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Supplementary Table S1

Functional cluster Primer name Forward Reverse
Cell cycle regulation p21 acacgctcccagacgtagtt agcaaagtatgccgtcgtct

p16 ccagaagtgaagccaaggag gtgcggtatttgcggtatct
 Cellular senescence  Hmga1 caggaaaaggatgggactga cttgttcttgcttcccttcg

Hmga2 aaggcagcaagaacaagagc ggactcttgcgaggatgtct
Bmi1 tgtgtcctgtgtggagggta catttttgaaaagccctgga

Mitochondrial genes Nd3 tccgaaaaagcaaacccata ttggttgtttgaatcgctca
Cytb acaaaatcccattccatcca gttgggaatggagcgtagaa

Glucocorticoid receptor GR tggctcttcagaccttcctt gccttgggttggagatcata
DNA methylation Dnmt1 ccaccaccaagctggtctat tacggccaagttaggacacc

Dnmt3a cccaatggagacttggagaa tcgatgttggtctgcttctg
Dnmt3b gtgaagcggatgatggagat cctccgagacttggtagctg

Housekeeping gene Hprt agggcatatccaacaacaaac gtcaacgggggacataaaag


