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AT1G04190 Hsp90 co-chaperone (homolog of human STIP1)
AT5G62390 Bcl-2-associated atahnogene 7
AT1G34780 PDI (thioredoxin)
AT3G11450 J-protein (Type III)
AT3G20050 Chaperonin class II (TCP)
AT1G26940 PPIase  (cyclophilin)
AT5G49580 J-protein (Type II)
AT1G72070 J-protein (Type III)
AT5G49060 J-protein (Type III)
AT1G35620 PDI (Like 5-2)
AT3G20560 PDI (Like 5-3)
AT1G61770 J-protein (Type III)
AT5G18120 PDI (thioredoxin)
AT3G06340 J-protein (Type III)
AT1G15020 PDI (thioredoxin)
AT3G01480 PPIase  (cyclophilin, CYP38)
AT5G52060 Bcl-2-associated atahnogene 1
AT4G34960 PPIase  (cyclophilin)
AT2G05230 J-protein (Type III)
AT3G55920 PPIase  (cyclophilin)
AT1G21750 PDI (Like 1-1)
AT5G06110 J-protein (Type III)
AT3G54960 PDI (Like 1-3)
AT4G04860 Hsp90 co-chaperone (DERLIN-2.2)
AT2G35540 J-protein (Type III)
AT5G60640 PDI (Like 1-4)
AT5G45680 PPIase (Rotamase)
AT5G50920 Heat shock protein 100 (HSP100); ClpA like
AT2G29960 PPIase (cyclophilin, CYP5)
AT3G51110 Hsp90 co-chaperone (crooked neck protein)
AT2G16600 PPIase (cyclophilin, ROC3)
AT3G54010 PPIase (PASTICCINO1)
AT5G07220 Bcl-2-associated atahnogene 3
AT2G01710 J-protein (Type III)
AT2G41000 J-protein (Type III)
AT3G22530 Small heat shock protein
AT2G42080 J-protein (Type III)
AT1G08780 Prefoldin 4
AT1G77930 J-protein (Type III)
AT1G76770 Small heat shock protein
AT3G12170 J-protein (Type III)
AT4G09350 J-protein (Type III)
AT5G64350 PPIase (Rotamase)
AT3G62030 PPIase  (cyclophilin)
AT2G44650 Chaperonin 10 (2); GroES like
AT1G74070 PPIase  (cyclophilin)
AT4G39710 PPIase (Rotamase)
AT3G10680 Small heat shock protein
AT5G45990 Hsp90 co-chaperone (crooked neck protein)
AT2G27140 Small heat shock protein
AT5G67530 PPIase  (cyclophilin)
AT4G37480 J-protein (Type III)
AT2G35795 J-protein (Type III)
AT1G55490 Chaperonin-60betab; GroEL like
AT1G62180 PDI (thioredoxin)
AT4G04610 PDI (thioredoxin)
AT4G32420 PPIase  (cyclophilin)
AT3G48870 Heat shock protein 100 (HSP100); ClpA like
AT4G37910 Heat shock protein, (mitochondrial Hsc70-1); DnaK like
AT5G54660 Small heat shock protein
AT3G11830 Chaperonin class II (TCP)
AT2G33210 Heat shock protein 60-2; GroEL like
AT1G80920 J-protein (Type III)
AT1G12270 Hsp90 co-chaperone (Hop3)
AT5G61880 J-protein (Type IV)
AT4G02450 Hsp90 co-chaperone ( homolog of human p23)
AT5G23240 J-protein (Type III)
AT3G04980 J-protein (Type III)
AT4G19580 J-protein (Type III)
AT3G08910 J-protein (Type II)
AT3G18190 Chaperonin class II (TCP)
AT5G20720 Chaperonin 20; GroES like
AT4G38740 PPIase (cyclophilin, ROC1)
AT5G58740 Hsp90 co-chaperone (nuclear movement protein)
AT3G60210 Chaperonin 10 (1); GroES like
AT5G05420 PPIase (Rotamase)
AT1G56410 Heat shock protein 70 (HSP70); DnaK like
AT4G26555 PPIase (Rotamase)
AT5G13120 PPIase (cyclophilin)
AT5G02500 Heat shock cognate protein 70-1 (HSC70-1); DnaK like
AT1G62740 Hsp90 co-chaperone (Hop1)
AT5G37670 Small heat shock protein HSP15.7-CI
AT5G51440 Small heat shock protein HSP23.5-M
AT3G12580 Heat shock protein 70 (HSP70); DnaK like
AT1G52560 Small heat shock protein HSP26.5-P
AT4G10250 Small heat shock protein ATHSP22.0
AT1G53540 Small heat shock protein HSP17.6C-CI
AT5G12030 Small heat shock protein HSP17.6A
AT1G16030 Heat shock protein 70B (HSP70B); DnaK like
AT2G46240 Bcl-2-associated atahnogene 6
AT1G54050 Small heat shock protein HSP17.4-CIII
AT5G12020 Small heat shock protein HSP17.6II
AT4G27670 Small heat shock protein HSP21
AT4G25200 Small heat shock protein HSP23.6-M
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Supplemental figure 2
Mitochondrion
ER
Cytopplasm/undetermined
Membrane
Nucleus/Nuclear transient location 
Chloroplast
Peroxysome
Vacuole

Presumed subcellular localization

 D
TT

 
 T

un
ic

am
yc

in
 

 s
al

ic
yl

ic
 a

ci
d 

 T
IB

A
 

 5
d 

at
 2

3?
C

 to
 1

h 
at

 3
7?

C
  

 4
d 

at
 2

3?
C

 to
 2

h 
at

 3
8?

C
 

 7
d 

at
 2

2?
C

 to
 1

h 
at

37
?C

 
 1

5d
 a

t 2
2?

C
 to

 2
h 

at
 3

7?
C

 

 2
,4

,6
 T

 
 ib

up
ro

fe
n 

{a

b

 D
TT

 
 T

un
ic

am
yc

in
 

 s
al

ic
yl

ic
 a

ci
d 

 T
IB

A
 

 5
d 

at
 2

3?
C

 to
 1

h 
at

 3
7?

C
  

 4
d 

at
 2

3?
C

 to
 2

h 
at

 3
8?

C
 

 7
d 

at
 2

2?
C

 to
 1

h 
at

37
?C

 

 2
,4

,6
 T

 
 ib

up
ro

fe
n 

{
AT1G23100 Chaperonin 10; GroES like (2)
AT1G24510 Chaperonin class II (TCP)
AT1G24120 J-protein (Type II)
AT5G58710 PPIase (cyclophilin, ROC7)
AT1G77510 PDI (Like 1-2)
AT2G47470 PDI (UNFERTILIZED EMBRYO SAC 5)

AT1G29990 Prefoldin 6

AT4G24190 Heat shock protein 90, ER (GRP94); HtpG like
AT4G21180 J-protein (Type III)
AT4G39150 J-protein (Type II)
AT3G55520 PPIase (Rotamase)
AT1G68370 J-protein (Type II)
AT5G11500 J-protein (Type IV)
AT5G26360 Chaperonin class II (TCP)
AT5G16070 Chaperonin class II (TCP)
AT2G42810 Hsp90 co-chaperone (PP5.2)
AT1G75100 J-protein (Type III)
AT3G02530 Chaperonin class II (TCP)
AT2G41520 J-protein (Type III)
AT2G25560 J-protein (Type III)

AT1G09080 Heat shock protein 70, ER (erHSC70, BIP3); DnaK like

AT5G51700 Hsp90 co-chaperone (PPHB SUSCEPTIBLE 2)
AT5G51070 Heat shock protein 100 (HSP100); ClpA like
AT3G44600 PPIase  (cyclophilin, CYP71)
AT3G17880 Hsp90 co-chaperone (Hip2)
AT5G23290 Prefoldin 5
AT4G11260 Hsp90 co-chaperone (SGT1B)
AT3G21640 PPIase (Rotamase, TWISTED DWARF 1)
AT1G73655 PPIase (Rotamase)
AT1G06460 Small heat shock protein ACD32.1
AT1G53720 PPIase  (cyclophilin, CYP59)
AT3G57340 J-protein (Type II)
AT1G80030 J-protein (Type I)
AT2G36130 PPIase  (cyclophilin)
AT5G25530 J-protein (Type II)
AT4G14670 Heat shock protein 100 (HSP100); ClpA like
AT4G33060 PPIase  (cyclophilin)
AT3G22920 PPIase  (cyclophilin)
AT5G55220 PPIase (Trigger factor like)
AT5G59610 J-protein (Type III)
AT5G16650 J-protein (Type III)
AT1G69050 J-protein (Type III)
AT4G07990 J-protein (Type III)
AT5G53150 J-protein (Type III)
AT1G54840 Small heat shock protein
AT3G58020 J-protein (Type III)
AT1G59725 J-protein (Type II)
AT2G03020 Small heat shock protein
AT3G09700 J-protein (Type III)
AT5G49510 Prefoldin 3
AT4G21990 PDI (thioredoxin)
AT1G21660 J-protein (Type III)
AT1G79030 J-protein (Type III)
AT1G16680 J-protein (Type III)
AT4G34870 PPIase  (cyclophilin)
AT3G56070 PPIase (cyclophilin, ROC2)
AT3G60370 PPIase (Rotamase)
AT2G47320 PPIase  (cyclophilin)
AT1G10350 J-protein (Type II)
AT4G39960 J-protein (Type I)
AT5G48580 PPIase (Rotamase)
AT5G06910 J-protein (Type III)
AT3G25220 PPIase (Rotamase)
AT5G47600 Small heat shock protein HSP14.7
AT1G65280 J-protein (Type III)
AT2G01270 PDI (thioredoxin)
AT1G07960 PDI (Like 5-1)
AT4G19570 J-protein (Type III)
AT3G47940 J-protein (Type III)
AT1G75310 J-protein (Type III)
AT4G12770 J-protein (Type III)
AT1G77020 J-protein (Type III)
AT5G05750 J-protein (Type II)
AT4G21870 Small heat shock protein HSP26.5-P
AT3G16110 PDI (Like 1-6)
AT1G52260 PDI (Like 1-5)
AT2G17880 J-protein (Type III)
AT4G10130 J-protein (Type III)
AT3G29310 Bcl-2-associated atahnogene 8
AT5G27240 J-protein (Type III)
AT4G36520 J-protein (Type III)
AT4G27080 PDI (thioredoxin)
AT4G08930 PDI (thioredoxin)
AT3G17830 J-protein (Type I)
AT1G74250 J-protein (Type III)
AT5G18140 J-protein (Type III)
AT1G79940 J-protein (Type III)
AT3G03860 PDI (thioredoxin)
AT4G36040 J-protein (Type III)
AT2G35720 J-protein (Type III)
AT5G41770 Hsp90 co-chaperone (crooked neck protein)
AT5G12430 J-protein (Type III)
AT5G18750 J-protein (Type III)
AT3G17970 Hsp90 co-chaperone (Toc64-III)

AT4G29330 Hsp90 co-chaperone (DERLIN-1)
AT3G08970 J-protein (Type II)

AT1G07400 Small heat shock protein HSP17.8-CI
AT3G46230 Small heat shock protein ATHSP17.4
AT1G74310 Heat shock protein 100 (HSP100, HS101); ClpB like
AT5G52640 Heat shock protein 90 (HSP90.1); HtpG like
AT5G59720 Small heat shock protein HSP18.2
AT2G20560 J-protein (Type II)
AT2G29500 Small heat shock protein HSP17.6B-CI
AT1G01940 PPIase (cyclophilin)
AT4G12400 Hsp90 co-chaperone (Hop2)
AT2G25140 Heat shock protein 100 (HSP100); ClpB like
AT1G71000 J-protein (Type III)
AT3G44110 J-protein (Type I)
AT2G19310 Small heat shock protein
AT4G25340 PPIase (Rotamase)
AT3G12050 Hsp90 co-chaperone (Aha1)
AT2G32120 Heat shock cognate protein 70 (HSC70); DnaK like
AT5G56030 Heat shock protein 90 (HSP81.2); HtpG like 
AT5G56010 Heat shock protein 90 (HSP81.3); HtpG like 
AT5G49910 Heat shock protein 70-2, chloroplast (cpHsc70-2); DnaK like
AT3G09440 Heat shock cognate protein 70-3 (HSC70-3); DnaK like
AT5G22060 J-protein (Type I)
AT5G02490 Heat shock cognate protein 70-2 (HSC70-2); DnaK like
AT4G28480 J-protein (Type II)
AT5G15450 Heat shock protein 100 (HSP100); ClpB like
AT4G24280 Heat shock protein 70-1, chloroplast (cpHsc70-1); DnaK like
AT5G48570 PPIase (ROF2, FKBP65)
AT5G09590 Heat shock protein 70-2, mitochondrial (mtHsc70-2); DnaK like
AT3G25230 PPIase (ROF1)
AT3G13470 Chaperonin-60beta2: GroEL like
AT3G14200 J-protein (Type III)
AT5G56500 Chaperonin-60beta1; GroEL like
AT1G14980 Chaperonin 10; GroES like (1)
AT3G13860 Heat shock protein 60-3a; GroEL like
AT4G22670 Hsp90 co-chaperone (Hip1)
AT1G79930 Heat shock protein 110-3 (HSP110-3)
AT5G53400 Hsp90 co-chaperone (nuclear movement protein)
AT3G23990 Heat shock protein 60; GroEL like
AT3G07770 Heat shock protein 90, mitochondrial (mtHSP90); HtpG like
AT2G28000 Chaperonin-60alpha; GroEL like
AT2G04030 Heat shock protein 90, chloroplast (cpHSP90); HtpG like
AT1G20810 PPIase (Rotamase)
AT5G06410 J-protein (Type III)
AT5G01390 J-protein (Type II)
AT1G28210 J-protein (Type III)
AT3G10060 PPIase (Rotamase)

AT5G42020 Heat shock protein 70, ER (erHSC70, BIP2); DnaK like
AT4G16660 Heat shock protein 110 (erHSP110)
AT4G21810 Hsp90 co-chaperone (DERLIN-2.1)
AT1G04980 PDI (Like 2-2)
AT3G62600 J-protein (Type I)
AT5G03160 J-protein (Type III)
AT2G32920 PDI (Like 2-3)
AT1G76700 J-protein (Type II)
AT1G21080 J-protein (Type III)
AT3G51780 Bcl-2-associated atahnogene 4
AT3G13310 J-protein (Type III)
AT2G38730 PPIase  (cyclophilin)
AT2G42750 J-protein (Type III)
AT5G35100 PPIase  (cyclophilin)
AT5G37380 J-protein (Type III)
AT5G48030 J-protein (Type I)
AT3G63400 PPIase  (cyclophilin)
AT1G56300 J-protein (Type III)
AT2G21130 PPIase (cyclophilin, CYP2)
AT5G65490 Hsp90 co-chaperone (SGT1A)
AT5G23590 J-protein (Type III)
AT2G26890 J-protein (Type III)
AT2G21510 J-protein (Type III)
AT1G18170 PPIase (Rotamase)
AT3G12340 PPIase (Rotamase)
AT3G22480 Prefoldin 2
AT2G07340 Prefoldin 1
AT5G62100 Bcl-2-associated atahnogene 2
AT5G37440 J-protein (Type III)
AT4G27890 Hsp90 co-chaperone (nuclear movement protein)
AT5G03030 J-protein (Type III)
AT5G04890 Small heat shock protein
AT4G13830 J-protein (Type III)
AT1G59980 J-protein (Type II)
AT2G15790 PPIase  (cyclophilin, SQN)
AT1G04130 Hsp90 co-chaperone (TPR containing, homolog of human TTC4)
AT1G11660 Heat shock protein 110-1 (HSP110-1)
AT3G03960 Chaperonin class II (TCP)
AT2G33735 J-protein (Type III)
AT5G13410 PPIase (Rotamase)
AT2G43560 PPIase (Rotamase)
AT3G07370 Hsp90 co-chaperone (CHIP)
AT2G22360 J-protein (Type I)
AT3G62190 J-protein (Type III)
AT4G19830 PPIase (Rotamase)
AT3G15520 PPIase  (cyclophilin, TLP38)


