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MS Spectra of NanoLC-PI Scan (+204) at 11.2 and 12.7-min Elution 
 +Prec (204.00): Exp 1, 11.095 to 11.278 min from Sample 3  
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 +Prec (204.00): Exp 1, 12.648 to 12.784 min from Sample 3 
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MS Spectra of NanoLC-PI Scan (+204) at 38.5 and 62.8-min Elution 
 +Prec (204.00): Exp 1, 38.484 to 38.692 min from Sample 3 
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 +Prec (204.00): Exp 1, 62.599 to 63.180 min from Sample 3) 
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MS/MS Spectrum of a m/z 1086.62+ Ion Confirming N101-glycopeptide     
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MS/MS Spectrum of a m/z 1121.62+ Ion Confirming N95-glycopeptide     

b1    b2    b3     b4    b5    b6    b7    b8 

A T D E N A S K 
y8     y7    y6    y5    y4    y3    y2    y1 

Y0 

Y5α
Y5β

Y1 
Y2 
Y3 

[y8/Y1]1+ 

[y8/Y2]1+ 

[y8/Y3]1+ 

[y8/Y4]1+ 

[y8/Y5α]1+ 

[y8/Y5αβ]1+ 

[y8/Y5β]1+ 

[y8/Y0]1+ 

[y8/Y3]2+ 

e 



100 300 500 700 900 1100 1300 1500 1700 1900 2100 

m/z, amu 

1.0e6 

2.0e6 

3.0e6 

4.0e6 

5.0e6 

6.0e6 

7.0e6 

8.0e6 

9.0e6 

In
te

ns
ity

, c
ps

 

204.12 
366.18 

407.30 

1717.68 

610.92 

1164.96 
2123.52 

570.12 

1266.48 

860.16 

1062.72 

593.04 1920.72 1699.68 
1347.36 1489.92 961.56 

813.60 

772.92 635.28 
2105.64 1448.68 1902.48 695.52 882.60 

1368.14 

MS/MS Spectrum of a m/z 1448.52+ Ion Confirming N115-glycopeptide     
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MS/MS Spectrum of a m/z 1041.24+ Ion Confirming N231-glycopeptide     
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