A

Line-1 global

Line 1 elements (accession number X52235) Wild type sequence

61

121

181
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301
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421

481

.cagaagac gggtgatttc
1

gtgccagaca gtggg.cag

Iaggcattgt ctcacttggg
12 13
aaggggtga-ga.cacct
19 20

ac.gcttaa aaaa.g.c
.ccca.ga gtct.ctga

29

gcaaggctygg gggagggoll
32

tggcagct. aactgggtgg

tgcatttcca

gtcagtgggt
10

aag.caagg
14

ggaaaat.g
21

ac-agat

ttgctagcac
30
cc.ccattg

agcccaccac

tctgaggtac

2 3 4
o8- B8
ggtcagggag
gtctctccca
tatatcttgc
agcagtctga
cccaggcttg

agctcaagga

tgggttcatc tcactaggga

6 7 8
tgca.agc-aagcagggl
11

ttccctttc-agtcaaaga
16 17

cc.aatatt g.cttt.g

acctggctag

gatcaaactg

cttgggtaaa

ggcctgcctg

Line 1 elements (accession number X52235) Bisulfite sequence

61

.tagaagat gggtgatttt

1
121 [ GEgEEagatalgEg Rt o

181

241

301

361

421

481

Iaggtattgt tttatttggg
12 13
aaggggtga-ga.tattt
19 20

at.gtttaa aaaa.g.t
.ttta.ga gttt.ttga

29

gtaaggttgg gggagggoll
32

tggtagttB@ aattgggtgg

tgtattttta

gttagtgggt
10

aag.taagg
14

ggaaaatlgg

at-agat
ttgttagtat

30
tt@8ttatty

agtttattat

tttgaggtat

2 3 4
oBEEE - B8
ggttagggag

SN-8
gtttttttta
tatattttgt
agtagtttga

tttaggtttg

agtttaagga

Bi-L1-R2

Pyrosequencing primer: SN-8; SIRPH Primer:

gagggtccta
27
caaggc.ca

caaagcagcc

cctttgtagg

Bi-L1-F1

6 7 O

tgta.agt-aagtagggl
11

ttttttttt-agttaaaga

15
tt.aatatt

atttggttag
gattaaattg
tttgggtaaa

ggtttgtttg

16 17

B8ttt tB8y

gagggtttta

27
taaggt.ta

taaagtagtt

tttttgtagg

SN-8 and SN-9

Supplementary Figure S1-A: LINE-1 global specific primers. CpG numbering is not
continuous because of gaps in the consensus sequence when compared to the

sequenced LINE-1 clones.



B

Alu Global

Alu (accession numbers: Alu-J Ul4567; Alu-Sb U14568; Alu-Sbl U14569; Alu-
Sb2 U14570; Alu-Sc U14571; Alu-Sp Ul4572; Alu-Sq U1l4573; Alu-Sx U14574)

Wild type sequences alignment

Sp-Alu GTGGCTCABBCCTGTAATCCCAGCACTTTGGGAGGCE@A 50
Sq-Alu GTGGCTCABBCCTGTAATCCCAGCACTTTGGGAGGC! 50
Sx-Alu GTGGCTCABBCCTGTAATCCCAGCACTTTGGGA 54
J-Alu GTGGCTCABBCCTGTAATCCCAGCACTTTGGGAGGC] 50
Sbl-Alu GTGGCTCABBCCTGTAATCCCAGCACTTTGGGAGGC! 50
Sb2-Alu GTGGCTCABBCCTGTAATCCCAGCACTTTGGGAGGC! 50
Sb-Alu GTGGCTCABBCCTGTAATCCCAGCACTTTGGGAGGC! 50
Sc-Alu GTGGCTCABBCCTGTAATCCCAGCACTTTGGGAGGC! 50
LR E RS S S S S S S SRR EEEEEEEEEEEEEEEEEEEEEEEEEES]
2 3 4 5 6 7 8
Sp-Alu GGEBGGEBGATCACCTGAGGTEBGGAGT TEBAGACCAGCCTGACCAACATGGAGAAACCC 110
Sq-Alu GGEBGGTGGATCACCTGAGGTCAGGAGT TEBAGACCAGCCTGGCCAACATGGTGAAACCC 110
Sx-Alu ----GGAAGATCACCTGAGGTCAGGAGT TBBAGACCAGCCTGGCCAACATGGTGAAACCC 110
J-Alu GGEBGGAGGATCACTTGAGCCCAGGAGT TEBAGACCAGCCTGGGCAACATAGTGAAACCC 110
Sbl-Alu GGEEGGEBGATCA--BBAGGTCAGGAGATEBAGACCATCCEBGCTAAARBBGTGAARCCC 108
Sb2-Alu GGEBGGTGGATCA--TGAGGTCAGGAGATEEAGACCATCCTGGCTAACAAGGTGAAACCC 108
Sb-Alu GGEEGGEBGATCA--BBAGGTCAGGAGATEEAGACCATCCTGGCTAACABBGTGAAACCC 108
Sc-Alu GGEEBGGEEGATCA--BBAGGTCAAGAGATEBAGACCATCCTGGCCAACATGGTGAAACCC 108
* * * Kk kK ok * * % * *xkk kkkkkkkkk kk K *k Kk *  kkkkkkk

9 10 1112 131415
Sp-Alu TCTCTACTAAAAATACAAAAA-TTAGC CATGCCTGTAATCCCAG 169
Sq-Alu TCTCTACTAAAAATACAAAAA-TTAGC CCTGTAATCCCAG 169
Sx-Alu TCTCTACTAAAAATACAAAAA-TTAGC CCTGTAATCCCAG 169
J-Alu TCTCTACAAAAAATACAAAAA-TTAGC CCTGTAGTCCCAG 169
Sbl-Alu TCTCTACTAAAAATACAAAAA-TTAGC CCTGTAGTCCCAG 167
Sb2-Alu TCTCTACTAAAAATACAAAAAATTAGC CCTGTAGTCCCAG 168
Sb-Alu TCTCTACTAAAAATACAAAAA-TTAGC CCTGTAGTCCCAG 167
Sc-Alu TCTCTACTAAAAATACAAAAA-TTAGCTGGG CCTGTAGTCCCAG 167

dhkhkkhkkkhkhkkk Kkhkkkkkrkkhkkhkhxk *kxkk *xkkkx * ok ok kK k *hkkkkkk Kkkkkkk

16 17 18 19 20 21

Sp-Alu CTACTEBGGAGGCTGAGGCAGGAGAAT GGAGGEBGAGGTTGEBGTGAG 229
Sq-Alu CTACTEEGGAGGCTGAGGCAGGAGAAT GGAGGEBGAGGTTGCAGTGAG 229
Sx-Alu CTACTEEGGAGGCTGAGGCAGGAGAAT GGAGGEEBGAGGTTGCAGTGAG 229
J-Alu CTACTEEGGAGGCTGAGGCAGGAGGAT GGAGGTEBAGGCTGCAGTGAG 229
Sbl-Alu CTACTTGGGAGGCTGAGGCAGGAGAATGG GGAGGEEGAGCTTGCAGTGAG 227
Sb2-Alu CTACTGGGGAGGCTGAGGCAGGAGAATGG GGAAGEBGAGCTTGCAGTGAG 228
Sb-Alu CTACTEBGGAGGCTGAGGCAGGAGAATGG GGAGGEBGAGCTTGCAGTGAG 227
Sc-Alu CTACTEEGGAGGCTGAGGCAGGAGAAT GGAGGEBGAGGTTGCAGTGAG 227

dhkhkkhkk Khkkkkhkkkhkkhkkhkhkhkkx **x *k *kkx *hkkkkkx * * k k *kk  Kkkkkk

22 2324
Sp-Alu CE8aGAT CCATTGCACTCCA------- GCCTGGGCAACAAGAGE@AAACTCEETCT 282
Sq-Alu CEEBAGAT CCACTGCACTCCA------- GCCTGGGCAACAAGAGE@AAACTCEETCT 282
Sx-Alu CEBAGAT CCACTGCACTCCA------- GCCTGGGEBACA-GAGEEAGACTCEETCT 281
J-Alu CEETGAT CCACTGCACTCCA------- GCCTGGGEEACA-GAGEBAGACCCTGTCT 281
Sbl-Alu CEBAGATCCEBCCACTGCACTCCA--————- GCCTGGGEBACA-GAGEEAGACTCEBICT 279
Sb2-Alu CEBAGATTGEECCACTGCAGTCEBCAGTCEBGCCTGGGEEACA-GAGEBAGACTCEETCT 287
Sb-Alu CEBAGAT CCACTGCACTCCA-------GCCTGGGEEACA-GAGEBAGACTCEETCT 279
Sc-Alu CEBAGAT CCACTGCACTCCA------- GCCTGG-EBACA-GAGEEAGACTCEETCT 278

*kk  kkk *xkkkk Kkkkk kk*k *rkkkkk Kk kkk kkkkkk *kk * Kkkkk
Sp-Alu CAAAAAAAA 291
Sq-Alu CAAAAAAAA 291
Sx-Alu CAAAAAAAA 290
J-Alu CAAAAAAAA 290
Sbl-Alu CAAAAAAAA 288
Sb2-Alu CAAAAAAAA 296
Sb-Alu CAAAAAAAA 288
Sc-Alu CAAAAAAAA 287

* ok kkk ok ok ok ok

Supplementary Figure S1-B: Alu global specific primers (continued on next page)



Bisulfite sequences alignment

Alu-All-F3 1
Sp-Alu  —————————— GGTEEGGEBBTGGTGGTTTABE TIICTART I T TACTAT I I GGEAGGTEBA 50
Sg-Alu  —m——mm———- GGTEEGGEETGGTGGTTTAGEBT TTGTAATTTTAGTATTTTGGGAGGTEEA 50
Sx-Alu GGEBGCEBGAGGTEEGCRETGGTGGTTTABBT TTGTAATTTTAGTAT TTTGGGA-————— 54
J-alu  mmmmm———e- GGTEEGCEETGGTGGTTTAGEBT TTGTAATTTTAGTATTTTGGGAGGTE@A 50
Sbl-alu  ——-m-m-——- GGTEEGCEETGGTGGTTTAGET TTGTAATTTTAGTATTTTGGGAGGTEEA 50
Sb2-alu  ——mmmmm——- GGTEEGGEETGGTGGTTTAGBT TTGTAATTTTAGTATTTTGGGAGGTEEA 50
Sb-Alu  ——mmmm———- GGTEEGGEETGGTGGTTTAGBT TTGTAATTTTAGTATTTTGGGAGGTEEA 50
Sc-Alu  ——mmmmm——- GGTEEGCEETGGTGGTTTAG@T TTGTAATTTTAGTATTTTGGGAGGTEEA 50
hhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkk
2 3 4 5 6 7 8

Sp-Alu GGIGG.GATTATTTGAGGT.GGAGTT

Sq-Alu GGEEGGTGGATTATTTGAGGTTAGGAGTT,

Sx-Alu ----GGAAGATTATTTGAGGTTAGGAGTTE@AGATTAGT TTGGTTAATATGGTGARATTT 110

GATTAGTTTGATTAATATGGAGAAATTT 110

GATTAGTTTGGTTAATATGGTGAAATTT 110
J-Alu GGEBGGAGGATTATTTGAGT TTAGGAGT TEEBAGATTAGTTTGGGTAATATAGTGAAATTT 110
Sbl-Alu GGEEGGEBGATTA--BBAGGTTAGGAGATEBAGATTATTTEEGTTAAAABBGTGAAATTT 108
Sb2-Alu GGEEBGGTGGATTA--TGAGGTTAGGAGATEEAGATTATTTTGGTTAATAAGGTGAAATTT 108
Sb-Alu GGEEGGEBGATTA--BBAGGTTAGGAGATEEAGATTATTTTGGTTAATABBGTGAAATTT 108
Sc-Alu GGEEBGGEEGATTA--BBAGGT TAAGAGATEEAGATTATTTTGGTTAATATGGTGAAATTT 108

* * * Kk kK k *xk Kk *xkk ok kkkkkkk kk K *kx Kk * ok kkk ok kk
9 SN-4 10 1112 131415
Sp-Alu TTTTTATTAAAAATATAAAAA-TTAGT TATGTTTGTAATTTTAG 169
Sq-Alu TTTTTATTAAAAATATAAAAA-TTAGT TTTGTAATTTTAG 169
Sx-Alu TTTTTATTAAAAATATAAAAA-TTAGT TTTGTAATTTTAG 169
J-Alu TTTTTATAAAAAATATAAAAA-TTAGT TTTGTAGTTTTAG 169
Sbl-Alu TTTTTATTAAAAATATAAAAA-TTAGT TTTGTAGTTTTAG 167
Sb2-Alu TTTTTATTAAAAATATAAAAAATTAGT TTTGTAGTTTTAG 168
Sb-Alu TTTTTATTAAAAATATAAAAA-TTAGT, TTTGTAGTTTTAG 167
Sc-Alu TTTTTATTAAAAATATAAAAA-TTAGTTGGG TTTGTAGTTTTAG 167
dFhkhkkhkkkhkhkkk Fkhkkkhkkhrkkhkkhxk *kxkk *xkkkx *kkkkhkk kkkkkk
16 SN-1 17 18 19 20 21

Sp-Alu TTATTEBGGAGGT TGAGGTAGGAGAAT GAGGTTGEBGTGAG 229
Sq-Alu TTATTEEGGAGGTTGAGGTAGGAGAAT GGAGGEBGAGGTTGTAGTGAG 229
Sx-Alu TTATTEEGGAGGTTGAGGTAGGAGAAT GGAGGEEBGAGGTTGTAGTGAG 229
J-Alu TTATTEEGGAGGTTGAGGTAGGAGGAT GGAGGTEBAGGTTGTAGTGAG 229
Sbl-Alu TTATTTGGGAGGTTGAGGTAGGAGAATGG GGAGGBEGAGTTTGTAGTGAG 227
Sb2-Alu TTATTGGGGAGGTTGAGGTAGGAGAATGG GGAAGEBGAGTTTGTAGTGAG 228
Sb-Alu TTATTEBGGAGGTTGAGGTAGGAGAATGG GGAGGEBGAGTTTGTAGTGAG 227
Sc-Alu TTATTEEGGAGGTTGAGGTAGGAGAAT GGAGGEBGAGGTTGTAGTGAG 227

khkkhkkhkk hhkkkkkhkkhkkkhkkkkkkkk K*k ok

22 23 24 Alu-All-R2

* kK KAk kKK kK KX * kK kKK * Kk kK k

Sp-Alu T TTATTGTATTTTA GTTTGGGTAATAAGAGTGAAATTTEBTTT 282
Sq-Alu T TTATTGTATTTTA GTTTGGGTAATAAGAGTGAAATTTEETTT 282
Sx-Alu T TTATTGTATTTTA GTTTGGGEBATA-GAGBBAGATTTEETTT 281
J-Alu T GAT TTATTGTATTTTA GTTTGGGEEATA-GAGBEAGATTTTGTTT 281
Sbl-Alu TEEAGATTTE@T TATTGTATTTTA--—----GTTTGGGEEATA-GAGEEAGATTTE@TTT 279
Sb2-Alu TTGAGATTG TTATTGTAGT TE@TAGT TEEGT TTGGGREATA-GAGRBAGATTTEETTT 287
Sb-Alu GAT TTATTGTATTTTA GTTTGGGEBATA-GAGEEAGATTTEETTT 279
Sc-aAlu GAT TTATTGTATTTTA GTTTGG-E@ATA-GAGEEAGATTTEETTT 278
* ok kkk khkkkkkkkkk Kkk * Kk ok ok kk *hkk kkk kk kkkk kkkk
Sp-Alu TAARAAAAA 291
Sq-Alu TAARAAAAA 291
Sx-Alu TAARAAAAA 290
J-Alu TAARAAAAA 290
Sbl-Alu TAARAAAAA 288
Sb2-Alu TAAARAAAA 296
Sb-Alu TAARAAAAA 288
Sc-aAlu TAARAAAAA 287

* ok kkk ok ok ok ok

SIRPH primer: SN-1 and SN-4

Supplementary Figure S1-B: Alu global specific primers (continued from previous

page)



C

Factor 8 region Xq28

Factor 8 (accession number: M88640) Wild type sequence

3061 agttcacatt tatcagaagg

tctggatct-tggaaggga

3121
3181
3241
3301
3361
3421
3481
3541
3601
3661

agcaaacaga
tcccteccaag
agaagagtgg
cattttgtcc

cctggaaaag
ctattggatc

aaatcccaag
2

3ctgaa.ctt

aaataagcc-aaatagaag
tcaaaaccca ccagtcttga
agatcaagag gaaattgact
tgacatttat gatgaggatg
ctattttatt gctgcagtgg

acctattccc
gccttcecttca
ttccectttet
ctcttgcttg
agaagtcacc
gtgaaagcaa
tcacctgggc
aa.ccatca
atgatgatac
aaaatcagag

agaggctctg

ta.gaaact
gggaacagag
gagagtagca
ggataaccac
agaaaaaaca
tcatgcaata
aaagcaaggt
aiggaaata
catatcagtt
ccccicagc
ggattatggg

agcaatgggt
ggagl.atta
acagaaagct
tatggtactc
gcttttaaga
gcagcaataa
aggiftgaaa
act.tacta
gaaatgaaga
tttcaaaaga

atgagtagct

Factor 8 (accession number: M88640) Bisulfite treated sequence

3061

3181

3241

3301

3361

3421

3481

3541

3601

3661

agtttatatt tattagaagg atttattttt ta@gaaat

3121 EEEGGEE:tEl8coga

agtaaataga tttggaaaag
tttttttaag ttattggatt
agaagagtgg aaattttaag

2
tattttgttt ttgaaf@ttt

3
aaataagtt-aaatagaag
ttaaaattta ttagttttga

agattaagag gaaattgatt

tgatatttat gatgaggatg

BiF8-F6

tttttttttt
tttttgtttg
agaagttatt
gtgaaagtaa
ttatttgggt
4
aa.ttatta
atgatgatat

SN-1

aaaattagag

gagagtagta
ggataattat
agaaaaaata
ttatgtaata

aaagtaaggt
5

a.ggaaata

tatattagtt
7

cttt@Bragt

ttattttatt gttgtagtaq

agaggt t | t 09 Y

BiF8-R5

1
g.atta

atagaaagtt
tatggtattt
gtttttaaga
gtagtaataa
aggattgaaa
6
att@Btatta
gaaatgaaga

ttttaaaaga

atgagtagtt

ctcctggcca
agtggaatga
ctgcaaagac
agataccaaa
aaaaggatac
atgagggaca
ggctgtgctc
ctcttcagtc
aggaagattt
aaacaﬁaca

ccccacatgt

BiF8-F5
agtggaatga

ttgtaaagat
agatattaaa
aaaaggatat
atgagggata
ggttgtgttt
ttttttagtt
aggaagattt
8

aaata.ata

tEtttatatgt

Pyrosequencing primer: SN-1

BiF8-R6

Supplementary Figure S1-C: F8 region specific primers



