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Table	  S1.	  Strains	  list	  

Number Genotype  
254 h- can1-1 leu1-32 ade6-M210 ura4-D18  

2228 h- ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32 ura4-DS/E his1-102 1 

3386 h- ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6] ura4-DS/E his1-102 This Study 

3387 h- ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6L315A] ura4-DS/E his1-102 This Study 

3388 h- ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6-L315K] ura4-DS/E his1-102 This Study 

3389 h- ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6-T323A] ura4-DS/E his1-102 This Study 

3390 h- ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6-F324A] ura4-DS/E his1-102 This Study 

3391 h- ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6-R325A] ura4-DS/E his1-102 This Study 

3716 h- cdc18-I43A-HA ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6] ura4-DS/E his1-
102 

This Study 

3717 h- cdc18-I43A-HA ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6-L315A] ura4-DS/E 
his1-102 

This Study 

3718 h- cdc18-I43A-HA ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6-L315K] ura4-DS/E 
his1-102 

This Study 

3719 h- cdc18-I43A-HA ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6-T323A] ura4-DS/E 
his1-102 

This Study 

3720 h- cdc18-I43A-HA ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6-F324A] ura4-DS/E 
his1-102 

This Study 

3721 h- cdc18-I43A-HA ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP-swi6-R325A] ura4-DS/E 
his1-102 

This Study 

3722 h- cdc18-I43A-HA ∆swi6::his1+ otr1L(dh/HindIII)::ura4+ ade6-M210 leu1-32::[leu1+ nmt 81-GFP] ura4-DS/E his1-102 This Study 

2221 h+ swi6::his1 ade6-210 his1-102 leu1-32 ura4-DS/E otr1R (dg-glu) Sph1::ade6+ Robin Allshire 

4008 h+ cdc18::cdc18-HA ade6∆N/N otr1R (dg-glu) Sph1:: ade6+ leu1 This Study 

4009 h- cdc18::cdc18-I43A-HA ade6∆N/N otr1R (dg-glu) Sph1:: ade6+ leu1-32(PCL061209) This Study 

3324 h+ ort1L(dh/HindIII)::ura4+ leu1-32 ura4∆S/E ade6∆N/N [ch16 M23::LEU2+ tel::ade6+]  This Study 

3384 h90 ∆sir2::KanMx6 cent::ura4+ leu1-32 ura4dS/E ade6dN/N [ch16 LEU2 tel::ade6+] This Study 

3385 h+ ∆swi6::his1+ c ent::ura4+ leu1-32 his1-102? ura4dS/E ade6dN/N ch16[LEU2 tel::ade6+] This Study 

3709 h+ cdc18-HA ura4DS/E otr1L::ura4+ ade6∆N/N [ch16 M23::LEU2+ tel::ade6+]  This Study 

3710 h- cdc18-I43A-HA ura4DS/E otr1L::ura4+ ade6∆N/N [ch16 M23::LEU2+ tel::ade6+]  This Study 

3472 h90 ade6-M216 his2 leu1-32 ura4DS/E Kint::ura4+ chp2+-13myc-kanMX6 2 

3474 h90 ade6-M216 his2 leu1-32 ura4DS/E Kint2::ura4+ Dchp1::kanMX6 Dchp2::kanMX6 Dswi6::kanMX6 2 

3723 h? cdc18-I43A-HA  chp2-myc-kan uraDS/E kint::ura4+ leu1-32 ade? This Study 

3898 h+ leu1-32 ade6-M216 ura4DS/E imr1R::ura4+ ori1 chp1::TAP-kanR ∆dcr1::natR  3 

4010  h- cdc18::cdc18-HA imr1L(NcoI)::ura4+ ade6-M210 leu1-32 ura4-DS/E (PCL061209) This Study 

4011  h- cdc18::cdc18-I43A-HA imr1L(NcoI)::ura4+ ade6-M210 leu1-32 ura4-DS/E(PCL061209) This Study 

4233 h+  cdc25-22  cdc18::cdc18-HA   leu1-32  ura4-D18 a de6-M210 This Study 

4234 h-  cdc25-22  cdc18::cdc18-I43A-HA   leu1-32  ura4-D18  ade6-M210 This Study 

4359 h-  cdc18::cdc18-I43A-HA otr2 K” HindIII::ura4 oriII   ade6-M210   leu1-32   ura4-DS/E This Study 

4360 h-  cdc18::cdc18-I43A-HA otr2 K” HindIII::ura4 oriII   ade6-M210   leu1-32   ura4-DS/E This Study 

4361 h- cdc18::cdc18-HA  otr3 K” HindIII::ura4 ori1   ade6-M210   leu1-32   ura4-DS/E This Study 

4362 h+  ∆swi6::kanMX otr2 K” HindIII::ura4 ori1   ade6-M210   leu1-32   ura4-DS/E This Study 

4413 h+  ∆swi6::kanMX otr3 K” HindIII::ura4 ori1   ade6-M210   leu1-32   ura4-DS/E This Study 

4414 h+   cdc18::cdc18-I43A-HA  otr3 K” HindIII::ura4 ori1   ade6-M210   leu1-32   ura4-DS/E This Study 

2318 h+ cdc10-V50 leu1-32::hENT1-leu1+(pJAH29) his7-366::hsv-tk-his7+(pJAH31) ade6-M216 ura4-D18 This Study 



3812 h+ cdc10-V50 Dswi6::ura4+ leu1-32::hENT1-leu1+(pJAH29) his7-366::hsv-tk-his7+(pJAH31) ade6-M216 ura4-D18 This Study 

3813 h+ cdc10-V50 cdc18::cdc18-I43A-HA leu1-32::hENT1-leu1+(pJAH29) his7-366::hsv-tk-his7+(pJAH31) ade6-M216 ura4-
D18 

This Study 

4354 h- otr1Ldh(HindIII)::ura4+  leu1::hENT-Leu1+ his7-366::hsv-tk-his7+ ura4DS/E ade6-M210 This Study 

4355 h+ cdc18::cdc18-I43A-HA otr1Ldh(HindIII)::ura4+  leu1::hENT-Leu1+ his7-366::hsv-tk-his7+ ura4DS/E ade6-M210 This Study 

4356 h90 ∆swi6::kanMX  otr1Ldh(HindIII)::ura4+  leu1::hENT-Leu1+ his7-366::hsv-tk-his7+ ura4DS/E ade6-M210 This Study 

	  

	  

Table	  S2.	  Primers	  list	  

Genes	   No.	   Sequence	  
dh-‐F	   1033	   GTAAGTATGAGCAACTGGCG	  
dh-‐R	   1034	   GGAACAAATCAGGAAACCGAG	  
dg-‐F	   1041	   TTTTCAGCGAGACATGTACC	  
dg-‐R	   1042	   TCATAAAGCAACACTGGGTG	  
cnt-‐F	   978	   AGTTAAGCGGTATTATCACG	  
cnt-‐R	   979	   GAATTGACATATACTCTGTC	  
ura4-‐F	   796	   GAGGGGATGAAAAATCCCAT	  
ura4-‐R	   797	   TTCGACAACAGGATTACGACC	  
act1-‐F	   1315	   GAG	  TCC	  AAGACGATACCAGTG	  
act1-‐R	   1316	   GGCATCACACTTTCTACAACG	  
imr1-‐F	   1039	   CACATACCAAAAAGTCTGG	  
imr1-‐R	   1040	   GCTGAGGCTAAGTATCTGTT	  
ars2004-‐F	   1374	   ATGGTAGATGGAGAAACGGG	  
ars2004-‐R	   1375	   CACGGCATCTTTCTTCACGA	  
Non-‐ars-‐F	   1376	   TCGAAGATCCTACCGCTTTC	  
Non-‐ars-‐R	   1377	   GATTCACATAACCCGCTAGC	  
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