
Additional file 5 - results on deletion experiments of 35 TFs and   
overexpression ones of 39 TFs.  
 
Available online at: http://eng.scbit.org/pages/doc/supp_file_2.rar. 
 
The supplementary includes 35 files for deletion experiments and 39 files for   
overexpression experiments. Each file contains the results on one   
perturbed TF experiment. For example, the file “HAP4.D” lists the   
results on the HAP4 deletion data and “HAP4OE” lists the results on   
the HAP4 overexpression data. The number of downstream genes of TF in   
each model, the number of DEGs, the number of the overlap between   
downstream genes and DEGs, the overlap p-values obtained in each   
model, the minimum overlap p-value from the six models and the minimum   
p-value from acceptable models are listed in each file. 
Additional file 6- results on the expression profiles in the   
transition from fermentative to glycerol-based respiratory growth. 
TFs are ranked by their minimum overlap p-values. The number of   
downstream genes of TF in each model, the number of DEGs, the number   
of the overlap between downstream genes and DEGs, the overlap p-values   
obtained in each model, and the minimum p-value are listed in the file. 
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