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G ENE SYM BO L G ENE_TITLE
M TUS1 m itochondrial tum or suppressor 1
CSF2RA colony stim ulating factor 2 receptor, alpha, low-affin ity (granulocyte-m acrophage)
RHO J ras hom olog gene fam ily, m em ber J
ELA2 elastase 2, neutrophil
SO RT1 sortilin 1
PDE2A phosphodiesterase 2A, cG M P-stim ulated
PRTN3 proteinase 3 (serine proteinase, neutrophil, W egener granulom atosis autoantigen)
TLR4 toll-like receptor 4
IG SF6 im m unoglobulin superfam ily, m em ber 6
CD177 CD177 m olecule
ALAS1 am inolevulinate, delta-, synthase 1

G ENE SYM BO L G ENE_TITLE
APP am yloid beta (A4) precursor protein (peptidase nexin-II, A lzheim er disease)
SIRPA signal-regulatory protein alpha
ELA2 elastase 2, neutrophil
LYZ lysozym e (renal am yloidosis)
G PNM B glycoprotein (transm em brane) nm b
NEU1 sialidase 1 (lysosom al sialidase)
PRTN3 proteinase 3 (serine proteinase, neutrophil, W ege ner granulom atosis autoantigen)
SRF serum  response factor (c-fos serum  response elem ent-binding transcription factor)
RAB27A RAB27A, m em ber RAS oncogene fam ily
SERPINB2 serpin peptidase inhibitor, c lade B (ovalbum in), m em ber 2
ASAH1 N-acylsphingosine am idohydrolase (acid ceram idase) 1
SLC29A1 solute carrier fam ily 29 (nucleoside transporters), m em ber 1
G AL galanin
CO L4A2 collagen, type IV, alpha 2
CO RO 1A coronin, actin binding protein, 1A
RAB31 RAB31, m em ber RAS oncogene fam ily
M PO m yeloperoxidase
TM SB10 thym osin, beta 10
ZYX zyxin

G ENE SYM BO L G ENE_TITLE
ALDH3B1 aldehyde dehydrogenase 3 fam ily, m em ber B1
HO XA5 hom eobox A5
HO XA9 hom eobox A9
SIRPA signal-regulatory protein alpha
G AS7 growth arrest-specific 7
RNPEP arginyl am inopeptidase (am inopeptidase B)
HK3 hexokinase 3 (white cell)
M FSD1 m ajor facilitator superfam ily dom ain conta ining 1
APO C2 apolipoprotein C-II
LY86 lym phocyte antigen 86
ANXA5 annexin A5
TDRD7 tudor dom ain containing 7
CCL5 chem okine (C-C  m otif) ligand 5
M BNL1 m uscleblind-like (D rosophila)
APH1B anterior pharynx defective 1 hom olog B (C . elegans)
FBP1 fructose-1,6-bisphosphatase 1
ALDH3A2 aldehyde dehydrogenase 3 fam ily, m em ber A2
FES feline sarcom a oncogene
SPG 21 spastic paraplegia 21, m aspardin (autosom al recessive, M ast syndrom e)
LRM P lym phoid-restricted m em brane protein
G G A2 golgi associated, gam m a adaptin ear containing, ARF binding protein 2
TPP1 tripeptidyl peptidase I
AK2 adenylate k inase 2
CAPG capping protein (actin filam ent), gelsolin-like
PYCARD PYD and CARD dom ain containing
CPM carboxypeptidase M
PBX3 pre-B-cell leukem ia transcription factor 3
M RPL33 m itochondrial ribosom al protein L33
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Supporting Table S1: Summary of differentially expressed probes.  

 detcesretnI detcesretni toN 
Pair-wise
comparisons 

Total  
(% of all) 

Up
(% of total) 

Down  
(% of total) 

Total 
(% of all) 

Up  
(% of total) 

Down  
(% of total) 

A) MLL-ENL       

1a. I v. WT 2073 (10%) 980 (47.3%) * 1093 (52.7%) * 
724 (3.5%) 342 (47.2%) 382 (52.8%) 

1b. I v. FDCP-mix 1953 (9.4%) 780 (39.9%) *** 1173 (60.1%) *** 

2. L v. I 186 (0.9%) 107 (57.5%) * 79 (42.5%) *    

     

B) MOZ-TIF2      

1a. I v. WT 1776 (8.6%) 1019 (57.4%) *** 757 (42.6%) *** 
479 (2.3%) 338 (70.6%) 141 (29.4%) 

1b. I v. FDCP-mix 1346 (6.5%) 674 (50.1%)  ns 672 (49.9%)  ns 

2. L v. I 2441 (11.8%) 1109 (45.4%) *** 1332 (54.6%) ***    



Supporting Table S 2: Differentially expressed genes shared at leukaemic transition between 
MLL-ENL and MOZ-TIF2. 

 )32=n( )IDEG( desserper derahS )88=n( desserper derahS )04=n( detavitca derahS
Aldh3b1 
App 
B3gnt8 
Bcl2a1b 
Bcl2a1c 
Bcl2a1d 
Camk1 
Cask 
Cdc14b 
Clec4d 
Csf2ra 
Ctbp2 
Cyp27a1 
Cysltr1 
Gdpd3 
Gnaq 
Hexa 
Inppl1 
Lgals3 
Lpl 
Mefv 
Mlf1 
Mtus1 
Nt5e 
Oas1g 
Pilra 
Rapgef5 
Retsat 
Rrbp1 
Sh3tc1 
Snx24 
Soat1 
Tcfec 
Tcirg1 
Tlr6 
Unc93b1 
E430033B07Rik 
3300005D01Rik 
6230401I02Rik (Gnaq) 
9530064J02 (Mical2) 

Acss1 
Adrbk2 
AI504432 
AI875142 
Angpt1 
Aqp9 
AW146242 
Bahcc1 
Casp9 
Cbfa2t3h 
Cd55 
Cpa3 
Csrp3 
Dapp1 
Dmwd 
Dtnb 
Dyrk3 
Ear6 
Epdr1 
Epx 
F2r 
Fcer1a 
Gata2 
Gcnt1 
Gfi1b 
Gna14 
Gp5 
H2-Oa 
Hba-a1 
Hbb-b1 
Hdc 
Heatr5a 
Il1rl1 
Itgb7 
Kcnk5 
Lat 
Mcpt8 
Mns1 
Ms4a2 
Msi2 
Msi2h 
Muc13 
Ndst2 
Nkg7 

Nt5c3 
P2ry1 
Padi2 
Pank1 
Pcyt1b 
Plscr1 
Poli 
Prg2 
Prg3 
Prss34 
Ptger3 
Ptprs 
Rab38 
Rec8 
Reep6 
Rgs1 
Siat7c 
Slc24a3 
Slc45a3 
Ssbp2 
Stx3 
Stxbp1 
Tbc1d10c 
Tnik 
Trfr2 
Ttc3 
Ugcg 
Usp10 
Zeb1 
Zfp579 
Zfp704 
LOC100047651 (Zfpm1/Fog) 
1500005A01Rik (Fam158A) 
1700123O20Rik) 
2010001J22Rik (Odf3b) 
2210410E06Rik (C1galt1) 
2610305D13Rik  
3830612M24 
5330403D14Rik  
5430426F23Rik (Pank1) 
5830405N20Rik  
9330175B01Rik (Slc45A4) 
9630015D15Rik (Tmem64) 
9830002I17Rik (Spns3) 

Aqp9 
Cpa3 
Csrp3 
Dnajc6 
Ear2 
Ear3 
Ear6 
F2r 
Fcer1a 
Gata2 
Gfi1b 
Hba-a1 
Hbb-b1 
Hdc 
Mcpt8 
Nkg7 
P2ry1 
Prss34 
LOC100044439  
LOC100047651 (Zfpm1/Fog) 
4930519L02Rik  
5830405N20RIK  
9830002I17RIK (Spns3) 
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