLAAA
NpB   : VARPGLKMEDIQERMVARLNHLGIRIKSIEEDERCVIPMGGPLPVIPQRVVGIGGTAGMVHPSTGYMVARTLAAA
StNSY : VSRPVLSYMEVKRRMVARLRHLGIKVRSVIEEEKCVIPMGGPLPRIPQNVMAIGGNSGIVHPSTGYMVARSMALA
LeNSY : VSRPVLSYMEVKRRMVARLRHLGIKVKSVIEEEKCVIPMGGPLPRIPQNVMAIGGNSGIVHPSTGYMVARSMALA
CsNSY : VSRPVLSYKEVKSRMAARLRHMGIRVKRVIEDEKCLIPMGGPLPVIPQSVMAIGGTSGLIHPATGYMVARTMALA
CaCCS : VSRPMLSYMEVKRRMVARLRHLGIKVRSVLEEEKCVITMGGPLPRIPQNVMAIGGTSGIVHPSSGYMVARSMALA
LsE   : ASREAMPFNLLKSKLMSRLKAMGIRITRTYEEEWSYIPVGGSLPNTEQKNLAFGAAASMVHPATGYSVVRSLSEA
AtE   : ASKDVMPFDLLKTKLMLRLDTLGIRILKTYEEEWSYIPVGGSLPNTEQKNLAFGAAASMVHPATGYSVVRSLSEA
AaE1  : ASKDAMPFDLLKRKLMSRLKTLGIQVTKVYEEEWSYIPVGGSLPNTEQKNLAFGAAASMVHPATGYSVVRSLSEA
AaE2  : ASKDAMPFDLLKRKLMSRLKTLGIQVTKIYEEEWSYIPVGGSLPNTEQKNLAFGAAASMVHPATGYSVVRSLSEA
TeE   : ASKEAMPFELLKTKLMSRLKTMGIRITKTYEEEWSYIPVGGSLPNTEQKNLAFGAAASMVHPATGYSVVRSLSEA
LeE   : ASKDAMPFDLLKKKLMLRLNTLGVRIKEIYEEEWSYIPVGGSLPNTEQKTLAFGAAASMVHPATGYSVVRSLSEA

                 *       320         *       340         *       360         *
SynB  : PDLANAIAAGLNASSS-------LTTAELATQAWRGLWPTEKIRKHYIYQFGLEKLMRFSEAQLNHHFQTFFGLP
AtB   : PIVANAIVRYLGSPSSNS-----LRGDQLSAEVWRDLWPIERRRQREFFCFGMDILLKLDLDATRRFFDAFFDLQ
LeB   : PVVANAIIQYLGSERS-------HSGNELSTAVWKDLWPIERRRQREFFCFGMDILLKLDLPATRRFFDAFFDLE
CaB   : PVVANAIIQYLSSERS-------HSGDELSAAVWKDLWPIERRRQREFFCFGMDILLKLDLPATRRFFDAFFDLE
NtB   : PVVANAIIHYLGSEKD-------LLGNELSAAVWKDLWPIERRRQREFFCFGMDILLKLDLPATRRFFDAFFDLE
AaB   : PVVAKSIVQYLGSDRS-------LSGNELSAEVWKDLWPIERRRQREFFCFGMDILLKLDLQGTRRFFDAFFDLE
TeB   : PIVAKSIIRYLNNEKSMVAD---VTGDDLAAGIWRELWPIERRRQREFFCFGMDILLKLDLEGTRRFFDAFFDLE
NpB   : PIVANSIVQYLVSDSG-------LSGNDLSADVWKDLWPIERRRQREFFCFGMDILLKLDLEGTRRFFDAFFDLE
StNSY : PVLAEAIVKGLGSTRM-------IRGSQLYHRVWNGLWPLDRRCIGECYSFGMETLLKLDLKGTRRLFDAFFDLD
LeNSY : PVLAEAIVEGLGSTRM-------IRGSQLYHRVWNGLWPLDRRCVRECYSFGMETLLKLDLKGTRRLFDAFFDLD
CsNSY : PALADAIAECLGSTRM-------IRGRPLHQKVWNGLWPIDRRCNREFYSFGMETLLKLDLKGTRRFFDAFFDLN
CaCCS : PVLAEAIVESLGSTRM-------IRGSQLYHRVWNGLWPSDRRRVRECYCFGMETLLKLDLEGTRRLFDAFFDVD
LsE   : PNYAAVIAKILRQDQSKEMISLGKYT-NISKQAWETLWPLERKRQRAFFLFGLSHIVLMDLEGTRTFFRTFFRLP
AtE   : PKYASVIAEILREETTKQINS------NISRQAWDTLWPPERKRQRAFFLFGLALIVQFDTEGIRSFFRTFFRLP
AaE1  : PKYASVIAKILKQDNSAYVVSGQSSAVNISMQAWSSLWPKERKRQRAFFLFGLELIVQLDIEATRTFFRTFFRLP
AaE2  : PKYASVIAKILKQDNSAYVVSGQSSAVNISMQAWSSLWPKERKRQRAFFLFGLELIVQLDIEATRTFFRTFFRLP
TeE   : PNYAAVIAKILGKGNSKQMLDHGRYTTNISKQAWETLWPLERKRQRAFFLFGLALIVQMDIEGTRTFFRTFFRLP
LeE   : PKCASVLANILRQHYSKNMLTS-SSIPSISTQAWNTLWPQERKRQRSFFLFGLALILQLDIEGIRSFFRAFFRVP

          380         *       400         *       420         *
SynB  : KEQWYGFLTNTLSLPELIQAMLRLFAQAPNDVRWGLMEQQGRELQLFWQAIAAR--
AtB   : PHYWHGFLSSRLFLPELLVFGLSLFSHASNTSRLEIMTKGTVPLAKMINNLVQDRD
LeB   : PRYWHGFLSSRLFLPELIVFGLSLFSHASNTSRFEIMTKGTVPLVNMINNLLQDKE
CaB   : PRYWHGFLSSRLFLPELIVFGLSLFSHASNTSRLEIMTKGTLPLVHMINNLLQDKE
NtB   : PRYWHGFLSSRLYLPELIFFGLSLFSRASNTSRIEIMTKGTLPLVNMINNLLQDTE
AaB   : PHYWHGFLSSRLFLPELLFFGLSLFSHASNASRIEIMAKGTVPLVNMMNNLIQDTD
TeB   : PRYWHGFLSSRLFLPELVTFGLSLFGHASNTCRVEIMAKGTLPLATMIGNLVRDRE
NpB   : PRYWHGFLSSRLFLPELVPFGLSLFSHASNTCKLEIMAKGTLPLVNMINNLVQDRD
StNSY : PKYWQGFLSSRLSVKELAILSLCLFGHGSNLTRLDIVTKCPVPLVRLIGNLAIESL
LeNSY : PKYWQGFLSSRLSVKELGLLSLCLFGHGSNMTRLDIVTKCPLPLVRLMGNLAIESL
CsNSY : PYYWHGFLSSRLSLAELAGLSLSLFGHASNSSRLDIVTKCPVPLVKMMGNLALETI
CaCCS : PKYWHGFLSSRLSVKELAVLSLYLFGHASNLARLDIVTKCTVPLVKLLGNLAIESL
LsE   : KWMWWGFLGSSLSSTDLIIFALYMFVIAPHSLRMELVRHLLSDPTGATMVKAYLTI
AtE   : KWMWQGFLGSTLTSGDLVLFALYMFVISPNNLRKGLINHLISDPTGATMIKTYLKV
AaE1  : TWMWWGFLGSSLSSFDLVLFSMYMFVLAPNSMRMSLVRHLLSDPSGAVMVRAYLER
AaE2  : TWMWWGFLGSSLSSFDLVLFSMYMFVLAPNSMRMSLVRHLLSDPSGAVMVKAYLER
TeE   : TWMWWGFLGSSLSSTDLIIFAFYMFIIAPHSLRMGLVRHLLSDPTGGTMLKAYLTI
LeE   : KWMWQGFLGSSLSSADLMLFAFYMFIIAPNDMRKGLIRHLLSDPTGATLIRTYLTF


