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Table S1. The 74 Gold Standard Variants

This table shows the 74 HCM variants we used as our gold standard.

Gene
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NCBI mRNA
accession

NM_000256.3
NM_000256.3
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NM_000257.2
NM_000257.2
NM_000257.2
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NCBI protein
accession

NP_000247.2
NP_000247.2
NP_000247.2
NP_000247.2
NP_000247.2
NP_000247.2
NP_000247.2
NP_000247.2
NP_000247.2
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NP_000247.2
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NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2

cDNA change

c.440C>T
c.472G>A
€.565G>A
C.706A>G
C.772G>A
€.833G>A
€.842G>A
c.977G>A
c.1144C>T
€.1147C>G
c.1246G>A
€.1351G>C
€.1484G>A
€.1505G>A
€.1504C>T
¢.1519G>A
€.1564G>A
€.1633C>A
€.2063C>A
€.2265C>A
c.2410C>A
€.2498C>T
€.2686G>A
€.3004C>T
€.3142C>T
c.3413G>A
c.8A>C
€.321T>G
c.438G>T
C.767G>A
€.1208G>A
c.1207C>T
€.1357C>T
¢.1750G>C
c.1816G>A
€.1988G>A

Amino acid
change

p.Prol47Leu
p.Vall58Met
p.Vall89lle
p.Ser236Gly
p.Glu258Lys
p.Gly278Glu
p.Arg281Gin
p.Arg326GIn
p.Arg382Trp
p.Leu383Val
p.Gly416Ser
p.Glu451GIn
p.Arg495GIn
p.Arg502GIn
p.Arg502Trp
p.Gly507Arg
p.Ala522Thr
p.LeuS45Met
p.Thr688Lys
p.Asn755Lys
p.Leu804Met
p.Ala833Val
p.Val896Met
p.Arg1002Trp
p.Arg1048Cys
p.Arg1138His
p.Asp3Ala
p.Aspl07Glu
p.Lys146Asn
p.Gly256Glu
p.Arg403GIn
p.Arg403Trp
p.Arg453Cys
p.Gly584Arg
p.Val606Met
p.Arg663His
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Likely Benign
Benign
Likely Benign
Benign
Pathogenic
Likely Benign
Likely Benign
Benign
Benign
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Pathogenic
Pathogenic
Pathogenic
Pathogenic
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Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic



MYH7
MYH7
MYH7
MYH7
MYH7
MYH7
MYH7
MYH7
MYH7
MYH7
MYH7
MYH7
MYH7
MYH7
MYH7
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TNNI3
TNNI3
TNNI3
TNNI3
TNNI3
TNNI3
TNNI3
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TNNT2
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TNNT2
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NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000257.2
NM_000432.3
NM_000432.3
NM_000363.4
NM_000363.4
NM_000363.4
NM_000363.4
NM_000363.4
NM_000363.4
NM_000363.4
NM_000363.4
NM_000363.4
NM_000363.4
NM_000363.4
NM_001001430.1
NM_001001430.1
NM_001001430.1
NM_001001430.1
NM_001001430.1
NM_001001430.1
NM_001001430.1
NM_000366.5
NM_000366.5

NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000248.2
NP_000423.2
NP_000423.2
NP_000354.4
NP_000354.4
NP_000354.4
NP_000354.4
NP_000354.4
NP_000354.4
NP_000354.4
NP_000354.4
NP_000354.4
NP_000354.4
NP_000354.4
NP_001001430.1
NP_001001430.1
NP_001001430.1
NP_001001430.1
NP_001001430.1
NP_001001430.1
NP_001001430.1
NP_000357.3
NP_000357.3

€.2146G>A
€.2156G>A
€.2155C>T
c.2167C>T
€.2167C>G
€.2221G>T
€.2389G>A
€.2609G>A
c.2717A>G
€.2722C>G
c.2770G>A
€.2788G>A
€.3981C>A
c.4135G>A
c.4472C>G
C.4555A>T
c.64G>A
c.173G>A
€.235C>T
€.244C>T
C.244C>A
€.253T>A
c.257C>A
€.433C>G
€.433C>T
c.470C>T
€.485G>A
c.557G>A
c.575G>A
C.236T>A
C.275G>A
€.274C>T
c.421C>T
€.682C>G
C.758A>G
c.805A>T
€.523G>A
€.688G>A

p.Gly716Arg
p.Arg719GIn
p.Arg719Trp
p.Arg723Cys
p.Arg723Gly
p.Gly741Trp
p.Ala797Thr
p.Arg870His
p.Asp906Gly
p.Leu908Val
p.Glu924Lys
p.Glu930Lys
p.Asnl1327Lys
p.Alal379Thr
p.Ser1491Cys
p.Ser1519Cys
p.Glu22Lys
p.Arg58GIn
p.Arg79Cys
p.Pro82Ser
p.Pro82Thr
p.Leu85Met
p.Ala86Asp
p.Argl45Gly
p.Argl45Trp
p.Alal57Val
p.Argl62GIn
p.Argl86Gin
p.Argl92His
p.1le79Asn
p.Arg92Gin
p.Arg92Trp
p.Argl41Trp
p.GIn228Glu
p.Lys253Arg
p.Asn269Tyr
p.Aspl75Asn
p.Asp230Asn

Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Likely Benign
Pathogenic
Benign

Likely Benign
Pathogenic
Pathogenic
Likely Benign
Likely Benign
Likely Benign
Likely Benign
Likely Benign
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Likely Benign
Benign

Likely Benign
Pathogenic
Pathogenic



Table S2. The Four Classification Scores

This table shows the 74 gold standard variants with the four scores described in the

text.

Protien variant

NP_000247.2:p.Prol47Leu
NP_000247.2:p.Val158Met
NP_000247.2:p.Val189lle
NP_000247.2:p.Ser236Gly
NP_000247.2: p.Glu258Lys
NP_000247.2:p.Gly278Glu
NP_000247.2:p.Arg281GIn
NP_000247.2:p.Arg326GIn
NP_000247.2:p.Arg382Trp
NP_000247.2:p.Leu383Val
NP_000247.2:p.Gly416Ser
NP_000247.2:p.Glu451GIn
NP_000247.2:p.Arg495GIn
NP_000247.2:p.Arg502GIn
NP_000247.2:p.Arg502Trp
NP_000247.2:p.Gly507Arg
NP_000247.2:p.Ala522Thr
NP_000247.2:p.Leu545Met
NP_000247.2:p.Thr688Lys
NP_000247.2:p.Asn755Lys
NP_000247.2:p.Leu804Met
NP_000247.2:p.Ala833Val
NP_000247.2:p.Val896Met
NP_000247.2:p.Arg1002Trp
NP_000247.2:p.Arg1048Cys
NP_000247.2:p.Arg1138His
NP_000248.2:p.Asp3Ala
NP_000248.2:p.Asp107Glu

NP_000248.2:p.Lys146Asn

Classification

Likely Benign
Benign
Likely Benign
Benign
Pathogenic
Likely Benign
Likely Benign
Benign
Benign
Likely Benign
Likely Benign
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Likely Benign
Likely Benign
Likely Benign
Likely Benign
Pathogenic
Likely Benign
Benign
Likely Benign
Likely Benign
Likely Benign
Likely Benign
Likely Benign
Likely Benign

Pathogenic

PolyPhen
score

0.364
0.038
0.206
0.001
0.196
0.66

0.049
0.054
0.894
0.562
0.989
0.935
0.994
0.994
0.997
0.994
0.006
0.919
0.008
0.997
0.207
0.424
0.004
0.998
0.791
0.993
0.985
0.011

0.578

MrBayes
score

1.773516
1.831546
1.162951
1.430759
1.118029
1.212166
1.654965
0.827841
1.103284
0.590754
0.186616
0.190564
0.187814
0.187814
0.187814
0.186616
2.367328
0.1892
2.221069
0.185634
0.826993
0.60121
1.020041
0.187814
1.075026
0.187856
0.40412
0.817473

0.349745

COILS [Structure

score

score

0.72368466
6666667
0.60734016
6666667



NP_000248.2:p.Gly256GlIu
NP_000248.2:p.Arg403GIn
NP_000248.2:p.Arg403Trp
NP_000248.2:p.Arg453Cys

NP_000248.2:p.Gly584Arg
NP_000248.2:p.Val606Met

NP_000248.2:p.Arg663His
NP_000248.2:p.Gly716Arg

NP_000248.2:p.Arg719GIn
NP_000248.2:p.Arg719Trp
NP_000248.2:p.Arg723Cys

NP_000248.2:p.Arg723Gly
NP_000248.2:p.Gly741Trp
NP_000248.2:p.Ala797Thr

NP_000248.2:p.Arg870His
NP_000248.2:p.Asp906Gly
NP_000248.2:p.Leud08Val
NP_000248.2:p.Glu924Lys
NP_000248.2:p.Glu930Lys
NP_000248.2:p.Asn1327Lys
NP_000248.2:p.Alal379Thr
NP_000248.2:p.Ser1491Cys
NP_000248.2:p.Ser1519Cys
NP_000423.2:p.Glu22Lys
NP_000423.2:p.Arg58GIn

NP_000354.4:p.Arg79Cys
NP_000354.4:p.Pro82Ser
NP_000354.4:p.Pro82Thr
NP_000354.4:p.Leu85Met
NP_000354.4:p.Ala86Asp
NP_000354.4:p.Arg145Gly
NP_000354.4:p.Arg145Trp

Pathogenic
Pathogenic
Pathogenic
Pathogenic

Pathogenic
Pathogenic

Pathogenic
Pathogenic

Pathogenic
Pathogenic
Pathogenic

Pathogenic
Pathogenic
Pathogenic

Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Likely Benign
Pathogenic
Benign

Likely Benign
Pathogenic
Pathogenic

Likely Benign
Likely Benign
Likely Benign
Likely Benign
Likely Benign
Pathogenic

Pathogenic

0.999

0.99

0.999

0.999

0.998
0.959

0.434

0.996

0.383
0.888

0.999

0.612

0.02

0.531
0.465
0.917
0.96

0.96

0.373
0.153
0.001
0.218
0.381
0.47

0.874
0.995
0.995
0.373
0.198
0.954
0.971

0.064077

0.232634

0.232634

0.259414

0.064077
0.578037

0.658202

1.240913

0.251198
0.251198
0.675437

0.675437

0.462298

0.842704

0.450972
0.922319
0.13996

0.267061
0.065827
0.570145
0.268716
2.133482
2.130523

1.560826
0.214355
0.214355
0.679624
0.973472
0.63085

0.63085

0.049
0.188
0.124
0.042
0.078
0.02

0.125
0.003
0.002

0.80517505
5555556

0.63606105
5555556

0.63606105
5555556

0.65229627
7777778

0.668971
0.70363694
4444445

0.76842466
6666667

0.88685983
3333333

0.919598
0.919598

0.92658494
4444444

0.92658494
4444444

0.93406116
6666667

0.89172761
1111111

0.639643

0.70376533
3333333

0.590948
0.519521
0.519521
0.603625
0.597456
0.84635

0.84635



NP_000354.4:p.Alal57Val
NP_000354.4:p.Arg162GIn
NP_000354.4:p.Arg186GIn
NP_000354.4:p.Arg192His
NP_001001430.1:p.l1le79Asn
NP_001001430.1:p.Arg92GIn
NP_001001430.1:p.Arg92Trp
NP_001001430.1:p.Arg141Trp
NP_001001430.1:p.GIn228Glu
NP_001001430.1:p.Lys253Arg
NP_001001430.1:p.Asn269Tyr
NP_000357.3:p.Aspl75Asn
NP_000357.3:p.Asp230Asn

Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Pathogenic
Likely Benign
Benign

Likely Benign
Pathogenic
Pathogenic

0.887
0.421
0.794
0.984
0.985
0.982
0.997
0.995
0.024
0.009
0.599
0.896
0.832

0.399959
0.645396
0.465974
0.247463
0.151537
0.09613

0.09613

0.043148
0.319379
0.497708
0.507608
0.354401
0.386874

0.091
0.201
0.232

0.031
0.038

0.7008
0.612637
0.672594



Table S3. List of Sequences in the MYH7 Alighment

This table shows the 68 sequences chosen for the MYH7 alignment and the UniProt or
UniParc accessions used to refer to them in figure S2, ordered by sequence similarity to
human MYH7. “MyH” in the description column indicates myosin heavy chain.



Accession Species Description

1 [P12883 Homo sapiens (human) beta cardiac MyH

2 [UPI0000D9BB5C Macaca mulatta (Rhesus macaque) alpha cardiac MyH

3 [Q91973 Coturnix coturnix (quail) slow muscle MyH

4 |Q910C5 Gallus gallus (chicken) chick atrial MyH

5 [Q5EC16 Xenopus laevis (African clawed frog) alpha cardiac MyH

6 [|UPI00015A4B13 Danio rerio (zebrafish) slow muscle MyH

7 |UPIO0015A67FC Danio rerio (zebrafish) hypothetical protein

8 |[B6IDEO Danio rerio (zebrafish) slow muscle MyH

9 [UPI00016278FC Danio rerio (zebrafish) \ventricular MyH

10 |[B6IDE1 Danio rerio (zebrafish) slow MyH

11 [Q2HX56 Cyprinus carpio (common carp) embryonic muscle MyH

12 [B8JLS3 Danio rerio (zebrafish) alpha cardiac MyH

13 [UPIOO0OEB3EAF Canis lupus (dog) adult skeletal muscle MyH

14 [UPI0000DA357F Rattus norvegicus (rat) perinatal skeletal muscle
MyH

15 |Q6DIX8 Xenopus tropicalis (Western clawed frog) adult skeletal muscle MyH

16 [Q4T2B5 Tetraodon nigroviridis hypothetical protein

17 |Q6DFQ6 Xenopus tropicalis (Western clawed frog) extrocular skeletal muscle
MyH

18 [B4F6Y1 Xenopus tropicalis (Western clawed frog) hypothetical protein

19 [UPI00006A2578 Xenopus tropicalis (Western clawed frog) extraocular skeletal muscle
MyH

20 |A6QPAG Bos taurus (cattle) embryonic skeletal muscle
MyH

21 |Q076A8 Canis lupus (dog) embryonic skeletal muscle
MyH

22 |UPI0O000D9E164 Macaca mulatta (Rhesus macaque) embryonic skeletal muscle
MyH

23 |Q75UE1 Lampetra japonica (lamprey) unspecified MyH

24 [UPIOOO0E81268 Gallus gallus (chicken) extraocular skeletal muscle

MyH




Accession

Species

Description

25 Q90339 Cyprinus carpio (common carp) fast muscle MyH

26 |Q6NX33 Xenopus tropicalis (Western clawed frog) unspecified MyH

27 |UPIO000D9E163 Macaca mulatta (Rhesus macaque) embryonic skeletal muscle
MyH

28 |A8BR0Q4 Hypophthalmichthys molitrix (silver carp) fast muscle MyH

29 [UPIO0015A3FB7 Danio rerio (zebrafish) fast muscle MyH

30 [UPI0001761474 Danio rerio (zebrafish) fast muscle MyH

31 [B1AR69 Mus musculus (mouse) extraocular skeletal muscle
MyH

32 [UPIOO015A3FF2 Danio rerio (zebrafish) skeletal muscle MyH

33 [UPIOOOOD9E161 Macaca mulatta (Rhesus macaque) extraocular skeletal muscle
MyH

34 [Q9GJIP9 Oryctolagus cuniculus (rabbit) extraocular skeletal muscle
MyH

35 [UPIOOOODA3582 Rattus norvegicus (rat) extraocular skeletal muscle
MyH

36 [B8A569 Danio rerio (zebrafish) unspecified MyH

37 [|QO5K05 Oryzias latipes (Japanese rice fish) smooth muscle MyH

38 [UPIOO015A7ET7F Danio rerio (zebrafish) fast muscle MyH

39 [Q9UKX3 Homo sapiens (human) extraocular skeletal muscle
MyH

40 [Q508P7 Danio rerio (zebrafish) fast muscle MyH

41 |[B8A561 Danio rerio (zebrafish) unspecified MyH

42 [|UPIO00175F75C Danio rerio (zebrafish) skeletal muscle MyH

43 (042352 Cyprinus carpio (common carp) unspecified MyH

44 [UPIO0015A7E8BA Danio rerio (zebrafish) fast muscle MyH

45 [Q2HX58 Cyprinus carpio (common carp) embryonic muscle MyH

46 [AAGWV4 Siniperca kneri (Chinese perch) skeletal muscle MyH

47 [|UPIO000EBDDA42 Bos taurus (cattle) extraocular skeletal muscle
MyH

48 [UPIOO00DA33E? Rattus norvegicus (rat) extraocular skeletal muscle

MyH




Accession

Species

Description

49 [Q6SNT2 Siniperca chuatsi (Chinese perch) fast muscle MyH

50 [Q05K10 Oryzias latipes (Japanese rice fish) fast muscle MyH

51 [Q90YF6 Paracirrhites forsteri (freckled hawkfish) unspecified MyH

52 [UPIO001796E5B Equus caballus (horse) extraocular skeletal muscle
MyH

53 [Q90337 Cyprinus carpio (common carp) unspecified MyH

54 |Q5NTZ3 Cyprinus carpio (common carp) unspecified MyH

55 |Q05K07 Oryzias latipes (Japanese rice fish) fast muscle MyH

56 [Q98TQ4 Notothenia coriiceps (black rockcod) unspecified MyH

57 [Q05K11 Oryzias latipes (Japanese rice fish) fast muscle MyH

58 |A4PDX4 Saurida undosquamis (brushtooth lizardfish) fast muscle MyH

59 [Q9DGD5 Pennahia argentata (silver croaker) unspecified MyH

60 |B2Z9Y7 Xenopus laevis (African clawed frog) laryngeal skeletal muscle
MyH

61 |A8R0OQ7 Hypophthalmichthys molitrix (silver carp) fast muscle MyH

62 [Q98TQ6 Notothenia coriiceps (black rockcod) unspecified MyH

63 |Q8JIP5 Oncorhynchus keta (chum salmon) unspecified MyH

64 |UPI000180BC7B Ciona intestinalis (sea squirt) embryonic muscle MyH

65 |Q25142 Halocynthia roretzi (sea pineapple) embryonic muscle MyH

66 [B2RFJO Oikopleura dioica embryonic muscle MyH

67 |UPIOO00E47670 Strongylocentrotus purpuratus (sea urchin) unspecified MyH

68

B1PS43

Homo sapiens (human)

smooth muscle MyH




Table S4. List of Sequences in the MYBPC3 Alignment

This table shows the 50 sequences chosen for the MYBPC3 alignment and the UniProt
or UniParc accessions used to refer to them in figure S2, ordered by sequence similarity
to human MYBPC3. “MyBP-C” in the description column indicates myosin binding
protein C.



Accession

Species

Description

1 [|ABMXZ9 Homo sapiens (human) cardiac MyBP-C

2 |Q2Q1P6 Canis lupus (dog) cardiac MyBP-C

3 |UPI0001796E3C Equus caballus (horse) cardiac MyBP-C

4 |UPIOO00EB1703 Canis lupus (dog) cardiac MyBP-C

5 [A2AGQ1 Mus musculus (mouse) cardiac MyBP-C

6 |[B2FDF4 Mus musculus (mouse) cardiac MyBP-C

7 |A9JR55 Mus musculus (mouse) cardiac MyBP-C

8 |Q3UIKO Mus musculus (mouse) cardiac MyBP-C

9 |Q0VD56 Bos taurus (cattle) cardiac MyBP-C
10 [UPI000179EOES Bos taurus (cattle) cardiac MyBP-C
11 [UP10000DC0477 Rattus norvegicus (rat) cardiac MyBP-C
12 [UPI000154D9A3 Rattus norvegicus (rat) cardiac MyBP-C
13 [070468 Mus musculus (mouse) cardiac MyBP-C
14 [UPI0000F2DAC3 Monodelphis domestica (opossum) hypothetical protein
15 [UPIO000ECB979 Gallus gallus (chicken) cardiac MyBP-C
16 [Q90688 Gallus gallus (chicken) cardiac MyBP-C
17 [UPIOOOOECB97A Gallus gallus (chicken) cardiac MyBP-C
18 [Q90688-2 Gallus gallus (chicken) cardiac MyBP-C
19 [B7ZS41 Xenopus laevis (African clawed frog) hypothetical protein
20 |Q6IP30 Xenopus laevis (African clawed frog) hypothetical protein
21 |UPIOO006A19A0 Xenopus tropicalis (Western clawed frog) cardiac MyBP-C
22 [Q90X86 Xenopus laevis (African clawed frog) cardiac MyBP-C
23 |Q498L6 Xenopus laevis (African clawed frog) hypothetical protein

24

UP10001722DB9

Danio rerio (zebrafish)

cardiac MyBP-C




Accession

Species

Description

25 [A9JTS4 Xenopus tropicalis (Western clawed frog) cardiac MyBP-C
26 [UPIO0015A7ACC Danio rerio (zebrafish) hypothetical protein
27 |UPIO0015A7ACB Danio rerio (zebrafish) hypothetical protein
28 [Q4SI34 Tetraodon nigroviridis (pufferfish) hypothetical protein
29 [UPIO0015A7ACA Danio rerio (zebrafish) hypothetical protein
30 [Q01J38 Danio rerio (zebrafish) fast MyBP-C

31 [UPIOO015A7A35 Danio rerio (zebrafish) hypothetical protein
32 [UPIOO015A7A37 Danio rerio (zebrafish) hypothetical protein
33 [|UPIO000D8BCI3 Danio rerio (zebrafish) hypothetical protein
34 [P16419 Gallus gallus (chicken) fast MyBP-C

35 [Q4T9D9 Tetraodon nigroviridis (pufferfish) hypothetical protein
36 [Q5BJ14 Danio rerio (zebrafish) fast MyBP-C

37 [UPIO0015A4C30 Danio rerio (zebrafish) hypothetical protein
38 [UPIOO015A4C2E Danio rerio (zebrafish) hypothetical protein
39 [UPIOO0059FDAS Canis lupus (dog) fast MyBP-C

40 [UPIO00059FDA7 Canis lupus (dog) fast MyBP-C

41 |UPIO0015A4C4C Danio rerio (zebrafish) hypothetical protein
42 |UPIO0015A4C31 Danio rerio (zebrafish) hypothetical protein
43 [UPIOO00EB459A Canis lupus (dog) fast MyBP-C

44 [UPIO00154F1E6 Rattus norvegicus (rat) fast MyBP-C

45 |A1L4GY Homo sapiens (human) fast MyBP-C

46 Q14324 Homo sapiens (human) fast MyBP-C

47 |UPIO000D617F3 Homo sapiens (human) fast MyBP-C

48 [Q5XKEOD Mus musculus (mouse) fast MyBP-C




Accession Species Description
49 [UPI00015DF070 Mus musculus (mouse) fast MyBP-C
50 [UPIOO006A07B4 Xenopus tropicalis (Western clawed frog) fast MyBP-C




Table S5. Pairwise Distances between Sequences in the MYH7 Alignment
This table shows the pairwise alignment distances between sequences in the manual
MYH7 alignment. Sequences are ordered and numbered as in table S2.



1011 (12|13 |14 |15| 16|17

9

8

1 [L.00 |0.93 [0.89 [0.88 |0.88 [0.87 [0.86 [0.86 [0.86 [0.86 [0.85 [0.83 [0.82 [0.81 [0.80 (0.80 [0.80

2 [0.93 |1.00 [0.90 [0.90 [0.89 |0.86 (0.86 [0.86 0.86 [0.86 [0.85 |0.83 [0.81 [0.81 |0.82 [0.80 [0.80

3 [0.89 |0.90 |1.00 [0.98 [0.86 |0.83 |0.83 [0.83 |0.83 [0.84 (0.83 |0.81 [0.79 [0.79 |0.79 [0.79 [0.78

4 10.88 [0.90 |0.98 |1.00 [0.86 [0.83 |0.83 |0.83 [0.83 [0.84 |0.83 |0.81 [0.79 [0.79 [0.79 0.79 [0.78

5 [0.88 |0.89 10.86 [0.86 [1.00 |0.85 |0.86 [0.85 [0.85 [0.85 (0.84 |0.83 [0.79 [0.79 |0.80 [0.80 [0.79

6 [0.87 |0.86 [0.83 (0.83 [0.85 |1.00 (0.90 [0.97 |0.90 [0.93 [0.92 |0.83 [0.80 [0.80 |0.80 [0.80 [0.80

7 [0.86 |0.86 [0.83 (0.83 [0.86 [0.90 (1.00 [0.90 |1.00 [0.89 [0.88 [0.83 [0.80 [0.79 |0.80 [0.80 [0.80

g8 [0.86 |0.86 [0.83 |0.83 [0.85 |0.97 |0.90 [1.00 [0.90 [0.95 [0.92 |0.83 |0.80 [0.80 |0.80 [0.80 [0.80

9 [0.86 |0.86 [0.83 |0.83 [0.85 |0.90 [1.00 [0.90 |1.00 [0.89 (0.87 |0.83 [0.79 [0.79 |0.79 [0.80 [0.80

10 [0.86 [0.86 10.84 |0.84 [0.85 [0.93 [0.89 [0.95 [0.89 [1.00 [0.95 [|0.84 [0.79 [0.79 |0.80 [0.80 (0.80

11 [0.85 [0.85 (0.83 |0.83 |0.84 [0.92 [0.88 |0.92 |0.87 [0.95 (1.00 [0.83 |0.80 [0.79 (0.80 [0.80 [0.80

12 [0.83 [0.83 (0.81 |0.81 |0.83 [0.83 [0.83 |0.83 |0.83 [0.84 (0.83 |1.00 |0.77 [0.77 [0.78 [0.84 |0.78

13 [0.82 |0.81 |0.79 |0.79 [0.79 |0.80 |0.80 (0.80 [0.79 [0.79 (0.80 |0.77 [1.00 (0.94 |0.88 [0.74 (0.84

14 (0.81 |0.81 10.79 [0.79 [0.79 10.80 [0.79 [0.80 [0.79 [0.79 [0.79 |0.77 [0.94 [1.00 |0.87 [0.74 (0.84

15 (0.80 [0.82 10.79 [0.79 [0.80 [0.80 [0.80 [0.80 [0.79 [0.80 (0.80 |0.78 [0.88 [0.87 |L.00 [0.75 [0.86

16 (0.80 [0.80 10.79 |0.79 [0.80 [0.80 [0.80 [0.80 [0.80 [0.80 (0.80 |0.84 [0.74 [0.74 |0.75 [1.00 (0.77

17 10.80 [0.80 (0.78 |0.78 |0.79 [0.80 (0.80 |0.80 |0.80 [0.80 (0.80 [0.78 |0.84 [0.84 (0.86 [0.77 |1.00

18 (0.80 [0.81 10.78 |0.78 [0.80 [0.80 [0.79 [0.80 [0.79 |0.80 (0.80 |0.78 [0.86 [0.86 [0.90 [0.75 [0.86

19 (0.80 [0.80 10.78 |0.78 [0.79 10.80 [0.80 [0.79 [0.80 [0.79 (0.80 |0.77 [0.83 [0.83 |0.85 [0.76 [0.99

20 [0.79 [0.80 |0.78 |0.78 [0.78 [0.79 |0.78 [0.79 [0.78 |0.78 [0.79 (0.76 |0.85 [0.85 [0.83 [0.74 [0.83

21 [0.79 [0.80 |0.78 |0.78 [0.78 [0.79 |0.78 [0.79 [0.78 |0.79 [0.79 (0.76 |0.86 [0.85 [0.84 |0.74 [0.83

22 (0.79 [0.80 [0.78 |0.78 [0.78 [0.79 [0.78 |0.79 [0.78 [0.78 |0.79 |0.76 [0.86 [0.85 |0.83 |0.73 [0.83

23 [0.79 [0.79 |0.78 |0.77 [0.79 |0.78 |0.78 [0.78 [0.78 |0.79 [0.79 (0.77 |0.79 [0.78 (0.81 |0.76 [0.80

24 0.79 [0.79 |0.77 |0.77 [0.78 [0.78 |0.78 |0.78 [0.78 [0.79 |0.79 |0.77 [0.84 [0.84 |0.85 |0.74 [0.83




10

11

12

13

14

15

16

17

25

0.79

0.79

0.76

0.76

0.77

0.79

0.78

0.79

0.78

0.80

0.79

0.76

0.83

0.82

0.84

0.74

0.83

26

0.78

0.80

0.77

0.77

0.79

0.79

0.79

0.78

0.78

0.79

0.79

0.77

0.83

0.82

0.84

0.75

0.91

27

0.78

0.79

0.77

0.76

0.77

0.78

0.77

0.78

0.77

0.77

0.78

0.75

0.84

0.84

0.82

0.73

0.82

28

0.78

0.78

0.76

0.76

0.77

0.79

0.78

0.79

0.78

0.79

0.79

0.76

0.83

0.82

0.83

0.73

0.82

29

0.78

0.78

0.76

0.76

0.77

0.79

0.78

0.79

0.78

0.79

0.79

0.76

0.83

0.82

0.84

0.74

0.83

30

0.78

0.78

0.76

0.76

0.77

0.79

0.78

0.79

0.78

0.79

0.79

0.76

0.83

0.82

0.84

0.74

0.83

31

0.78

0.78

0.76

0.76

0.77

0.77

0.77

0.76

0.77

0.77

0.77

0.75

0.83

0.83

0.82

0.73

0.82

32

0.78

0.78

0.76

0.76

0.77

0.79

0.78

0.79

0.78

0.79

0.79

0.76

0.83

0.82

0.84

0.74

0.83

33

0.78

0.78

0.76

0.76

0.77

0.76

0.77

0.76

0.77

0.76

0.77

0.75

0.82

0.83

0.82

0.72

0.81

34

0.78

0.78

0.76

0.76

0.77

0.76

0.77

0.76

0.77

0.76

0.77

0.75

0.83

0.83

0.82

0.73

0.82

35

0.78

0.78

0.76

0.76

0.77

0.77

0.77

0.76

0.77

0.76

0.77

0.75

0.83

0.83

0.82

0.73

0.82

36

0.78

0.78

0.76

0.76

0.77

0.78

0.78

0.78

0.78

0.79

0.79

0.76

0.82

0.82

0.83

0.74

0.83

37

0.78

0.78

0.76

0.76

0.77

0.78

0.78

0.79

0.78

0.79

0.79

0.76

0.83

0.81

0.83

0.74

0.83

38

0.77

0.78

0.76

0.76

0.77

0.78

0.78

0.78

0.78

0.79

0.79

0.76

0.82

0.82

0.83

0.74

0.83

39

0.77

0.77

0.76

0.76

0.76

0.76

0.77

0.76

0.76

0.76

0.77

0.74

0.82

0.82

0.82

0.72

0.81

40

0.77

0.78

0.76

0.76

0.77

0.78

0.78

0.78

0.78

0.79

0.79

0.76

0.82

0.82

0.83

0.74

0.83

41

0.77

0.78

0.76

0.76

0.77

0.78

0.78

0.79

0.78

0.79

0.79

0.76

0.82

0.82

0.83

0.74

0.83

42

0.77

0.78

0.76

0.76

0.77

0.78

0.78

0.78

0.78

0.79

0.79

0.76

0.82

0.82

0.83

0.74

0.83

43

0.77

0.77

0.74

0.75

0.76

0.77

0.77

0.78

0.77

0.78

0.78

0.74

0.81

0.80

0.83

0.73

0.82

44

0.77

0.78

0.75

0.75

0.77

0.78

0.77

0.78

0.77

0.78

0.78

0.76

0.82

0.81

0.83

0.74

0.83

45

0.77

0.78

0.76

0.75

0.77

0.78

0.78

0.78

0.77

0.79

0.79

0.75

0.82

0.82

0.83

0.74

0.83

46

0.77

0.77

0.75

0.75

0.76

0.78

0.77

0.78

0.77

0.78

0.78

0.75

0.81

0.81

0.82

0.73

0.82

a7

0.77

0.77

0.76

0.76

0.76

0.76

0.77

0.76

0.76

0.76

0.76

0.74

0.82

0.82

0.81

0.72

0.81

48

0.77

0.77

0.76

0.76

0.77

0.76

0.77

0.76

0.77

0.76

0.77

0.74

0.82

0.82

0.82

0.72

0.81




10

11

12

13

14

15

16

17

49

0.77

0.77

0.75

0.75

0.76

0.78

0.77

0.78

0.77

0.78

0.78

0.75

0.81

0.81

0.82

0.73

0.82

50

0.77

0.77

0.75

0.75

0.77

0.78

0.78

0.78

0.77

0.79

0.79

0.75

0.82

0.81

0.83

0.73

0.81

Sill

0.77

0.77

0.75

0.75

0.76

0.78

0.77

0.78

0.77

0.79

0.79

0.76

0.82

0.81

0.83

0.73

0.82

52

0.77

0.77

0.76

0.75

0.76

0.76

0.77

0.75

0.76

0.76

0.76

0.74

0.82

0.82

0.82

0.72

0.81

53

0.77

0.77

0.74

0.74

0.76

0.77

0.77

0.78

0.77

0.78

0.78

0.74

0.81

0.80

0.82

0.73

0.81

54

0.77

0.77

0.74

0.74

0.76

0.77

0.77

0.77

0.77

0.77

0.77

0.74

0.81

0.80

0.82

0.72

0.81

55

0.77

0.77

0.75

0.75

0.76

0.78

0.77

0.78

0.77

0.79

0.79

0.75

0.82

0.80

0.83

0.73

0.82

56

0.77

0.77

0.75

0.75

0.76

0.77

0.77

0.77

0.76

0.77

0.77

0.75

0.81

0.80

0.82

0.72

0.80

57

0.77

0.77

0.75

0.75

0.76

0.78

0.77

0.78

0.77

0.78

0.78

0.75

0.81

0.80

0.83

0.73

0.82

58

0.76

0.77

0.74

0.74

0.76

0.77

0.77

0.78

0.77

0.78

0.78

0.75

0.81

0.80

0.82

0.73

0.82

59

0.76

0.77

0.74

0.74

0.76

0.77

0.77

0.77

0.77

0.78

0.78

0.75

0.81

0.80

0.82

0.73

0.82

60

0.76

0.76

0.75

0.74

0.75

0.76

0.76

0.75

0.76

0.76

0.76

0.74

0.78

0.78

0.80

0.72

0.84

61

0.75

0.76

0.74

0.73

0.75

0.76

0.76

0.76

0.76

0.77

0.77

0.74

0.81

0.80

0.81

0.72

0.80

62

0.75

0.76

0.73

0.73

0.75

0.76

0.76

0.77

0.76

0.77

0.77

0.74

0.79

0.79

0.81

0.72

0.80

63

0.75

0.75

0.73

0.73

0.74

0.75

0.75

0.76

0.75

0.76

0.76

0.73

0.79

0.78

0.80

0.72

0.80

64

0.69

0.71

0.67

0.67

0.69

0.69

0.69

0.69

0.69

0.69

0.69

0.67

0.69

0.67

0.68

0.67

0.69

65

0.69

0.71

0.67

0.68

0.69

0.70

0.69

0.70

0.69

0.70

0.70

0.68

0.68

0.67

0.68

0.67

0.69

66

0.56

0.57

0.56

0.56

0.55

0.56

0.55

0.56

0.55

0.56

0.56

0.56

0.56

0.55

0.56

0.55

0.57

67

0.55

0.55

0.54

0.54

0.54

0.55

0.54

0.55

0.54

0.55

0.54

0.54

0.54

0.53

0.54

0.54

0.54

68

0.42

0.40

0.41

0.41

0.41

0.41

0.41

0.41

0.41

0.41

0.40

0.40

0.42

0.41

0.41

0.41

0.41




18(19(20(21 22|23 |24|25|26(27|28(29|30|31|32|33|34

1 [0.80 |0.80 [0.79 [0.79 0.79 [0.79 [0.79 [0.79 [0.78 [0.78 [0.78 [0.78 [0.78 [0.78 [0.78 [0.78 |0.78

2 [0.81 |0.80 [0.80 (0.80 [0.80 [0.79 (0.79 [0.79 |0.80 [0.79 [0.78 |0.78 [0.78 [0.78 |0.78 [0.78 [0.78

3 [0.78 |0.78 |0.78 |0.78 [0.78 |0.78 [0.77 [0.76 |0.77 [0.77 (0.76 |0.76 [0.76 [0.76 |0.76 [0.76 [0.76

4 10.78 [0.78 |0.78 |0.78 [0.78 [0.77 |0.77 |0.76 [0.77 [0.76 |0.76 |0.76 [0.76 [0.76 [0.76 |0.76 [0.76

5 [0.80 |0.79 10.78 [0.78 [0.78 |0.79 [0.78 [0.77 |0.79 [0.77 (0.77 |0.77 [0.77 [0.77 |0.77 [0.77 (0.77

6 [0.80 10.80 [0.79 [0.79 |0.79 [0.78 (0.78 |0.79 [0.79 [0.78 [0.79 |0.79 [0.79 [0.77 |0.79 [0.76 [0.76

7 [0.79 10.80 [0.78 [0.78 |0.78 |0.78 (0.78 |0.78 [0.79 [0.77 [0.78 |0.78 [0.78 [0.77 |0.78 [0.77 [0.77

g8 [0.80 |0.79 [0.79 [0.79 [0.79 |0.78 [0.78 [0.79 |0.78 [0.78 [0.79 |0.79 [0.79 [0.76 |0.79 [0.76 [0.76

9 [0.79 |0.80 [0.78 |0.78 [0.78 |0.78 |0.78 [0.78 |0.78 [0.77 (0.78 |0.78 [0.78 [0.77 |0.78 [0.77 [0.77

10 [0.80 [0.79 10.78 [0.79 [0.78 [0.79 [0.79 [0.80 [0.79 [0.77 [0.79 [|0.79 [0.79 [0.77 |0.79 [0.76 [0.76

11 [0.80 [0.80 [0.79 [0.79 |0.79 [0.79 [0.79 |0.79 |0.79 [0.78 [0.79 [0.79 |0.79 [0.77 [0.79 [0.77 0.77

12 [0.78 [0.77 [0.76 0.76 |0.76 [0.77 [0.77 [0.76 |0.77 [0.75 [0.76 [0.76 |0.76 [0.75 [0.76 [0.75 [0.75

13 [0.86 [0.83 10.85 |0.86 [0.86 [0.79 [0.84 [0.83 [0.83 |0.84 (0.83 |0.83 |0.83 [0.83 |0.83 [0.82 (0.83

14 (0.86 [0.83 10.85 |0.85 [0.85 [0.78 [0.84 [0.82 [0.82 [0.84 (0.82 |0.82 [0.82 [0.83 |0.82 [0.83 [0.83

15 (0.90 |0.85 10.83 |0.84 [0.83 [0.81 [0.85 [0.84 [0.84 [0.82 (0.83 |0.84 [0.84 [0.82 |0.84 [0.82 (0.82

16 [0.75 |0.76 10.74 [0.74 [0.73 [0.76 [0.74 [0.74 [0.75 [0.73 [0.73 |0.74 [0.74 [0.73 |0.74 [0.72 [0.73

17 10.86 [0.99 (0.83 |0.83 |0.83 [0.80 [0.83 |0.83 |0.91 [0.82 (0.82 |0.83 |0.83 [0.82 [0.83 [0.81 |0.82

18 [1.00 [0.85 10.82 |0.83 [0.83 [0.80 [0.87 [0.85 [0.86 [0.82 [0.84 |0.85 [0.85 [0.84 |0.85 [0.83 [0.83

19 (0.85 [1.00 10.82 |0.82 [0.82 [0.79 [0.82 [0.83 [0.90 [0.81 (0.82 |0.83 [0.83 [0.81 |0.83 [0.81 [0.81

20 [0.82 [0.82 |1.00 [0.98 [0.97 |0.78 |0.81 [0.80 [0.82 |0.97 [0.80 (0.80 |0.80 [0.80 (0.80 [0.79 [0.79

21 [0.83 [0.82 |0.98 |1.00 [0.98 [0.79 |0.81 (0.81 [0.81 |0.98 [0.81 (0.81 |0.80 [0.80 (0.80 0.80 [0.80

22 (0.83 [0.82 |0.97 |0.98 [1.00 [0.78 |0.81 |0.81 [0.81 [1.00 |0.81 |0.80 [0.80 (0.80 0.80 |0.79 [0.79

23 [0.80 [0.79 |0.78 |0.79 [0.78 [1.00 |0.78 [0.79 [0.79 |0.77 [0.78 (0.78 |0.78 [0.77 [0.79 |0.77 [0.77

24 0.87 [0.82 |0.81 |0.81 [0.81 [0.78 |1.00 |0.82 [0.82 [0.80 |0.80 |0.82 [0.82 [0.85 0.82 |0.85 [0.85




18

19

20

21

22

23

24

25

26

27

28

29

30

31

32

33

34

25

0.85

0.83

0.80

0.81

0.81

0.79

0.82

1.00

0.84

0.79

0.91

0.95

0.95

0.80

0.97

0.79

0.80

26

0.86

0.90

0.82

0.81

0.81

0.79

0.82
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0.90

0.78

0.89

0.89

0.89

0.90

0.89

0.89

0.95

0.78

0.78

0.95

0.93

1.00

52

0.95

0.79

0.79

0.79

0.95

0.79

0.79

0.79

0.77

0.79

0.79

0.78

0.95

0.94

0.78

0.78

0.77

53

0.78

0.88

0.90

0.89

0.77

0.88

0.88

0.88

0.97

0.88

0.88

0.90

0.77

0.78

0.90

0.90

0.90

54

0.78

0.88

0.90

0.88

0.77

0.87

0.88

0.88

0.99

0.87

0.87

0.89

0.77

0.77

0.90

0.89

0.89

55

0.79

0.89

0.96

0.90

0.78

0.89

0.89

0.89

0.90

0.89

0.89

0.93

0.78

0.79

0.93

0.95

0.93

56

0.78

0.85

0.88

0.85

0.77

0.85

0.85

0.85

0.87

0.85

0.85

0.88

0.77

0.78

0.88

0.88

0.87

57

0.79

0.89

0.95

0.89

0.78

0.89

0.89

0.89

0.90

0.89

0.89

0.93

0.78

0.79

0.93

0.95

0.93

58

0.79

0.92

0.90

0.93

0.78

0.93

0.92

0.92

0.88

0.92

0.92

0.90

0.78

0.78

0.90

0.89

0.90

59

0.79

0.92

0.90

0.92

0.78

0.91

0.92

0.92

0.87

0.91

0.91

0.89

0.78

0.78

0.89

0.89

0.89

60

0.77

0.79

0.78

0.78

0.77

0.78

0.79

0.79

0.77

0.78

0.78

0.78

0.76

0.77

0.78

0.77

0.78

61

0.78

0.93

0.88

0.94

0.77

0.93

0.93

0.93

0.86

0.93

0.93

0.88

0.77

0.78

0.88

0.88

0.87

62

0.77

0.90

0.88

0.90

0.76

0.90

0.90

0.90

0.86

0.90

0.89

0.88

0.76

0.77

0.89

0.88

0.88

63

0.76

0.88

0.87

0.88

0.76

0.88

0.88

0.88

0.85

0.88

0.87

0.87

0.75

0.76

0.88

0.87

0.87

64

0.66

0.68

0.68

0.68

0.65

0.68

0.68

0.68

0.68

0.68

0.68

0.68

0.65

0.66

0.68

0.69

0.69

65

0.66

0.68

0.68

0.68

0.65

0.68

0.68

0.68

0.67

0.68

0.67

0.68

0.65

0.66

0.68

0.68

0.68

66

0.54

0.56

0.56

0.56

0.54

0.56

0.56

0.56

0.56

0.56

0.55

0.56

0.54

0.54

0.56

0.56

0.56

67

0.53

0.54

0.54

0.54

0.53

0.54

0.54

0.54

0.53

0.54

0.53

0.53

0.52

0.52

0.53

0.53

0.53

68

0.40

0.41

0.41

0.41

0.40

0.40

0.41

0.41

0.41

0.40

0.41

0.41

0.40

0.39

0.41

0.41

0.40




52153 |54 |55|56 |57 [58|59|60|61|62|63|64(65|66|67 |68

1 [0.77 0.77 [0.77 |0.77 |0.77 [0.77 [0.76 [0.76 [0.76 [0.75 |0.75 [0.75 [0.69 [0.69 [0.56 [0.55 [0.42

2 [0.77 |0.77 [0.77 [0.77 |0.77 |0.77 (0.77 |0.77 |0.76 [0.76 [0.76 |0.75 [0.71 [0.71 |0.57 [0.55 [0.40

3 [0.76 |0.74 |0.74 [0.75 [0.75 |0.75 [0.74 [0.74 |0.75 [0.74 (0.73 |0.73 [0.67 [0.67 |0.56 [0.54 [0.41

4 [0.75 [0.74 [0.74 |0.75 [0.75 [0.75 [0.74 |0.74 |0.74 [0.73 |0.73 |0.73 [0.67 [0.68 [0.56 |0.54 [0.41

5 [0.76 |0.76 |0.76 [0.76 [0.76 |0.76 [0.76 [0.76 |0.75 [0.75 [0.75 |0.74 ]0.69 [0.69 |0.55 [0.54 [0.41

6 [0.76 |0.77 [0.77 [0.78 |0.77 0.78 (0.77 |0.77 |0.76 [0.76 [0.76 |0.75 [0.69 [0.70 |0.56 [0.55 [0.41

7 [0.77 |0.77 [0.77 [0.77 |0.77 |0.77 (0.77 |0.77 |0.76 [0.76 [0.76 |0.75 [0.69 [0.69 |0.55 [0.54 [0.41

g8 [0.75 |0.78 |0.77 [0.78 [0.77 |0.78 [0.78 [0.77 |0.75 [0.76 (0.77 |0.76 [0.69 [0.70 |0.56 [0.55 [0.41

9 [0.76 |0.77 |0.77 |0.77 [0.76 |0.77 [0.77 [0.77 |0.76 [0.76 [0.76 |0.75 [0.69 [0.69 |0.55 [0.54 [0.41

10 [0.76 |0.78 10.77 [0.79 [0.77 10.78 [0.78 [0.78 [0.76 [0.77 [0.77 |0.76 [0.69 [0.70 |0.56 [0.55 [0.41

11 [0.76 [0.78 (0.77 0.79 |0.77 [0.78 [0.78 |0.78 |0.76 [0.77 [0.77 [0.76 |0.69 [0.70 [0.56 [0.54 [0.40

12 [0.74 [0.74 [0.74 |0.75 |0.75 [0.75 [0.75 [0.75 |0.74 [0.74 [0.74 [0.73 |0.67 [0.68 [0.56 [0.54 [0.40

13 [0.82 |0.81 |0.81 |0.82 [0.81 [0.81 |0.81 [0.81 [0.78 [0.81 [0.79 [|0.79 [0.69 [0.68 |0.56 [0.54 [0.42

14 (0.82 |0.80 10.80 |0.80 [0.80 [0.80 [0.80 [0.80 [0.78 [0.80 [0.79 |0.78 [0.67 [0.67 |0.55 [0.53 [0.41

15 (0.82 |0.82 10.82 |0.83 [0.82 [0.83 |0.82 [0.82 [0.80 [0.81 (0.81 |0.80 [0.68 [0.68 |0.56 [0.54 [0.41

16 [0.72 |0.73 10.72 [0.73 [0.72 [0.73 [0.73 [0.73 [0.72 [0.72 [0.72 |0.72 [0.67 [0.67 |0.55 [0.54 [0.41

17 10.81 [0.81 (0.81 |0.82 |0.80 [0.82 [0.82 |0.82 |0.84 [0.80 (0.80 [0.80 0.69 [0.69 [0.57 [0.54 [0.41

18 (0.83 |0.83 10.83 |0.84 [0.82 [0.84 |0.83 [0.83 [0.81 [0.82 [0.82 |0.81 [0.68 [0.68 [0.56 [0.54 [0.40

19 (0.81 |0.81 [0.81 |0.81 [0.80 [0.81 |0.81 [0.82 [0.84 |0.80 (0.80 |0.80 [0.68 [0.68 |0.57 [0.54 [0.41

20 [0.79 [0.78 |0.78 |0.79 [0.79 |0.79 |0.78 [0.78 [0.77 |0.78 [0.77 [0.76 |0.67 [0.67 [0.55 [0.53 [0.41

21 [0.79 [0.79 |0.79 10.80 [0.79 [0.79 |0.78 [0.78 [0.77 |0.78 [0.77 [0.77 |0.67 [0.67 [0.55 [0.53 [0.41

22 [0.79 [0.78 |0.78 |0.80 [0.79 [0.80 [0.78 |0.78 [0.77 [0.78 |0.77 |0.77 [0.68 [0.68 [0.55 |0.53 [0.41

23 [0.76 [0.78 |0.78 |0.78 [0.78 |0.78 |0.78 [0.78 [0.75 |0.76 [0.77 (0.76 |0.68 [0.69 [0.56 [0.54 [0.41

24 10.84 (0.80 |0.80 |0.80 [0.80 [0.80 [0.80 |0.80 [0.78 [0.79 |0.79 |0.77 [0.66 [0.67 [0.55 |0.53 [0.40




52

53

54

55

56

57

58

59

60

61

62

63

64

65

66

67

68

25

0.79

0.94

0.94

0.92

0.88

0.92

0.90

0.89

0.79

0.88

0.88

0.86

0.68

0.68

0.56

0.54

0.41

26

0.80

0.82

0.81

0.82

0.81

0.82

0.82

0.82

0.86

0.81

0.81

0.80

0.69

0.69

0.57

0.54

0.40

27

0.78

0.77

0.77

0.79

0.78

0.78

0.77

0.77

0.76

0.77

0.76

0.76

0.67

0.67

0.54

0.53

0.41

28

0.79

0.89

0.88

0.89

0.88

0.89

0.87

0.87

0.77

0.86

0.86

0.84

0.68

0.67

0.56

0.54

0.41

29

0.80

0.93

0.92

0.92

0.89

0.92

0.89

0.89

0.79

0.88

0.88

0.86

0.68

0.68

0.56

0.54

0.41

30

0.79

0.93

0.92

0.92

0.88

0.92

0.89

0.89

0.79

0.88

0.88

0.86

0.68

0.68

0.56

0.54

0.41

31

0.96

0.78

0.78

0.79

0.78

0.79

0.79

0.79

0.77

0.78

0.77

0.76

0.66

0.66

0.54

0.53

0.40

32

0.79

0.93

0.93

0.93

0.88

0.92

0.90

0.89

0.79

0.88

0.88

0.86

0.68

0.68

0.57

0.54

0.41

33

0.95

0.77

0.77

0.78

0.77

0.78

0.78

0.78

0.77

0.77

0.76

0.76

0.65

0.66

0.54

0.53

0.40

34

0.96

0.78

0.78

0.79

0.77

0.78

0.78

0.78

0.77

0.77

0.76

0.76

0.65

0.66

0.55

0.53

0.41

35

0.95

0.78

0.78

0.79

0.78

0.79

0.79

0.79

0.77

0.78

0.77

0.76

0.66

0.66

0.54

0.53

0.40

36

0.79

0.88

0.88

0.89

0.85

0.89

0.92

0.92

0.79

0.93

0.90

0.88

0.68

0.68

0.56

0.54

0.41

37

0.79

0.90

0.90

0.96

0.88

0.95

0.90

0.90

0.78

0.88

0.88

0.87

0.68

0.68

0.56

0.54

0.41

38

0.79

0.89

0.88

0.90

0.85

0.89

0.93

0.92

0.78

0.94

0.90

0.88

0.68

0.68

0.56

0.54

0.41

39

0.95

0.77

0.77

0.78

0.77

0.78

0.78

0.78

0.77

0.77

0.76

0.76

0.65

0.65

0.54

0.53

0.40

40

0.79

0.88

0.87

0.89

0.85

0.89

0.93

0.91

0.78

0.93

0.90

0.88

0.68

0.68

0.56

0.54

0.40

41

0.79

0.88

0.88

0.89

0.85

0.89

0.92

0.92

0.79

0.93

0.90

0.88

0.68

0.68

0.56

0.54

0.41

42

0.79

0.88

0.88

0.89

0.85

0.89

0.92

0.92

0.79

0.93

0.90

0.88

0.68

0.68

0.56

0.54

0.41

43

0.77

0.97

0.99

0.90

0.87

0.90

0.88

0.87

0.77

0.86

0.86

0.85

0.68

0.67

0.56

0.53

0.41

44

0.79

0.88

0.87

0.89

0.85

0.89

0.92

0.91

0.78

0.93

0.90

0.88

0.68

0.68

0.56

0.54

0.40

45

0.79

0.88

0.87

0.89

0.85

0.89

0.92

0.91

0.78

0.93

0.89

0.87

0.68

0.67

0.55

0.53

0.41

46

0.78

0.90

0.89

0.93

0.88

0.93

0.90

0.89

0.78

0.88

0.88

0.87

0.68

0.68

0.56

0.53

0.41

a7

0.95

0.77

0.77

0.78

0.77

0.78

0.78

0.78

0.76

0.77

0.76

0.75

0.65

0.65

0.54

0.52

0.40

48

0.94

0.78

0.77

0.79

0.78

0.79

0.78

0.78

0.77

0.78

0.77

0.76

0.66

0.66

0.54

0.52

0.39




52

53

54

55

56

57

58

59

60

61

62

63

64

65

66

67

68

49

0.78

0.90

0.90

0.93

0.88

0.93

0.90

0.89

0.78

0.88

0.89

0.88

0.68

0.68

0.56

0.53

0.41

50

0.78

0.90

0.89

0.95

0.88

0.95

0.89

0.89

0.77

0.88

0.88

0.87

0.69

0.68

0.56

0.53

0.41

Sill

0.77

0.90

0.89

0.93

0.87

0.93

0.90

0.89

0.78

0.87

0.88

0.87

0.69

0.68

0.56

0.53

0.40

52

1.00

0.77

0.77

0.78

0.77

0.78

0.78

0.77

0.76

0.77

0.76

0.75

0.65

0.65

0.54

0.53

0.40

53

0.77

1.00

0.96

0.90

0.87

0.90

0.88

0.87

0.77

0.86

0.86

0.85

0.67

0.67

0.56

0.53

0.40

54

0.77

0.96

1.00

0.89

0.87

0.89

0.87

0.87

0.77

0.85

0.85

0.85

0.67

0.67

0.56

0.53

0.41

55

0.78

0.90

0.89

1.00

0.87

0.99

0.90

0.89

0.78

0.88

0.88

0.87

0.69

0.68

0.56

0.54

0.41

56

0.77

0.87

0.87

0.87

1.00

0.87

0.85

0.85

0.76

0.83

0.85

0.84

0.67

0.66

0.55

0.53

0.40

57

0.78

0.90

0.89

0.99

0.87

1.00

0.90

0.89

0.77

0.88

0.88

0.87

0.68

0.67

0.56

0.54

0.41

58

0.78

0.88

0.87

0.90

0.85

0.90

1.00

0.93

0.77

0.91

0.91

0.88

0.68

0.67

0.56

0.53

0.40

59

0.77

0.87

0.87

0.89

0.85

0.89

0.93

1.00

0.77

0.90

0.92

0.88

0.67

0.67

0.56

0.53

0.40

60

0.76

0.77

0.77

0.78

0.76

0.77

0.77

0.77

1.00

0.75

0.76

0.75

0.65

0.66

0.54

0.52

0.40

61

0.77

0.86

0.85

0.88

0.83

0.88

0.91

0.90

0.75

1.00

0.89

0.86

0.67

0.66

0.55

0.53

0.40

62

0.76

0.86

0.85

0.88

0.85

0.88

0.91

0.92

0.76

0.89

1.00

0.88

0.67

0.67

0.55

0.53

0.40

63

0.75

0.85

0.85

0.87

0.84

0.87

0.88

0.88

0.75

0.86

0.88

1.00

0.67

0.66

0.55

0.52

0.39

64

0.65

0.67

0.67

0.69

0.67

0.68

0.68

0.67

0.65

0.67

0.67

0.67

1.00

0.87

0.57

0.54

0.40

65

0.65

0.67

0.67

0.68

0.66

0.67

0.67

0.67

0.66

0.66

0.67

0.66

0.87

1.00

0.58

0.54

0.40

66

0.54

0.56

0.56

0.56

0.55

0.56

0.56

0.56

0.54

0.55

0.55

0.55

0.57

0.58

1.00

0.47

0.37

67

0.53

0.53

0.53

0.54

0.53

0.54

0.53

0.53

0.52

0.53

0.53

0.52

0.54

0.54

0.47

1.00

0.43

68

0.40

0.40

0.41

0.41

0.40

0.41

0.40

0.40

0.40

0.40

0.40

0.39

0.40

0.40

0.37

0.43

1.00




Table S6. Pairwise Distances between Sequences in the MYBPC3 Alignment
This table shows the pairwise alignment distances between sequences in the manual
MYBPC3 alignment. Sequences are ordered and numbered as in table S3.



1011 (12|13 |14 |15| 16|17

9

8

1 [L.00 |0.92 (0.92 [0.92 |0.90 (0.90 [0.90 [0.90 (0.90 [0.90 [0.90 [0.90 [0.89 [0.87 [0.72 [0.71 |0.71

2 [0.92 |1.00 [0.94 (0.99 [0.91 |0.91 (0.91 |0.91 |0.92 [0.92 [0.91 [0.91 [0.90 [0.87 |0.72 [0.72 [0.72

3 [0.92 |0.94 |1.00 [0.94 [0.91 |0.91 |0.91 [0.91 |0.91 [0.91 (0.90 |0.90 [0.90 [0.87 |0.73 [0.73 [0.73

4 10.92 (0.99 [0.94 |1.00 [0.91 [0.91 |0.91 |0.91 [0.91 [0.91 |0.90 |0.90 [0.90 [0.86 [0.72 |0.71 [0.71

5 [0.90 |0.91 |0.91 |0.91 [1.00 |1.00 [1.00 [1.00 |0.88 [0.88 [0.97 |0.97 [0.99 [0.87 |0.72 [0.72 [0.72

6 [0.290 |0.91 [0.91 (0.91 [1.00 |1.00 (1.00 [1.00 |0.88 [0.88 [0.97 0.97 [0.99 [0.88 |0.72 [0.72 [0.72

7 [0.90 10.91 [0.91 (0.91 [1.00 [1.00 (1.00 [1.00 |0.88 [0.88 [0.97 [0.97 [0.99 [0.88 |0.72 [0.72 [0.72

g8 [0.90 |0.91 |0.91 |0.91 [1.00 |1.00 [1.00 [1.00 0.88 [0.88 [0.97 |0.97 [0.99 [0.88 |0.72 [0.72 [0.72

9 [0.90 |0.92 |0.91 |0.91 [0.88 |0.88 |0.88 [0.88 |1.00 [1.00 (0.88 |0.88 [0.88 [0.86 |0.72 [0.72 [0.72

10 [0.90 [0.92 10.91 |0.91 [0.88 [0.88 [0.88 [0.88 |1.00 [1.00 (0.88 |0.88 [0.88 [0.86 |0.72 [0.72 [0.72

11 [0.90 [0.91 (0.90 [0.90 |0.97 [0.97 [0.97 |0.97 |0.88 [0.88 [1.00 |1.00 |0.96 [0.88 [0.72 [0.72 [0.72

12 [0.90 [0.91 (0.90 [0.90 |0.97 [0.97 [0.97 |0.97 |0.88 [0.88 [1.00 |1.00 |0.96 [0.88 [0.72 [0.72 [0.72

13 (0.89 |0.90 10.90 [0.90 [0.99 [0.99 [0.99 [0.99 [0.88 |0.88 [0.96 |0.96 [1.00 [0.87 |0.71 [0.72 [0.71

14 (0.87 |0.87 10.87 |0.86 [0.87 0.88 |0.88 [0.88 [0.86 [0.86 (0.88 |0.88 [0.87 [1.00 |0.73 [0.73 [0.72

15 [0.72 |0.72 10.73 [0.72 [0.72 |0.72 [0.72 [0.72 [0.72 [0.72 [0.72 |0.72 [0.71 [0.73 |L.00 [1.00 (1.00

16 [0.71 |0.72 10.73 [0.71 [0.72 [0.72 [0.72 [0.72 [0.72 [0.72 [0.72 |0.72 [0.72 [0.73 |1.00 [1.00 [0.99

17 [0.71 [0.72 (0.73 |0.71 |0.72 [0.72 [0.72 [0.72 |0.72 [0.72 (0.72 0.72 |0.71 [0.72 (1.00 [0.99 |1.00

18 [0.71 |0.72 10.73 [0.72 [0.72 [0.72 [0.72 [0.72 [0.72 [0.72 [0.72 |0.72 [0.71 [0.73 |1.00 [1.00 [0.99

19 [0.68 |0.68 10.69 [0.68 [0.69 [0.70 [0.70 [0.70 [0.68 [0.68 [0.69 [0.69 [0.69 [0.69 |0.77 [0.77 [0.76

20 [0.68 [0.68 |0.69 [0.67 [0.70 [0.70 |0.70 [0.70 [0.68 |0.67 [0.69 [0.69 |0.69 [0.69 [0.76 |0.76 [0.75

21 [0.68 [0.69 |0.70 10.69 [0.70 [0.70 |0.70 [0.70 [0.68 |0.68 [0.69 [0.69 |0.69 [0.70 [0.77 |0.76 [0.76

22 0.68 [0.68 0.69 |0.68 [0.69 [0.69 [0.70 |0.70 [0.67 [0.67 |0.69 |0.69 [0.69 [0.69 [0.76 |0.76 [0.76

23 [0.68 [0.68 |0.69 0.68 [0.69 [0.69 |0.70 [0.70 [0.67 |0.67 [0.69 (0.69 0.69 [0.69 [0.77 |0.76 [0.76

24 [0.67 [0.68 [0.67 |0.67 [0.67 [0.67 |0.68 |0.68 [0.66 [0.66 |0.67 |0.67 [0.67 [0.68 [0.72 |0.72 [0.72




10

11

12

13

14

15

16

17

25

0.67

0.67

0.68

0.67

0.69

0.69

0.69

0.69

0.66

0.66

0.68

0.68

0.68

0.71

0.77

0.77

0.77

26

0.66

0.67

0.67

0.67

0.66

0.66

0.66

0.66

0.65

0.65

0.66

0.66

0.66

0.67

0.71

0.71

0.71

27

0.65

0.66

0.66

0.66

0.65

0.65

0.65

0.65

0.64

0.64

0.65

0.65

0.65

0.66

0.70

0.70

0.70

28

0.64

0.65

0.65

0.64

0.64

0.64

0.64

0.64

0.63

0.64

0.64

0.64

0.63

0.66

0.71

0.70

0.70

29

0.63

0.63

0.63

0.63

0.63

0.63

0.63

0.63

0.62

0.62

0.63

0.63

0.62

0.66

0.71

0.70

0.70

30

0.59

0.59

0.58

0.59

0.59

0.59

0.59

0.59

0.58

0.58

0.59

0.59

0.58

0.59

0.61

0.61

0.61

31

0.59

0.59

0.58

0.59

0.59

0.59

0.59

0.59

0.58

0.58

0.59

0.59

0.58

0.59

0.61

0.61

0.61

32

0.59

0.59

0.58

0.59

0.59

0.59

0.59

0.59

0.58

0.58

0.59

0.59

0.58

0.59

0.61

0.61

0.61

33

0.58

0.59

0.58

0.59

0.59

0.59

0.59

0.59

0.58

0.58

0.58

0.58

0.58

0.59

0.61

0.61

0.61

34

0.57

0.58

0.58

0.58

0.57

0.57

0.57

0.57

0.57

0.57

0.57

0.57

0.56

0.58

0.57

0.57

0.56

35

0.57

0.58

0.57

0.58

0.58

0.58

0.58

0.58

0.57

0.57

0.58

0.58

0.57

0.59

0.60

0.60

0.60

36

0.57

0.58

0.58

0.58

0.57

0.57

0.57

0.57

0.57

0.57

0.57

0.57

0.57

0.58

0.61

0.61

0.61

37

0.57

0.58

0.58

0.58

0.58

0.58

0.58

0.58

0.57

0.57

0.57

0.57

0.57

0.58

0.61

0.60

0.60

38

0.57

0.58

0.58

0.58

0.58

0.58

0.58

0.58

0.57

0.56

0.57

0.57

0.57

0.58

0.61

0.60

0.60

39

0.57

0.57

0.57

0.57

0.57

0.57

0.57

0.57

0.56

0.56

0.57

0.57

0.56

0.57

0.58

0.58

0.58

40

0.57

0.57

0.56

0.57

0.57

0.57

0.57

0.57

0.56

0.56

0.57

0.57

0.56

0.56

0.58

0.58

0.57

41

0.57

0.57

0.57

0.57

0.57

0.57

0.57

0.57

0.56

0.56

0.57

0.57

0.56

0.57

0.60

0.60

0.60

42

0.56

0.57

0.57

0.57

0.57

0.57

0.57

0.57

0.56

0.56

0.57

0.57

0.56

0.57

0.60

0.60

0.60

43

0.56

0.57

0.56

0.57

0.57

0.57

0.57

0.57

0.56

0.56

0.57

0.57

0.56

0.56

0.58

0.58

0.57

44

0.56

0.56

0.56

0.56

0.56

0.57

0.57

0.57

0.56

0.56

0.57

0.57

0.56

0.56

0.58

0.58

0.57

45

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.57

0.57

0.57

46

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.57

0.57

0.57

a7

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.55

0.56

0.56

0.56

0.56

0.57

0.57

0.57

48

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.55

0.55

0.56

0.56

0.55

0.56

0.57

0.57

0.57




10

11

12

13

14

15

16

17

49

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.55

0.55

0.56

0.56

0.55

0.56

0.57

0.57

0.57

50

0.55

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.56

0.55

0.56

0.59

0.59

0.58




18(19(20(21 22|23 |24|25|26(27|28(29|30|31|32|33|34

1 [0.71 |0.68 [0.68 [0.68 [0.68 [0.68 [0.67 [0.67 [0.66 [0.65 [0.64 [0.63 [0.59 [0.59 [0.59 (0.58 [0.57

2 [0.72 10.68 [0.68 [0.69 |0.68 [0.68 [0.68 [0.67 [0.67 [0.66 [0.65 [0.63 [0.59 [0.59 0.59 [0.59 [0.58

3 [0.73 |0.69 [0.69 [0.70 [0.69 |0.69 [0.67 [0.68 |0.67 [0.66 [0.65 |0.63 [0.58 [0.58 |0.58 [0.58 [0.58

4 10.72 [0.68 [0.67 |0.69 [0.68 [0.68 [0.67 |0.67 [0.67 [0.66 |0.64 |0.63 [0.59 [0.59 [0.59 |0.59 [0.58

5 [0.72 j0.69 10.70 [0.70 [0.69 [0.69 [0.67 [0.69 |0.66 [0.65 [0.64 |0.63 [0.59 [0.59 |0.59 [0.59 [0.57

6 [0.72 10.70 [0.70 [0.70 |0.69 [0.69 (0.67 [0.69 |0.66 [0.65 [0.64 [0.63 [0.59 [0.59 [0.59 [0.59 [0.57

7 [0.72 10.70 [0.70 [0.70 |0.70 |0.70 (0.68 [0.69 [0.66 [0.65 [0.64 [0.63 [0.59 [0.59 0.59 [0.59 [0.57

g8 [0.72 |0.70 [0.70 |0.70 [0.70 |0.70 |0.68 [0.69 0.66 [0.65 [0.64 |0.63 [0.59 [0.59 |0.59 [0.59 [0.57

9 [0.72 |0.68 [0.68 |0.68 [0.67 |0.67 [0.66 [0.66 [0.65 [0.64 [0.63 |0.62 [0.58 [0.58 |0.58 [0.58 [0.57

10 [0.72 |0.68 10.67 |0.68 [0.67 [0.67 [0.66 [0.66 [0.65 [0.64 [0.64 |0.62 [0.58 [0.58 [0.58 [0.58 [0.57

11 [0.72 10.69 [0.69 [0.69 |0.69 [0.69 [0.67 |0.68 |0.66 [0.65 [0.64 [0.63 [0.59 [0.59 [0.59 [0.58 [0.57

12 [0.72 10.69 [0.69 [0.69 |0.69 [0.69 [0.67 |0.68 |0.66 [0.65 [0.64 [0.63 [0.59 [0.59 [0.59 [0.58 [0.57

13 [0.71 |0.69 10.69 [0.69 [0.69 [0.69 [0.67 [0.68 [0.66 [0.65 [0.63 |0.62 [0.58 [0.58 [0.58 [0.58 [0.56

14 [0.73 |0.69 10.69 [0.70 [0.69 [0.69 [0.68 [0.71 [0.67 [0.66 [0.66 |0.66 [0.59 [0.59 0.59 [0.59 [0.58

15 [1.00 |0.77 10.76 [0.77 [0.76 [0.77 [0.72 [0.77 [0.71 [0.70 [0.71 |0.71 [0.61 [0.61 |0.61 [0.61 [0.57

16 [1.00 [0.77 10.76 [0.76 [0.76 [0.76 [0.72 [0.77 [0.71 [0.70 [0.70 |0.70 [0.61 [0.61 |0.61 [0.61 [0.57

17 10.99 [0.76 [0.75 |0.76 |0.76 [0.76 [0.72 [0.77 |0.71 [0.70 (0.70 |0.70 |0.61 [0.61 [0.61 [0.61 |0.56

18 [1.00 [0.77 10.76 [0.76 [0.77 [0.77 [0.72 [0.77 [0.71 [0.70 [0.70 |0.71 [0.61 [0.61 |0.61 [0.61 [0.57

19 [0.77 [1.00 |1.00 [0.95 [1.00 |1.00 [0.74 [0.95 [0.73 [0.72 [0.70 |0.72 [0.62 [0.62 |0.62 [0.62 [0.59

20 [0.76 [1.00 |1.00 [0.95 [1.00 [1.00 |0.73 [0.95 [0.71 |0.70 [0.70 (0.71 |0.62 [0.62 [0.62 |0.61 [0.58

21 [0.76 [0.95 |0.95 |1.00 [0.95 [0.95 |0.74 [0.99 [0.72 |0.71 [0.72 [0.72 |0.63 [0.63 [0.63 0.62 [0.59

22 (0.77 (1.00 |1.00 |0.95 [1.00 [1.00 [0.74 0.95 [0.72 [0.71 |0.70 |0.72 [0.62 [0.62 [0.62 |0.62 [0.58

23 [0.77 [1.00 |1.00 10.95 [1.00 [1.00 |0.74 [0.95 [0.72 |0.71 [0.70 [0.72 |0.62 [0.62 [0.62 |0.62 [0.58

24 0.72 [0.74 10.73 |0.74 [0.74 [0.74 ]1.00 |0.73 [0.99 [0.99 |0.82 |0.99 [0.63 [0.63 [0.63 |0.63 [0.57




18

19

20

21

22

23

24

25

26

27

28

29

30

31

32

33

34

25

0.77

0.95

0.95

0.99

0.95

0.95

0.73

1.00

0.74

0.73

0.69

0.70

0.62

0.62

0.62

0.62

0.59

26

0.71

0.73

0.71

0.72

0.72

0.72

0.99

0.74

1.00

1.00

0.83

0.98

0.64

0.64

0.64

0.63

0.57

27

0.70

0.72

0.70

0.71

0.71

0.71

0.99

0.73

1.00

1.00

0.82

0.97

0.63

0.63

0.63

0.63

0.57

28

0.70

0.70

0.70

0.72

0.70

0.70

0.82

0.69

0.83

0.82

1.00

0.80

0.62

0.62

0.62

0.62

0.58

29

0.71

0.72

0.71

0.72

0.72

0.72

0.99

0.70

0.98

0.97

0.80

1.00

0.63

0.63

0.63

0.63

0.57

30

0.61

0.62

0.62

0.63

0.62

0.62

0.63

0.62

0.64

0.63

0.62

0.63

1.00

1.00

1.00

1.00

0.62

31

0.61

0.62

0.62

0.63

0.62

0.62

0.63

0.62

0.64

0.63

0.62

0.63

1.00

1.00

1.00

1.00

0.62

32

0.61

0.62

0.62

0.63

0.62

0.62

0.63

0.62

0.64

0.63

0.62

0.63

1.00

1.00

1.00

1.00

0.62

33

0.61

0.62

0.61

0.62

0.62

0.62

0.63

0.62

0.63

0.63

0.62

0.63

1.00

1.00

1.00

1.00

0.62

34

0.57

0.59

0.58

0.59

0.58

0.58

0.57

0.59

0.57

0.57

0.58

0.57

0.62

0.62

0.62

0.62

1.00

35

0.60

0.61

0.61

0.62

0.61

0.61

0.63

0.63

0.62

0.62

0.63

0.61

0.78

0.78

0.78

0.78

0.63

36

0.61

0.62

0.61

0.62

0.62

0.62

0.62

0.62

0.62

0.62

0.60

0.61

0.75

0.75

0.75

0.74

0.60

37

0.60

0.62

0.62

0.62

0.61

0.61

0.61

0.62

0.61

0.61

0.61

0.61

0.74

0.74

0.74

0.74

0.60

38

0.60

0.62

0.62

0.62

0.61

0.61

0.61

0.62

0.61

0.61

0.61

0.61

0.74

0.74

0.74

0.74

0.60

39

0.58

0.59

0.57

0.60

0.58

0.58

0.60

0.59

0.60

0.60

0.58

0.60

0.64

0.64

0.64

0.64

0.71

40

0.58

0.59

0.57

0.60

0.58

0.58

0.60

0.59

0.60

0.60

0.58

0.59

0.64

0.64

0.64

0.64

0.71

41

0.60

0.61

0.61

0.61

0.61

0.61

0.61

0.61

0.61

0.61

0.59

0.60

0.73

0.73

0.73

0.73

0.59

42

0.60

0.61

0.62

0.61

0.61

0.61

0.61

0.61

0.61

0.61

0.60

0.61

0.74

0.74

0.74

0.74

0.59

43

0.58

0.58

0.57

0.60

0.58

0.58

0.60

0.59

0.60

0.59

0.57

0.59

0.64

0.64

0.64

0.64

0.71

44.0

0.58

0.59

0.57

0.60

0.58

0.58

0.59

0.59

0.59

0.59

0.57

0.59

0.65

0.65

0.65

0.65

0.72

45.0

0.57

0.58

0.56

0.59

0.58

0.58

0.59

0.58

0.60

0.59

0.57

0.59

0.64

0.64

0.64

0.64

0.72

46.0

0.57

0.58

0.56

0.59

0.57

0.57

0.59

0.58

0.60

0.59

0.57

0.59

0.64

0.64

0.64

0.64

0.72

47.0

0.57

0.58

0.56

0.59

0.57

0.57

0.59

0.58

0.60

0.59

0.57

0.59

0.64

0.64

0.64

0.64

0.72




18(19(20(21 22|23 |24|25|26(27|28(29|30|31|32|33|34

48.0[0.57 10.58 [0.57 [0.59 |0.58 [0.58 [0.59 [0.58 [0.59 [0.59 [0.57 |0.59 [0.64 [0.64 0.64 [0.65 [0.72

49.0[0.57 10.58 [0.57 [0.59 |0.58 [0.58 [0.59 [0.58 [0.59 [0.59 [0.57 |0.59 [0.64 [0.64 0.64 [0.65 [0.72

50.0/0.59 [0.60 [0.58 [0.61 |0.59 [0.59 [0.61 |0.61 [0.61 [0.60 [0.60 [0.60 [0.66 [0.66 [0.66 [0.67 [0.66




35|36 |37 (383940 |41 |42 |43 |44 (45|46 |47 |48 |49 |50

1 [0.57 [0.57 [0.57 [0.57 [0.57 [0.57 [0.57 (0.56 [0.56 (0.56 [0.56 [0.56 [0.56 [0.56 [0.56 [0.55

2 [0.58 [0.58 [0.58 [0.58 [0.57 [0.57 [0.57 [0.57 [0.57 [0.56 [0.56 [0.56 [0.56 [0.56 [0.56 [0.56

3 [0.57 [0.58 [0.58 [0.58 [0.57 [0.56 [0.57 [0.57 [0.56 [0.56 [0.56 [0.56 [0.56 [0.56 [0.56 [0.56

4 [0.58 [0.58 (0.58 [0.58 [0.57 |0.57 [0.57 [0.57 |0.57 [0.56 [0.56 [0.56 [0.56 [0.56 [0.56 [0.56

5 [0.58 [0.57 [0.58 [0.58 [0.57 [0.57 [0.57 [0.57 [0.57 [0.56 [0.56 [0.56 [0.56 [0.56 [0.56 [0.56

6 [0.58 [0.57 [0.58 [0.58 [0.57 [0.57 [0.57 [0.57 [0.57 [0.57 |0.56 |0.56 |0.56 [0.56 [0.56 [0.56
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Figure S1. Age at Diagnostic Testing

This figure (on the next page) shows the distribution of age of diagnostic testing among
HCM patients. Age at testing is used as a proxy for age of onset, which is indicative of
phenotypic severity. Black indicates all patients, while red indicates patients with
variants classified “Pathogenic” by the manual classification process we used to
generate our training set. Both have a similar distribution. If our manual classification
process picked out the most phenotypically severe variants, we would expect the red
distribution to be skewed towards the left compared to the black distribution.
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Figure S2. MrBayes Control File

This control file was used in MrBayes to produce the MrBayes score. The file
“sequences.nex” referenced in this file contains the multiple sequence alignment for the
desired gene, in MrBayes Nexus file format.

begin mrbayes;
execute sequences.nex;
prset aamodelpr=fixed(equalin);
lset rates=gamma;
report siterates=yes;
mcmc ngen=1000000 filename=mybpc3 tree;
sump printtofile=yes;
sumt showtreeprobs=yes;
end;



Figure S3. Multiple Sequence Alignments

These are the three custom alignments we used, in FASTA format. The first is an
alignment of MYBPC3 used with PSIC, in ClustalW format. The second and third are
alignments of MYBPC3 and MYH7 used with MrBayes, in MrBayes Nexus file format.
All other alignments were produced using the PolyPhen-2 alignment pipeline.

Alignment 1 (MYBPC3 for PSIC)
CLUSTAL W (1.83) multiple sequence alignment

gi]172072588|ref NP 0 myosin binding protein C, cardiac [Danio
reri  —om oo
MPEPTKKIVSAFSKKPKSQTAEIGARVIFEAETEKPGVKVKWQRESKDILPSHKYTISAEDNKH
SLTINNIIQEDAVGYAVIAGMSKVKFELKIKESEVKG—-—-—-—-—————
VEKAKSPDPAAVEHKPEESKPEESKPEPKEPPPAPTENSAPESTGPPSDGVAPEALPESHQPDT
RODLTGLFTEKPHSGEVNVGENIIFIARVCGESLLKKPTVKWFKGKWMDLASKSGKHLQLKEHY

KVYTFEMHITAAKANFAGAYRCEVSSRDKEDSCNFDLIVHEART-TEGFDIRTAFRRTST——--
—————————— DAGDDSGELDFSALLKKRDSFVKTG-Q-RAVHVSTEPDVDVWDILQK-
APPSEYEKIAFQYGITDLRGMLKRLKKMKKEEKKSAAFLKKLDPAYQVEKGHKIKLETIEVANPD
AEVKWLKNGQETHPTGS--
KYIFESVGNKRFLTINNCSLSDDAAYMCVVGDEKTVTELFVKEPPVLIVRNLEDQMAMKGDRVE
FECEVSEEGAQVKWEKDGVELTRDESEFK--

YRFKKDGCKHVLI INDVTKEDCGHYRVKTNGGQSLAELMVQEKQLEVYQSTADLTVKAKDQAVE
KCEVSDENVKGIWYKNGVEVKPDARTLITHIGRIHKLTIDDVKPEDEGDYTEFVPEGFAF -
NLSAKLNFLEVKIDEVPRODPPKIHLDCMGRTAESTILVVAGNKLRLDVPITGDPAPTVIWTK-
GEKVLTDSDGRVHVESTKGHCIFTIEGAERQDEGVYSVIVRNPAGEDTADINVKVVDVPDPPEA
PRILSVGEDSCVVQWDAPREDGGOPVIGYVLERKKKKSYRWMRLNEFDPYKETTFEAKKMIEGVP
YEMRVYAVNAIGMSRPSAASQPFVPVAPTSEPIGLCVDDISDTTISLKWRTPERIGSAELEGYG
VEYCKEG--—m——————————————
SDEWIPAFSGLTERTSVIIRDLPTGEKMQEFRVRAYNMAGPSAPATLOQAVTIREIMORPKIWLP
RNLRQTLTIKKVGETINLVIPFQ-——--
GKPRPQVSWTKNDEPLDPKSVSIRNSDTDTILEFIRRSERKDSGKYDVQVQIENVEDKASVNIQT

DVPGPPONLKVMDVWGENVALEWKPPKDNGNCDITGYNIQKADKKTMEWYTVFEQYRRTNCVVS
DLIMGNEYVFRVYAANMVGLSPEPCLSKDSAYIQKTG-—-—————————
IVYKPPSYKDHDEFSEAPKEFTHPLKSRSVIAGYNATLSCSVRGIPKPKITWYKNKMDITNEAKYR
MEFSNQGVLTLEIRKPCPEFDGGVYMCKAVNDSGEDLVECKLEVRLPQVTKEDIKK-—-—-———=-———
gil|47230505|emb|CAF99 unnamed protein product [Tetraodon
nigrovirid -----------""-""-""-""-""-""""""""""""-~""-""""""""""—"—"—“"—"—"————~



GONITEFVAKVNEESLLKKPSVKWFKGKWMDLASKSGKHLOLKESYDRNTKVADSQTSGNPVFELP
AYSVFLHLVQVYTFEMOILAAKANFAGAYRCEVSSKDKEDSCNEFTLTVHDVCV-

EEGLDIRAAFRRTST----=--=—-—————— DGKEDSGELDFSTLLKKR-—-—-====———-——
AVHVSSEPEVDVWEILSK-
APSSEYEKTAFQHGITDLRGMLKRLKKMKKEEKKSAAFLRKLDPAYQVTKGHKIRLAVEVANAD
ADVKWLKNGQEFHPTG—---

RYIFESVGNMRYLTINNCSLADDAAYCCVVGEEKSTSELFVKEPPVLIVKNLEDQOMVMKGDRVE
LECEVSEEGANVKWEKDGVELTRDESFK--
YRFKKDGCKHILITINDATKEDCGHYKVKTNGGESMAELLVQEKELETIYQSTADLTVKAKDQALF
KCEVSDENVRGTWYKNGAEVKPDARINITHIGRIHKLTIDDVKPGDEGDYTEFVPDGYAY -
NLSAKLNFLEVKIDYVPRODPPKIHLDCMGRTAESTIVVVAGNKLRLDVPITGDPAPTVIWTK-
GEKVVTEGDGRVHVESTKGHCIFTIEGAERQDEGIYSVVVRNAAGEDTADINVKVVDVPDPPQE
VKILSVGEESCVVQWDPPAFDGGOPITIGYVLERKKKKSYRWMRLNEFDPYPETTYEAKRMIEGVA
YEMRVYAVNSIGMSRHSQASQPFVPVAPTSEPVGLCVDDISDTSIVLKWRPPERMGSVDLEGYG
VEYCKEG-—-—-——=-————————————
TDEWIPAAQGLTERTSLTIIRNLTTGDRLOQFRVRAYNMAGPSPAATLAQPTITIREIMORPKILLP
RNLRQTLIRRVGDTVNLVIPFQ-————
GKPRPKVTWSKNGEPLSSTLASIRNSEGDTILFIRKTEKTHSGKYDLOVQIENVEDTASVTLQV
VGRSDSRVWTSGGGSTGTLIFLLIRVLDLPGPPEVLKIVDVWGENVALEWKPPKDDGNCEITGY
TVOKADKKTMEWETVYDQYRRTHCIVSDLIMGNEYVEFRVFANNLVGPSPEPCGTKDSAYIQKTG
GOQPHVVTSSGVVYKPPTHKEHDLSEAPKFTRPLVSRSVIAGYTATLSCSVRGVPKPKVTWYKN
KMDLSNEAKYRMLSNHGVLTLEIRKPCPEFDGGVYTCKAVNDSGEDTVECKLEVRS -
QITKEDKKEESKKETHPAA------"-"--"-"- - ——

(LOC1T == m—mm - m
MPEPVKKTVSAFTKKPKTTEVTAGNTAVFEAETEKSGIKVKWORAGTEITESEKYVIKTEGNKH
SLTINNVGKEDDVTYAVIAGSSKVKFELKVKE-——-=-=—-—-————————
PEKSETVTPAEAVPAPAASESPAPPAESSONT - ———-—-————————— EVSSAETQ—-——-——-
PEEPLDPIGLEVARPODGEVTVGGNITFTAKVAGESLLKKPSVKWEFKGKWMDLGSKVGKHLOLH
DSYDRNT---—-----—-————————————— ——
KVYTFEMEITEANMTFAGGYRCEVSTKDKFDSSNESLTVNEAPV -
SGDLDIRAAFRRTSLAGGGRRMTSAFLSTEGHDDGAEFNESSLLKKRDSELRPS—
NRGEGKSESQSDVDVWDILRK-
APPTEYEKIAFQYGITDLRGMLKRLKRIKKEEKKSTAFLKKLDPAYQVDKGOQKIKLMVEVANPD
ADVKWLKNGQEIQVSGS—-
KYIFEAVGNKRILTINHCSLADDAAYECVVGDEKSFTELFVKEPPILITHPLEDQMVMVGERVE
FECEVSEEGATVKWEKDGIELTREETEFK--
YREFKKDGKKQYLTINESTKEDSGHYTVKTNGGVSVAELIVQEKKLEVYQSTADLTVKARDQAVE
KCEVSDENVKGIWLKNGKEVIPDERIKISHIGRIHKLITIEDVTPEDEADYSEFIPQGFAY-
NLSAKLQFLEVKIDEFVPREEPPKIHLDCLGQSPD-TIVVVAGNKLRLDVPVSGDPTPTVIWQOK-
VNKRNDLLRNS-
EDSMTPSENSSDLNTDNKLLFESEGRVRVEMHEDHCVFITEGAEKEDEGVYRVILKNPVGEDKA
DITVKVIDVPDPPEAPTISNIGEDYCTVQWQPPKYDGGOPVLGY ILERKKKKSYRWMRLNEDLL



KELTYEAKRMIEGVVYEMRIYAVNSIGMSRPSPASQPEFMPIAPPSEPTHETVEDVSDSTVSLKW
RPPERIGAGGLDGYMVEYCKDG--=-=-=-==-—==-—=—-———————
STEWIPALPGLTERTSALIKDLVTGDKLYFRVKAVNLAGESGAATIKEPVTVQEILQRPKFWLP
ROLROQTLVKKVGETINIVIPFQ-——--
GKPRPKITWLKDGQTLDSKDVGIRNSNTDTILFIRKAELHHSGAYEVTLOQIENMSDKVAITIQI

DKPGPPONIKLVDVWGFNAALEWTPPODDGNAQILGYTVQKADKKTMEWYTVEDHYRRTNCIVS
DLIMGNEYFFRIFSENLCGLSETAATTKNPAHIQKTG-—-——=——————
TTYKPPCYKEHDEFSEAPKFTHPLVNRSVIAGYNTTLSCAVRGIPKPKIFWEFKNKMDLSGDAKYR
MFSKQGVLTLEIRKPTPFDGGIYTCKAVNECGEAE ITECRLDVRGNQMNPMDNPNKAMKRVMGS -
splQ90688 |MYPC3 CHICK Myosin-binding protein C, cardiac-type
05=Gal -----——"""""""—— e~ ————
MPEPAKKAVSAFTKKPKTTEVAAGSTAVFEAETEKTGIKVKWQRAGTEITDSEKYATKAEGNKH
SLTISNVGKDDEVTYAVIAGTSKVKFELKVKE-———-——=-————————
PEKSEPVAPAEASPAPAASELPAPPVESNOQNP-—-——-—-————————— EVPPAETQ-——-——-
PEEPVDPIGLEVTRPODGEVTVGGNITFTAKVAGESLLKKPSVKWFKGKWMDLASKVGKHLQLH
DNYDRNN-=----=-=—-—-— === —————————

KVYTFEMEI IEANMTFAGGYRCEVSTKDKFDSSNENLIVNEAPV -
SGEMDIRAAFRRTSLAGGGRRMTSAFLSTEGLEESGELNEFSALLKKRDSFLRTA-
NRGDGKSDSQPDVDVWEILRK-
APPSEYEKIAFQYGITDLRGMLKRLKRIKKEEKKSTAFLKKLDPAYQVDKGQKIKLMVEVANPD
ADVKWLKNGQEIQVSGS—-
KYIFEAIGNKRILTINHCSLADDAAYECVVAEEKSFTELFVKEPPTILITHPLEDQMVMVGERVE
FECEVSEEGATVKWEKDGVELTREETFK--
YREKKDGKKQYLIINESTKEDSGHYTVKTNGGVSVAELIVQEKKLEVYQSTIADLTVKARDQAVE
KCEVSDENVKGIWLKNGKEVVPDERIKISHIGRIHKLTIEDVTPGDEADYSFIPQGFAY -
NLSAKLQFLEVKIDEFVPREEPPKIHLDCLGQSPD-TIVVVAGNKLRLDVPISGDPTPTVIWQK-
VNKKGELVHQSNEDSLTPSENSSDLSTDSKLLFESEGRVRVEKHEDHCVEFITEGAEKEDEGVYR
VIVKNPVGEDKADITVKVIDVPDPPEAPKISNIGEDYCTVQWQPPTYDGGQPVLGYILERKKKK
SYRWMRLNFDLLKELTYEAKRMIEGVVYEMRIYAVNSIGMSRPSPASQPFMPIAPPSEPTHEFTV
EDVSDTTVALKWRPPERIGAGGLDGYIVEYCKDG-—-=-=-=-=-—===————————
SAEWTPALPGLTERTSALIKDLVTGDKLYFRVKAINLAGESGAATIIKEPVTIVQEIMQRPKICVP
RHLROTLVKKVGETINIMIPFQ—-———-
GKPRPKISWMKDGQTLDSKDVGIRNSSTDTILFIRKAELHHSGAYEVTLOQIENMTDTVATITIQT

DKPGPPONIKLADVWGEFNVALEWTPPODDGNAQILGYTVQKADKKTMEWYTVYDHYRRTNCVVS
DLIMGNEYFFRVESENLCGLSETAATTKNPAYIQKTG-—===-=—————
TTYKPPSYKEHDEFSEPPKFTHPLVNRSVIAGYNTTLSCAVRGIPKPKIFWYKNKVDLSGDAKYR
MFSKQGVLTLEIRKPTPLDGGEFYTCKAVNERGEAETECRLDVRVPQ--—-=----———-———————
tr|A9JTS4 |A9JTS4 XENT Mybpc3 protein OS=Xenopus tropicalis
GN=mybpc  -————==""="="="—"="——"—— ==~~~ ————
————————————— MPEPVKK--
SAFTKKPKSEEVSVGGTVTFAAETDKPGLKVKWQRNNVDITANERFAIKSEGKQHSLTISNATA
EDEVVYAVIAGTSKVKFELKVKE-—--------—-—-———— QEKTE-



EAPAPAPAAPEASEAPAPPAPDSSAPPPTETAEGEAKPPESAEATAIQ-———-——
PEPPKDEIGLEFLERPKDAEITVGSNIKFTARIAGANLIKKPVVKWEFKGKWMDLTSKVGKHLQLH
EIYDRNT--———————————————————————
KIYTFEIQIIQAKTTYAGGYRCEVSSKDKEDSCNEFNLAVHEVST-SGEVDIRAAFRRTG-———-

—————————— DGAEEAGELDFSALLKKRD---------NEPKQGAEPDVDVWDILKK-
APPSEYEKTIAFQYGITDLRGLLKRLKKMKKEEKKSEAFLKKMDPAYQIDKGQKMKLVVEVANPD
AEVKWLKNGQEIRVSGS—--

KYIFESIGNKRILTINNCSLADDAAYQCVIGEEKCFTELEFVREPPVQILHSLEDQMVMVGERVE
FECEVSEEGAQVKWEKDGVELTREETEFK--
YRFKKDGKKHFLITINETTLEDGGNYKVKTNGGESVAELMVOQEKQLEVLODVADLTVKAKEQAVE
KCEVSDETVTGIWVKNGKEVIPNNRIKITHIGRVHKLTIDDVVPQODEGDYSFIPNGFAF -
SLSAKLHFMEVKIDEVPRQEPPKIKLDCMSQCAD-TITVVAGNKLRLDVPISGDPAPTVVWMK-

LISEVDGRVHVETHADHCVFIIEGAEKSDEGAYTVLVKNEAGEDKANINVKVIEVPDPPESPKI
SNIGEDFCTVQWDPPKYDGGOPVLGYILERKKKKSYRWMRLNYDLVKELTYESKRMIEGVVYEM
RIYAVNSIGMSLPSQPSQPFMPIAPTSEPTQLVVEDVSDTSISLKWRPPERIGAGGLDGYTVEY

STEWVPALOQGLTERNSVMIRDLPTGERLTFRVRAINLAGPSEPCTMKEPVTIREIMORPKIWLP
RYLROKLIKKVGETVNIVIPFQ-—-——-—
GKPRPVVTWLKDGOQPVDPKQVGIRNSEADTILFTIRKAERDHSGEYKVQIQIENCEDSATICIQT

DKPSASQKLKIVEIWGENVALEWAPPODDGNTEITGYTVQKADKKTMEWEFTVEFEHYRRTHCVVS
DLIMGNEYYFRVEFSENMCGLSEKPCTTKNSAYIQKTG-—-—-—-——-—————

TAYKPPTYKDHEFDEAPKFTHPLNDRSVVAGYNATLSCAVRGIPKPKITWYKNKMDLSMEARYR
SFSKQGVLTLEVRKPSPFDGGLYTCKAVNEHGVAETECRLEVRVPQ----—-—————————————

OS=HO  ——mm oo
MPEPGKKPVSAFSKKPRSVEVAAGS PAVFEAETERAGVKVRWORGGSDI SASNKYGLATEGTRH
TLTVREVGPADQGSYAVIAGSSKVKFDLKVIE-——=-—=-——=-—~~ AEKAEPMI,—--—-~-
APAPAPAEATGAPGEAPAPAAELGESAPSPKGSSSAALNGPT---—
PGAPDDPIGLFVMRPQDGEVTVGGSITFSARVAGASLLKPPVVKWFKGKWVDLSSKVGQHLOLH
DSYDRAS————==——=——=——————— o
KVYLFELHITDAQPAFTGSYRCEVSTKDKFDCSNFNLTVHEAMG -

TGDLDLLSAFRRTSLAGGGRRIS—————- DSHEDTGILDESSLLKKSSSERTP—-———
RDSKLEAPAEEDVWEILRQ-
APPSEYERIAFQYGVTDLRGMLKRLKGMRRDEKKSTAFQKKLEPAYQVSKGHKIRLTVELADHD
AEVKWLKNGQETIQOMSGS—-

KYIFESIGAKRTLTISQCSLADDAAYQCVVGGEKCSTELFVKEPPVLITRPLEDQLVMVGQRVE
FECEVSEEGAQVKWLKDGVELTREETEFK--

YRFKKDGORHHLT INEAMLEDAGHYALCTSGGQALAELIVQEKKLEVYQSTADLMVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFAC-
NLSAKLHFMEVKIDEFVPROQEPPKIHLDCPGRIPD-
TIVVVAGNKLRLDVPISGDPAPTVIWQKATITQGNKAPARPAPDAPEDTGDSDEWVEDKKLLCET
EGRVRVETTKDRSTIFTVEGAEKEDEGVYTVTVKNPVGEDQVNLTVKVIDVPDAPAAPKISNVGE
DSCTVOWEPPAYDGGOPILGYILERKKKKSYRWMRLNEFDLIQELSHEARRMIEGVVYEMRVYAV



NAIGMSRPSPASQPFMPIGPPSEPTHLAVEDVSDTTVSLKWRPPERVGAGGLDGYSVEYCPEG-
CSEWVAALQGLTEHTSILVKDLPTGARLLFRVRAHNMAGPGAPVTTTEPVTVQEILQORPRLOLP
RHLROTIQKKVGEPVNLLIPFQ-——--

GKPRPOQVTWTKEGQPLAGEEVSIRNSPTDTILFIRAARRVHSGTYQVTVRIENMEDKATLVLQV

DKPSPPODLRVTDAWGLNVALEWKPPODVGNTELWGYTVQKADKKTMEWFTVLEHYRRTHCVVP
ELIIGNGYYFRVFSONMVGFSDRAATTKEPVFIPRPG-——-—-—-—-————-
ITYEPPNYKALDFSEAPSFTQPLVNRSVIAGYTAMLCCAVRGSPKPKISWFKNGLDLGEDARFR
MFSKQGVLTLEIRKPCPEFDGGIYVCRATNLOQGEARCECRLEVRVPQ—-———————=——-———————
gi]114637607|ref|XP 5 PREDICTED: protein C, cardiac [Pan
troglodyte ---—-"—"""-"-""-"""""""""""“"“"“"—"—~—(—~"—(—~—(—~—(—~—(—~—(———————
MPEPGKKPVSAFSKKPRSVEVAAGSPAVFEAETERAGVKVRWQRGGSDISASNKYGLATEGTRH
TLTVREVGPADQGSYAVIAGSSKVKFDLKVIE--————-—-—-—-—————— AEKAEPML—-——-—-—-—
APAPAPAEATGAPGEAPAPAAELGESAPSPKGSSSAALNGPT——-—--
PGAPDDPIGLEVMRPODGEVTVGGSITFSARVAGASLLKPPVVKWFKGKWVDLSSKVGQHLQLH
DSYDRAS-—-—-—-—————=—=—=——=———————————
KVYLFELHITDAQPAFAGGYRCEVSTKDKEFDCSNENLTVHEAMG-TGDLDLLSAFRRT——-—-——
——————————————————————————————————————— DSKLEAPAEEDVWEILRQ-
APPSEYERIAFQYGVTDLRGMLKRLKGMRRDEKKS—-—-—-=-=-=-==-—-—-—-—-
TEACLLPLSTCVSLTRFPATSLR-—————— PPP—-
RYIFESIGAKRTLTISQCSLADDAAYQCVVGGEKCSTELFVKEPPVLITRPLEDQLVMVGQRVE
FECEVSEEGAQVKWLKDGVELTREETFK--
YRFKKDGRRHHLIINEATLEDAGHYALCTSGGQALAELIVQEKKLEVYQSIADLMVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFAC-
NLSAKLHFMEVKIDFVPRQEPPKIHLDCPGRIPD-
TIVVVAGNKLRLDVPISGDPAPTVIWQKAITQGNKAPARPAPDAPEDTGDSDEWVEFDKKLLCET
EGRVRVETTKDRSIFTVEGAEKEDEGVYTVTVKNPVGEDQVNLTVKVIDVPDAPAAPKISNVGE
DSCTVOWEPPAYDGGQPILGYILERKKKKSYRWMRLNEDLIQELSHEARRMIEGVVYEMRVYAV
NAIGMSRPSPASQPFMPIGPPSEPTHLAVEDVSDTTVSLKWRPPERVGAGGLDGYSVEYCPEG—
CSEWVAALQGLTEHTSILVKDLPTGARLLFRVRAHNMAGPGAPVTTTEPVTVQEILQRPRLQOLP
RHLROTIQKKVGEPVNLLIPFQ—-——-
GKPRPOQVTWTKEGQPLAGEEVSIRNSPTDTILFIRAARRVHSGTYQVTVRIENMEDKATLVLQV

DKPSPPOQDLRVTDAWGLNVALEWKPPODVGNTELWGYTVQKADKKTMEWEFTVLEHYRRTHCVVP
ELIIGNGYYFRVESONMVGFSDRAATTKEPVFIPRPG——--————-———
ITYEPPNYKALDEFSEAPSEFTQPLVNRSIIAGYTAMLCCAVRGSPKPKISWEFKNGLDLGEDARFEFR
MFSKQGVLTLEIRKPCP- """~ ————— ————— ————— — —
gil109106380|ref|XR 0 PREDICTED: Macaca mulatta protein C,
cardiaCc  —-m-mT oo



APAPAPAFEATGTPGETLAPAAELGESAPSPEGSSSAARNDPT———--
PGAPDDPIGLEVMRPODGEVITVGGSITEFSARVAGASLLKPPVVKWEFKGKWVDLSSKVGQHLQLH
DSYDRAS—-—-——————————————————————
KVYLFELHITDAQPAFTGGYRCEVSTKDKEDCSNENLTVHEAVG—
TGDLDLLSSFRRTSLAGGGRRIS—-—-—-—--- DSHEDAGILDEFSSLLKKSSSEFRTP—-—--—
RDSKLEAPAEEDVWEILRO-
APPSEYERTAFQYGVTDLRGMLKRLKGMRRDEKKSTAFQKKLEPAYQVSKGHKIRLTVELADPD
AEVKWLKNGQEIQMSGS—--
KYIFESIGAKRTLTISQCSLADDAAYQCVVGGEKCSTELEFVKEPPVLITRPLEDQLVMVGQRVE
FECEVSEEGAQVKWLKDGVELTREETEFK--

YRFKKDGRRHRLI INEATLEDMGHYALRTSGGOALAELIVQEKKLEVYQSTADLTVGAKDQAVFE
KCEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSEVPEGFAC-
NLSAKLHFMEVKIDEFVPRQEPPKIHLDCPGRIPD-
TIVVVAGNKLRLDVPISGDPAPTVIWQKAITQGNKSPARPAPDAPEDAGDSDEWVEDKKLLCET
EGRVRVETTKDRSTFTVEGAEKEDEGVYTVTVKNPVGEDRVNLTVKVIDVPDAPAAPKVSNVGE
DSCTVOWEPPAYDGGQPVLGYILERKKKKSYRWMRLNFDLIQELSHEARRMIEGVVYEMRVYAV
NAIGMSRPSPASQPFMPIGPPSEPTHLAVEDASDTTVSLKWRPPERVGAGGLDGYSVEYCPEGG

CSEWVAALRGLTEHTSILVKDLPTGARLLFRVRAHNMAGPGAPVTTTEPVTVQEILQORPRLOLP
RHLROQTIQKKVREPVNLLIPFQLFLPSGOPRPOVIWTKEGQPLA-—--—-=-=-=—-—-——————————

famé -----------------"----"- - -\ ---------"""""-"""-"""""""""—"—-
MPEPGKKPVSAFSKKPRSAEVAAGSPAVFEAETERSGVKVRWQRGGSDISASDKYGLAAEGTRH
TLTVRDVGPADQGSYAVIAGSSKVKFDLKVIE-———---——--————
AEKAETVPGPASVPAPAPAPAEAPGAPGEALASATEEKGGSSSPEGSSSAAPDG-——-——-
SGAPDDPIGLFVMRPODGEVTAGGSITFSARVAGASLLKPPTVKWFKGKWVDLSSKAGQHLQLH
SSYDRTS-———————"—"""""""""""""-———
KVYLFELHITDAQPTSAGGYRCEVSTKDKEDSCNENLTVHEAVG-

PGDLDLRSAFRRTSLAGSGRRIS—————- DSHEDAGTLDESSLLKKRDSEFR-—————
RDSRLEAPAEEDVWEILRQ-
ASPSEYERTIAFOQHGVTDLRGMLKRLKGMKRDEKKSTAFQKKLEPAYQVSKGHKIRLTVELADPD
ADVKWLKNGQETIQOMSGS—-

KYIFESVGAKRTLTISQCSLADDAAYQCVVGGEKCSTELFVKEPPVLITRPLEDQLVMVGQRVE
FECEVSEEGAQVKWLKDGVELTREETEFK--

YRFKKDGORHHLT INEATLEDAGHYALRTSGGQALAELIVQEKKLEVYQSTADLTVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFAC-
NLSAKLHFMEVKIDEFVPROQEPPKIHLDCPGRKPD-
TIVVVAGNKLRLDVPISGDPAPTVIWQKTITQKNKVPAGPAPDASGDAAASDEWVEFDKKLLCET
EGRVRVETTKDRSTIFTVEGAEKEDEGVYVVTVKNPVGEDQVNLTVKVIDVPDAPAAPKISNVGE
DSCTVOWEPPAYDGGOPVLGY ILERKKKKSYRWMRLNFDLLRELSHEARRMIEGVVYEMRVYAV



NAIGMSRPSPASQPFMPIGPPSEPTHLAVEDVTDTTVSLKWRPPERAGAGGLDGYSVEYCRED-
CSEWVTALQGLTEHTAVLVKDLPTGARLQFRVRAHNMAGPGAPVTTQEPVTVQEILORPRLOLP
RHLROTIQRKVGEPVNLLIPFQ-——--

GKPRPOQVTWTKEGQPLAGEEVSIRNSPTDTILFIRAAHRAHSGTYQVMLRIENMEDKATLVLQI

DKPSPPODIRVAEAWGENVALEWKPPODYGNTEIWGYTVQKADTKTMEWEFTVLEHYRRTHCVVS
ELIIGNGYYFRVFSHNMVGPSDKAATTKEPVFIPRPG-——-—-—-—-————-
ITYEPPSYKALDEFSEAPSFTRPLVNRSVIAGYNATLCCAVRGSPKPKISWEFKNGLDLGKDARFER
MFSKQGVLTLEIRKPCPFDGGIYVCRAINLOQGEAQCECRLEVR-————==—————— VPQ————--
gi]1194217890|ref|XP 0 PREDICTED: similar to cardiac myosin
pbinding ---------------"-"------ "\t """ """"""\—"—" (=
MPEPGKKPVSAFSKKPRSAEVAAGSPAVFEAETERAGLKVRWQRAGSDISASDKYGLAAEGTRH
TLTVRDVGPADQGSYAVIAGSSKVKFDLKVIE--————-—-—-——————— PEKTEPVP—-—=-——-
SPAPTPAEAPGAPREALASATEAEGGSPSPEGSSSAAPDG—-—-—-——-
PGAPDDPIGLEVMRPODGEVTVGGSITFSARVAGASLLKPPMVKWFKGKWVDLSSKVGQHLQLH
DSYDRAS-—-—-—-—————=—=—=——=———————————
KVYLFELHITDAQATFTGGYRCEVSTKDKEDSCNENLTVHEAIG-PGDLDLRSAFRRT——-—-——
——————————————————————————————————————— DSRLEAPAEEDVWEILRQ-
APPSEYERIAFQHGITDLRGMLKRLKGMRRDEKKSTAFQKKLEPAYQVSKGHKIRLTVELANPD
AEVKWLKNGQEIQMSGS—-
KYIFESIGAKRTLTISQCSLADDAAYQCVVGGEKCSTELFVKEPPVLITRPLEDQLVMVGQRVE
FECEVSEEGAQVKWLKDGVELTREETEFK--
YRFKKDGQRHHLIINEATLEDAGHYALHTSGGQALAELIVQEKKLEVYQSIADLTVGAKDQAVFE
KCEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFAS—
NLSAKLHFMEVKIDFVPRQEPPKIHLDCPGRVPD-
TIVVVAGNKLRLDVPISGDPAPTVIWQKTITQGNKVPAGPAPDAPGDAGASDEWVEFDKKLLCET
EGRVRVETTKDRSVFTLEGAEKEDEGVYIVTVKNPVGEDQVNLTVKVIDVPDAPAAPKISNVGE
DSCTVOWEPPAYDGGQPILGYILERKKKKSYRWMRLNEDLLRELSLEAKRMIEGVVYEMRVYAV
NAIGMSRPSPASQPFMPIGPPSEPTHLAVEDVSDTTVSLKWRPPERVGAGGLDGYSVEYCREG-
GSEWVAALQGLTEHTSLLVKDLPTGARLLFRVRAHNVAGPGAPVTTKEPVTVQEILQRPRLQLP
RHLROQTIHRRVGEPVNLLIPFQ—-—-—-—-
GRPRPOQVTWTKEGQPLAGEEVSIRNSPTDTILFIRAARRTHSGTYQVTLRIENMEDEATLVLQI

DKPSPPODIRVAEAWGENVALEWKPPODDGNTEIWGY TVOKADKKTMEWEFTVLEHYRRTHCVVS
ELIIGNGYYFRVFSHNMVGPSDKAATTKEPVFIPKAG-———-———————

ITYESPSYKALDFLEAPSFTRPLVNRSVIAGYNATLSCAVRGSPKPNISWFKNGLDLRDDARFR
TESKOGLLTLEIRKPCPEFDGGIYVCRATNLOGEAQCECRLEVRGVKAQVGAPSSGQFPEEQPPG

tr|QO0VD56[1Q0VD56 BOVI Myosin binding protein C, cardiac 0OS=Bos
taur oo m e



APAPAPTEAPGAPGEAPTSAPEVEAGAPSPEESSSAAPEG-—————-
PSAPGDPIGLEVMRPODGEVITVGGTITEFSARVAGASLLKPPVVKWEFKGKWVDLSSKVGQHLQLH
DSYDRTS-—-—-—-—-=—==—=—=—————————————
KVYLFELRIMDAQTTFAGGYRCEVSTKDKFDSCNENLTVHEAVG-
PGDVDLRSTFRRTSLAGGSRRIS——-—-—--- DSHEDAGTLDEFSSLLRKSS—-—---L-—---—
RTPRLEAPAEEDVWEILRO-
APPSEYERTAFQHGVTDLRGMLKRLKGIKRDEKKSTAFQKKLOQPAYQVSKGHKIRLMVELADPD
AEVKWLKNGQEIQMSGS—--
KYIFESIGAKRTLTISQCSLADDAAYQCVVGGEKCSTELEFVKEPPVLITRPLEDQLVMVGQRVE
FECEVSEEGAQVKWLKDGVELTREETEFK--

YRFKKDGOKHHLTI INEATLEDAGHYALRTSGGOALAELIVQEKKLEVYQSTADLTVGSKDQAVFE
KCEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFAC-
NLSAKLHFMEVKIDEFVPRQEPPKIHLDCPGRVPD-
TIVVVAGNKLRLDVPISGDPAPTVIWQKAITKGNKVPAGPAPDASEESGAGDEWVEDKKLLCET
EGRVRVETTKDRSTFTVEGAEREDEGVYVVTVKNPVGEDQVSLTVKVIDVPDAPAAPEISKVGE
DSCTVCWEPPAYDGGQPVLGYILERKKKKSYRWMRLNFDLLRELSHEARRMIEGVIYEMRVYAV
NAVGMSRPSPASQPFMPIGPPSEPTHLAVEDISDTTVSLKWRPPERAGAGGLDGYSVEYRREGS
GSAWVSALPGLIERTSLLVKDLPTGARVLFRVRAHNLAGAGPPVTTKEPVTVQELLOQRPRLOLP
RHLROQTIQKKVGEPVNLLIPFQ-——--
GKPRPOQVTWTKEGQPLAGEEVSIRNSPTDTILFIRAAHRAHSGTYQVTLRVEDMEDKAQLVLQV

DKPSPPODIQVAEAWGENVALEWKPPODDGNTELWGYTVQKADKKTMEWEFTVLEHYRHTHCVVS
ELIIGNSYYFRVFSHNTVGPSDTAATTKEPVLIPRPG-——————————
ITYELPKYKALDFSEAPSFTRPLVNRSVIAGYNTTLCCAVRGSPKPKISWFKNGLDLGKDARFR
MESKQGVLTLEIRKPCPFDGGIYACRATNLEGEAQCECRLEVRVPQ-—-—-—==—==—————————
gi]157824043|ref NP _0 myosin binding protein C, cardiac [Rattus
NOY @ —————mmm e

TLTVRDVGPDDQGSYAVIAGSSKVKFDLKVTE-—-—===—=———————— PAPPEKAES———---
AVAPTSMEAPETPKEVPALATQLEGNVSSPEGSVSVTQDGSVAGS -
QGAPDDPIGLFLMRPODGEVTVGGSIVESARVAGASLLKPPVVKWEKGKWVDLSSKVGQHLQLH
DSYDRAS-——-—-—--------—-———————————
KVYLFELHITDAQATSAGGYRCEVSTKDKEFDSCNENLTVHEATIG-
SGDLDLRSAFRRTSLAGTGRRTS————-- DSHEDAGTLDEFSSLLKK-SSFR-—-—-——-—
RDSKLEAPAEEDVWEILRO-
APPSEYERTIAFOHGVTDLRGMLKRLKGMKHDEKKSTAFQKKLEPAYQVNKGHKIRLTVELADPD
AEVKWLKNGQEIQOMSG—---
RYIFESIGAKRTLTISQCSLADDAAYQCVVGGEKCSTELFVKEPPVLITRSLEDQLVMVGQORVE
FECEVSEEGAQVKWLKDGVELTREETEFK--

YRFKKDGRKHHLT INEATLEDAGHYAVRTSGGQALAELIVQEKKLEVYQSTADLAVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDNRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFAC-
NLSAKLHFMEVKIDEFVPRQEPPKIHLDCPGSTPD-
TIVVVAGNKLRLDVPISGDPAPTVIWQKTITQGKKASAGPPPGAPEDAGADEEWVEFDKKLLCET
EGRVRVETTKDRSVFTVEGAEKEDEGVYTVTVKNPVGEDQVNLTVKVIDVPDAPAAPKISNVGE



DSCIVOWEPPAYDGGOPVLGY ILERKKKKSYRWMRLNEFDLLRELSHEARRMIEGVAYEMRVYAV
NAVGMSRPSPASQPFMPIGPPGEPTHLTVEDVSDTTVSLKWRPPERVGAGGLDGYSVEYCQEG-
CSEWVTALQGLTERTSLLVKDLPTGARLLFRVRAHNVAGPGGPITITKEPVTVQEILORPRLOLP
RHLROQTIQKKVGEPVNLLIPFQ-———-—

GKPRPOQVTWTKEGQPLAGEEVSIRNSPTDTILFTIRAAHRTHSGTYQVTVRIENMEDKATLVLQT

DKPSPPLDIRVVETWGFSVALEWKPPQDDGNTEIWGYTVQKADKKTMEWFTVLEHYRQTHCVVS
ELTTIGNGYYFRVFSHNMVGSSDRAAATKEPIFIPRPG--—-————————
ITYEPPKYKALDFSEAPSFTQPLTNRSITIAGYNAILCCAVRGSPKPKISWFKNGLDLGEDARFR
MFCKQGVLTLEIRKPCPYDGGVYVCRATNLQGEAQCECRLEVRVPQ-—-————==——————————
sp|070468 |MYPC3 MOUSE Myosin-binding protein C, cardiac-type
O0S=Mus  -——7—"————————————-—--- - - ——————-————————————————

QGAPDDPIGLFLMRPODGEVTVGGSIVEFSARVAGASLLKPPVVKWEFKGKWVDLSSKVGQHLQLH
DSYDRAS-——--—---—-—-———————————————
KVYLFELHITDAQTTSAGGYRCEVSTKDKFDSCNENLTVHEATIG-
SGDLDLRSAFRRTSLAGAGRRTS-—---- DSHEDAGTPDEFSSLLKKRDSFR-—-—-——-—
RDSKLEAPAEEDVWEILROQ-
APPSEYERIAFQHGVEACHRPLKRLKGMKQODEKKSTAFQKKLEPAYQVNKGHKIRLTVELADPD
AEVKWLKNGQEIQMSGS--
KYIFESVGAKRTLTISQCSLADDAAYQCVVGGEKCSTELFVKEPPVLITRSLEDQLVMVGQRVE
FECEVSEEGAQVKWLKDGVELTREETEFK--

YRFKKDGRKHHLTI INEATLEDAGHYAVRTSGGQSLAELIVQEKKLEVYQSTADLAVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDNRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFAC-
NLSAKLHFMEVKIDEVPROQEPPKIHLDCPGSTPD-
TIVVVTGNKLRLDVPISGDPAPTVVWQKTVTQGKKASAGPHPDAPEDAGADEEWVEFDKKLLCET
EGRVRVETTKDRSVFTVEGAEKEDEGVYTVTVKNPVGEDQVNLTVKVIDVPDAPAAPKISNVGE
DSCTVOWEPPAYDGGOPVLGY ILERKKKKSYRWMRLNEFDLLRELSHEARRMIEGVAYEMRVYAV
NAVGMSRPSPASQPFMPIGPPGEPTHLAVEDVSDTTVSLKWRPPERVGAGGLDGYSVEYCQEG-
CSEWTPALQGLTERRSMLVKDLPTGARLLEFRVRAHNVAGPGGPIVTKEPVTVQEILORPRLQLP
RHLROQTIQKKVGEPVNLLIPFQ-—-—--
GKPRPQVTWTKEGQOPLAGEEVSIRNSPTDTILFIRAARRTHSGTYQVTVRIENMEDKATLILOT

DKPSPPODIRIVETWGEFNVALEWKPPOQDDGNTE IWGYTVQKADKKTMEWEFTVLEHYRRTHCVVS
ELIIGNGYYFRVFSHNMVGSSDKAAATKEPVFIPRPG-———-———————
ITYEPPKYKALDFSEAPSFTQPLANRSITAGYNATILCCAVRGSPKPKISWEFKNGLDLGEDARFR
MFCKQGVLTLEIRKPCPYDGGVYVCRATNLQGEAQCECRLEVRVPQ-—-————=———————————
gil126332728 | ref|XP 0 PREDICTED: hypothetical protein
[Monodelphis  ----—7--7-—---——"-————"—"————————— - —————————



MPEPGKKAVSAFSKKPKSAEAAVGSSALFEAETERAGLKLRWQRAGSDISASDKYVLTSEGTRH
TLTVODVOPDDOQGLYAAIAGTSKVKFELKVKE-—---=-=-—-—-——————— AAPGLSLG—-—-—---
QEAAPWAPKDTPSPGEGLLPSGPPVPGDASGPGSEGCPPNS————---
EEASGDPIGLEVSRPODGEVTVGDSITESAQVAGASLLKPPVVKWEKGKWMDLSGKVGKNLQOLH
DSYDRAS—-—-——————————————————————
KVYLFELHISEVQAAYAGGYRCEVSTKDKFDSCNENLTVHEATIG-
PADLDLRSAFRRPSLPGGNRRTSG-——-—- DGHDDAGSLDESSLLKKRDLERLVG-A-
RDPKLEAPAEEDVWEILRT-
APPSEYERTAFQHGVTDLRGMLKRLKGMKKDEKKSAAFLKKLEPAYQVNKGQKIRLVVEVADPD
AEVKWLKNGOPIQOMSGS—-
KYIFESAGNKRMLTISQCSLADDAAYQCMVGGDKCSTELEFVKEPPVLITRGLEDOQMVTVGQRVE
FECEVSEEGAPVKWLKDGVELTREETEFK--

YRFKKDGRKHHLI INEATLEDSGHYATRTSGGOALAELIVQEKTLEVYONIADLTVGARDQAVFE
KCEVSDENVKGVWLKNGRELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSEVPEGFAC-
NLSAKLHFMEVKIDEFVPRQEPPKIHLDCPGRTPD-
TIVVVAGNKLRLDVPISGDPAPTVIWQKASQESK-—————
TPDPATEVGDSSEWVFEKKLLCETEGRVRVETHKDRSIFTVEGAEKEDEGVYTVTVKNPVGEDQ
VNITVKVIDVPDPPAAPKISNVGEDSCTVOWQPPAYDGGQPILGYILERKKKKSYRWMRLNEDL
LRELSHEARRMIEGVVYEMRVYAVNATIGMSRPSPASQPFMPIGPPSEPTHLGVEDISDSSVTLK
WRPPERVGAGGLDGYSVEYCREG--=---=-=-===————————
SSEWVSALOSLTERTSLLVKELPTGARLLFRVRAHNLAGPSAPAITKEATITVQEILERPRLRLP
RHLROQTVORKVGEPVNILIPFQ-———-—
GKPRPOQVTWTKEGQPLAGNDVSIRNSPTDTILFIRTAHRAHSGTYQVAVQIENMEDTATLVLQT

DRPSPPQEVRVTETWGFNVALEWKPPQOQDDGNTELWGYTVQKADKKTMEWFTVLEHYRRTHCVVS
ELIMGNNYYFRVFSHNMVGASEKAATTKEPVFIPKIG-——————————
LTYQPPTYKALDFSEAPSFTQPLVNRSVIAGYNAVLCCSVRGSPKPKISWFKNGLDLGEDARFR
MESKQGVLTLEIRKPCPFDGGAYVCRATNAQGEAQCECRLEVRGKDVV---=-==-==————————
gi]157823379|ref NP 0 myosin binding protein C, fast-type
[Rattus n = —

EPTGLFLKKPDSVSVETGKDTVILAKVNGKELPGKPSIKWFKGKWQELGSKSGARFTFKESHDS
ASNVRPPT-—-——-—————
GPEPGLATEPVYTVELHIGKVVLGDRGDYRLEVKAKDVCDSCPEFNVDVEAPRQ-
DSSGOSLESFKRSGD——====—=—————— GKSEDAGELDFSGLLKKREVVEEEKKKKK-
DDDDLGIPPEIWELLKG-
AKKSEYEKTIAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDPAYQVDRGNKIKLVVEISDPD
LPLKWEFKNGQEIKPSS——--
KYVFENVGKKRILTINKCTLADDAAYEVAVKDEKCFTELFVKEPPVLIVTPLEDQQVEVGDRVE
MSVEVSEEGAQVMWMKDGVEMTREDSYKARYRFKKDGKRHILIYSDVAQEDGGRYQVITNGGQC
EAELIVEEKQLEVLODIADLTVKASEQAVFKCEVSDEKVTGKWYKNGVEVRPSKRITISHVGRE
HKLVIDDVRPEDEGDYTFVPDGYAL-
SLSAKLNFLEIKVEYVPKQEPPKIHLDCSGKTSDNSIVVVAGNKLRLDVAITGEPPPTATWLK-



GDEVEFTVSEGRTRIEQRPDCSSEVIESAERSDEGRYTIKVINPAGEDVASIFLRVVDVPDPPEA
VRVTSVGEDWAILVWEPPKYDGGQOPVTGYLMERKKKGSHRWMKLNFEVFTDTTYESTKMIEGVL
YEMRVFAVNAIGVSQPSMNTKPFMPIAPTSAPQHLTVEDVTDTTTTLKWRPPDRIGAGGIDGYL
VEYCLEG-—-—-"--""""""""-———
SEEWVSANKEPVERCGFTVKDLPTGARILFRVVGVNIAGRSEPATLLOPVTIREIVEQPKIRLP
RHLROQTYIRKVGEALNLVIPFQ-——---
GKPRPQVVWTKGGAPLDTSRVNVRTSDEDTVFEFVROQAARSDSGEYELSVQITENMKDTATIRIRV

EKAGPAENVMVKEVWGTNALVEWQPPKDDGNSEITGYEFVQKADKKTMEWENVYEHNRHTSCTVS
DLIVGNEYYFRVEFSENICGLSDSPGVSKNTARILKTG-—==-==—————
ITLKPMEYKEHDFRTAPKFLTPLMDRVVVAGYAAALNCAVRGHPKPKVVWMKNKME THEDPKFEFL
ITNYQGILTLNIRRPSPFDAGTYSCRAFNELGEALAECKLDVRVPQ-—-=-=-=——=—=—————————
gi|81910387|sp|Q5XKEQ RecName: Full=Myosin-binding protein C,
fastgi- @ ---------------------\-—--""--"-"""-"-"-"-"—"—“"—"—"(—“"\—“"—"(—~\—(—(—~—(——————

VYTVELHIGKVVLGDRGDYRLETIKAKDVCDSCSENVDVEAPRQ-DSSGQSLESFKRSGD——-—-—-
————————— GKSEDAGELDFSGLLKKREVVEEEKKKKK-DDDDLGIPPEIWELLKG-
AKKSEYEKTAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDPAYQVDRGNKIKLVVEISDPD
LPLKWFKNGQEIKPSS—---
KYVFENVGKKRILTINKCTLADDAAYEVAVODEKCFTELEFVKEPPVLIVTPLEDQQVEVGDRVE
MSVEVSEEGAQVMWMKDGVEMTREDSYKARYRFKKDGKRHILIYSDVAQEDGGRYQVITNGGQC
EAELIVEEKQLEVLODIADLTVKAAEQAVFKCEVSDEKVTGKWYKNGVEVRPSKRITISHVGRE
HKLVIDDVRPEDEGDYTEFVPDGYAL-
SLSAKLNFLETIKVEYVPKQEPPKIHLDCSGKTSDNSIVVVAGNKLRLDVAITGEPPPTATWLR-
GDEVFTATEGRTHIEQRPDCSSEFVIESAERSDEGRYTIKVTNPVGEDVASTIFLRVVDVPDPPEA
VRVTSVGEDWATILVWEPPKYDGGOPVTGYLMERKKKGSQRWMKINFEVEFTDTTYESTKMIEGVL
YEMRVFAVNAIGVSQPSMNTKPEFMPIAPTSAPQHLTVEDVTDTTTTLKWRPPDRIGAGGIDGYL
VEYCLEG--——=—————————————
SEEWVPANKEPVERCGFTVKDLPTGARILFRVVGVNIAGRSEPATLLOPVTIREIVEQPKIRLP
RHLROTYIRKVGEALNLVIPFQ-———--
GKPRPQVVWTKGGAPLDTSRVNVRTSDEDTVFEFVRQAARSDSGEYELSVQIENMKDTATIRIRV

EKAGPAENVMVKEVWGTNALVEWQPPKDDGNSEITGYFVOKADKKTMEWENVYEHNRHTSCTVS
DLIVGNEYYFRIFSENICGLSDSPGVSKNTARILKTG--—-—————=—-—-—
ITLKPLEYKEHDFRTAPKFLTPLMDRVVVAGYTAALNCAVRGHPKPKVVWMKNKME THEDPKFL
ITNYQGILTLNIRRPSPFDAGTYSCRAFNELGEALAECKLDVRVPQ—-—————————————————
gi| 6093456 |sp|Q14324. RecName: Full=Myosin-binding protein C,
fasg- ------------------ - - - """ ="-"-"-"-""—""""¥"¥"“"¥"¥"“"\"¥“—""—""—""—"—"—"—"—"—"—"—"—"—=



VYTVELHIGKVVLGDRGYYRLEVKAKDTCDSCGENIDVEAPRQ-DASGOSLESFKRTSE-—-——-—
————————— KKSDTAGELDFSGLLKKREVVEEEKKKKKKDDDDLGIPPEIWELLKG-
AKKSEYEKTAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDPAYQVDRGNKIKLMVEISDPD
LTLKWEFKNGQEIKPSS—-—-
KYVFENVGKKRILTINKCTLADDAAYEVAVKDEKCFTELEVKEPPVLIVTPLEDQQVEVGDRVE
MAVEVSEEGAQVMWMKDGVELTREDSFKARYRFKKDGKRHILIEFSDVVQEDRGRYQVITNGGQC
EAELTIVEEKQLEVLODIADLTVKASEQAVFKCEVSDEKVTGKWYKNGVEVRPSKRITISHVGREFE
HKLVIDDVRPEDEGDYTEFVPDGYALGSLSAKLNFLETIKVEYVPKOQEPPKIHLDCSGKTSENAIV
VVAGNKLRLDVSITGEPPPVATWLK--------------——————————————
GDEVFTTTEGRTRIEKRVDCSSEFVIESAQREDEGRYTIKVINPVGEDVASIFLOVVDVPDPPEA
VRITSVGEDWAILVWEPPMYDGGKPVTGYLVERKKKGSQRWMKLNFEVFTETTYESTKMIEGIL
YEMRVFAVNAIGVSQPSMNTKPFMPIAPTSEPLHLIVEDVTDTTTTLKWRPPNRIGAGGIDGYL
VEYCLEG-—-————————————————
SEEWVPANTEPVERCGFTVKNLPTGARILFRVVGVNIAGRTEPATLAQPVTIREIAEPPKIRLP
RHLRQTYIRKVGEQLNLVVPFQ—-——--
GKPRPOQVVWTKGGAPLDTSRVHVRTSDFDTVFEFVRQAARSDSGEYELSVQIENMKDTATIRIRV

EKAGPPINVMVKEVWGTNALVEWQAPKDDGNSETIMGYFVQKADKKTMEWENVYERNRHTSCTVS
DLIVGNEYYFRVYTENICGLSDSPGVSKNTARILKTG--—-—-——-—————

ITFKPFEYKEHDFRMAPKFLTPLIDRVVVAGY SAALNCAVRGHPKPKVVWMKNKME TREDPKFEL
ITNYQGVLTLNIRRPSPEFDAGTYTCRAVNELGEALAECKLEVRVPQ--—-—-=-==-———————————

protein = —---—---mm oo

VYTVELHIGKVVLGDRGNYRLEVKAKDFCDSCAFNIDVEAPRH-NTSVQGLESFKRTGE———-——
————————— GKSEDGGELDFSSLLKKREVVEEEKKKKK-DDDDLGIPPEIWELLKG-
AKKSEYEKTAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDPAYQVDRGNKIKLVVEISDPD
LPLKWYKNGQEIKPSS——--
KYVFENVGKKRILTINKCTLADDAAYEVAVKDEKCFTELFVKEPPVLIVKPLEDQQVEVGDRVE
MSVEVSEDGAQVMWMKDGVELTREDSFKARYRFKKDGKRHILIYSDVTLEDGGRYQVMTNGDQC
EADLIVEEKQLEVLODIADLTVKASEQAVFKCEVSDEKVTGKWYKNGIEVRPSKRITISHVGRE
HKLVIDDVRPEDEGDYTFVPDGYAL-
SLSAKLNFLEIKVEYVPKQEPPKIHLDCSGKTSENSLVVVAGNKLRLDVSITGEPRPVATWLK-
GDEVFTATEGRIRLEHQTDSSSEFVIESADRADEGRYTIKVTNPVGEDVASIFLRVVDVPDPPEA
VRVTSVGEDWATILVWEPPKYDGGOPVTGYLLERKKKGSQRWMKLNFEVFTETTYESTKMIEGIL
YEMRVFAVNAIGVSQPSMNTKPFMPIAPTSEPLHLMVEDVTDTTTTLKWRPPDRIGAGGIDGYL
VEYCLEG--——=—————————————
SEDWVPANTELTERCGFTVKNLPTGAKILFRVVAINIAGRSQPASLFQPVTIREIVQQOPKIRLP



RHLROTYIRKVGEHLNLVIPFQ-——--
GKPRPOQVVWTKGGAPVDPARVHVRTSDEFDTVFEFVRQAARSDSGEYELTVQIENMKDTATIHIQV

FKAGPAENVMVKEVWGTNALVEWQPPKDNGNSEITGYFVOQKADKKTMEWEFTVYEHNRHTSCTVP
DLIVGNEYYFRVFSENICGLSDSPGVSKNTARILKTG-——————————
ITFKPLEYKEHDFRTPPKFLTPLPDRVVVAGYAAALNCAVRGYPKPKVVWMKNOME IREDPKEL
MTNYQGVLTLNIRRPSPFDAGTYSCRAVNELGEALAECKLEVRVPQ-——————-——-———————
gi]194215816|ref|XP O PREDICTED: similar to Myosin binding
protein  —---—m--m— o

VYTLELHIGKVVLGDRGDYRLEVKAKDEFSDSCGEFNIDVEAPRQ-DSSGQSLESFKRSGE-——--
————————— GKMKDAGELDFSGLLRKREVVEEENKKKKKDDDDLGIPPEVWELLKG-
AKKSEYERTAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDPAYQVDKGNKIKLVVEISDPD
LPLKWFKNGQEIKPSS—---
KYVFENVGKKRILTINKCTLADDAAYEVVVKDEKCFTELFVREPPVLITITPLEDQQVEVGDRVE
MSVEVSEEGAQVMWMKDGVEMTREDSYKAQYRFKKDGKRHILIYSEVTLEDKGRYRVMTNGGQC
EADLIVEEKQLEVLODIADLTVKASEQAEFKCEVSDEKVTGKWYKNGVEVRPSKRITISHIGRV
HKLVIDDVRPEDEGDYMEFVPDGYAL-
SLSAKLNFLEIKVEYVPKQEPPKTIHLDCSGKTSENAIVVVAGNKLRLDVSITGEPLPVATWLK-
EDQVESATEGRVRIEQREGSSSFLIESAERGDEGRYTIKVTNPAGEDVASIFLRVVDVPDPPEA
VRVTSVGEDWAVLVWEPPKYDGGOPLT--------—--—-—-—-————————————————— ——— ———

EKAGPPEHVMVKEVWGTNALVEWQPPKDDGNSEITGYLVOQKADKKTMEWEFTVYEHNRHTCCTVS
DLIMGNEYYFRVYSENFCGLSDLPGVSKNTARIVKTG--————=——=———
ITFKPFEYKEHDFRMAPRFLTPLPDRVVVAGYAAALNCAVRGHPKPKVVWMKNNME IREDPKFL
MTNYQGVLTLNIRRPSPFDAGTYSCRAVNELGEALAECKLEVRVIPGTMMLVDRPPETRAGRGA
AEGDLGSLLCRSETVFRLPRLVAAESYPDPPRCVPFRSCH---—-——-———————————————
gi|113206110|ref NP 0 myosin binding protein C, fast type
[Gallus g -———77"7"—————"————"—"————-— "~ —— - ——————————————————

VHTFELTITKVAMGDRGDYRCEVTAKEQKDSCSFSIDVEAPR--SSEGNVLQAFKRTGE———-—-—
————————— GKDDTAGELDFSGLLKKREVQVEEKKKKK-DEDDQ-
FPPEIWELLKGVTKKSEYERTAFQYGITDLRGMLKRLKKVHVEPKKSEAFTIRKLDPAYQVDKGN



KIKLVVELSDPDLPLKWYKNGQLLKPST—---
KYVFENVGLKRILTIHKCSLADDAAYECRVNDEKCFTEVEVKEPPVTVVRGLEDQQVVVGDRVV
LEAEVSEEGAQVMWLKDGVDVTRDDAFK—-—
YRFKKDGKKHFLIINEAELSDSAHYKIMTNGGESEAELSVEEKQLEVLODMADLTVKASEQAVE
KCEVSDEKVTGRWEFRNGVEVKPSKRIHISHNGRFHKLVIDDVRPEDEGDYTEFIPDGYAL—-
SLSAKLNFLETKVEYVPKQEPPKIHLDCSGKAAENTIVVVAGNKVRLDVPISGEPAPTVTWKR-
GDQLFTATEGRVHIDSQADLSSEFVIESAERSDEGRYCITVTNPVGEDSATLHVRVVDVPDPPQS
VRVTSVGEDWAVLSWEAPPFDGGMPITGYLMERKKKGSMRWMKLNFEVFPDTTYESTKMIEGVE
YEMRVFAVNAIGVSQPSLNTQPFMPTIAPTSEPTHVVLEDVTDTTATIKWRPPERTIGAGGVDGYL
VEWCREG-—-————————————————
SNEWVAANTELVERCGLTARGLPTGERLLFRVISVNMAGKSPPATMAQPVTIREIVERPKIRLP
RHLRQTYIRRVGEQVNLVIPFQ-———-- GKPRPQVTWSREGGALP-
AEVQTRTSDVDSVFFIRSAARPLSGNYEMRVRIDNMEDCATLRLRVV-—-—-—-=-————————————
ERPGPPQAVRVMEVWGSNALLQWEPPKDDGNAETSGYTVQKADTRTMEWFTVLEHSRPTRCTVS
ELVMGNEYRFRVYSENVCGTSQEPATSHNTARIAKEG-———-———————
LTLKMVPYKERDLRAAPQFLTPLVDRSVVAGYTVTLNCAVRGHPKPKVTWLKNSVEIGADPKFL
SRHGLGVLSLLIRRPGPFDGGTYGCRAVNEMGEATTECRLDVRVPQ-—-———————=—————————
gi|6166597|splQ00872. RecName: Full=Myosin-binding protein C,
slow- ———=———— -

AKPSEYEKIAFQYGITDLRGMLKRLKRMRREEKKSAAFAKTILDPAYQVDKGGRVREVVELADPK
LEVKWYKNGQEIRPS—-—
TKYIFEHKGCQRILFINNCOMTDDSEYYVTAGDEKCSTELFVREPPIMVTKQLEDTTAYCGERV
ELECEVSEDDANVKWEKNGEEITIPGPKSR-—
YRIRVEGKKHILTTEGATKADAAEYSVMTTGGQSSAKLSVDLKPLKILTPLTDQTVNLGKEICL
KCEIS-ENIPGKWTKNGLPVQESDRLKVVHKGRIHKLVIANALTEDEGDYVEFAPDAYNV-
TLPAKVHVID-——-——————— PPKIILDG-LDA-DNTVITVIAGNKLRLEIPISGEPPPKAMWSR-
GDKAIMEGSGRIRTESYPDSSTLVIDIAERDDSGVYHINLKNEAGEAHASTIKVKVVDEFPDPPVA
PTVTEVGDDWCIMNWEPPAYDGGSPILGYFIERKKKQOSSRWMRLNEDLCKETTFEPKKMIEGVA
YEVRIFAVNAIGISKPSMPSRPFVPLAVTSPPTLLTVDSVTDTTVTMRWRPPDHIGAAGLDGYV
LEYCFEGSTSAKQSDENGEAAYDLPAEDWIVANKDLIDKTKEFTITGLPTDAKIFVRVKAVNAAG
ASEPKYYSQPILVKEITEPPKIRIPRHLKOQTYIRRVGEAVNLVIPFQ-——-——
GKPRPELTWKKDGAEIDKNQINIRNSETDTIITFIRKAERSHSGKYDLQVKVDKEFVETASIDIQT

DRPGPPQIVKIEDVWGENVALTWTPPKDDGNAAITGYTIQKADKKSMEWEFTVIEHYHRTSATIT
ELVIGNEYYFRVFSENMCGLSEDATMTKESAVIARDG-—-—=-=———-————
KIYKNPVYEDEFDESEAPMFTOQPLVNTYATAGYNATLNCSVRGNPKPKITWMKNKVAIVDDPRYR



taur oo e

ENEVLAPAPAPPPEEPNKEKEAGTAPVKEPNKEKEAGTAPAKEPNKEKEAGTAPAKEPNKEKEA
GTSPGKDEEDASPPGGLPPEWSIGESPAG-EEQDKONA--—-—----------——-———————————

NSQLSTILFVEKPQGGTVKVGENITFTIAKVKAEDLLRKPTVKWEFKGKWMDLASKAGKHLOLKETF

——————————— GODDAGELDFSGLLKR----------REVKPQEEQPEVDVWELLKN-
AKPSEYEKIAFQYGITDLRGMLRRLKRMRRVEKKSAAFARILDPAYQVDKGGRVREVVELADPK
LEVKWYKNGQEIRPS—--

TKYIFEHKGCERIMEFINNCVLTDDSEYYVTAGDEKCSTELFVREPPVMVTKQLEDTKAYCGERV
ELECEVSEDDANVKWEKNGEEIIPGPKSR--
YHIRVEGKKHILTIDGATKADSAEYSVMTTGGQSSAKLSVDLKPLKILTPLTDOTVNLGKEICL
KCEVS-ENITGKWTKNGLPVQETDHLKIVHKGRIHKLVIANALVEDEGDYVEFTPDDYSV-
TLPAKVHVVD-—=-——————— PPKINLDG-LDA-DNTVTVIAGNKLRLEIPISGEPPPKALWSR-
ADKAIMEGSGRIRSENYPDSTTLVIDIAEKDDSGVYHINLKNEAGEAHASIKIKVVDIPDPPVA
PNVTDVGDDWCIMTWDPPLYDGGSPILGYFIERKKKOSSRWMRLNEFDLCKETIFEPKKMIEGVA
YEVRIFAVNAVGISKPSMPSKPEFVPLAVTSPPTLLTVDSVTDTTVTMKWRPPDQIGAAGLDGYV
LEYCFEGSTSAKQSDENGEAAYDLPADDWIAANTELTIEKTKFTITGLPTDSRIYVRVKAVNAAG
ASEPKYYSQPILVKEIIEAPKIRIPRHLKQTYIRRVGEAINLVIPFQ-———-
GKPRPELIWTKDGAPIDKNQINIRNSETDTIVFIRKAERSHSGKYDLOVKVEKFVETASIDIRV

DRPGPPOLVKIEDVWGENVALSWTPPRDDGNTAITGYTIQKADKKSMEWEFTVIEHYHRTSATIT
ELVIGNEYYFRVFAENMCGLSEDATMTKESAVIAKDG-—-—=-=———————

KIYKNPVYEDEFDFTEAPMEFTOQPLVNTYAVAGYNATLNCSVRGNPKPKITWMKNKVVIKDDPRYR
MESNQGVCTLEIRKPSPYDGGTYCCKAVNDLGTVEIECKLEVK-=-——-——— VVAQ-—-=————————

Lyp  mmm T

AKPSEYEKTIAFQYGITDLRGMLKRLKRMRRVEKKSAAFARTILDPAYQVDKGGRVREVVELADPK
LEVKWYKNGQEIRPS———
TKYIFEHKGCERIMEFINNCLLTDDSEYYVTAGDEKCSTELEFVREPPVMVTKQLEDTKAYCGERV
ELECEVSEDDANVKWEFKNGEEITPGPKSR-—
YRIKVDGKKHILTTEGATKADTAEYSVMTTGGQSSAKLSVDLKPLKVLTPLTDQTVKLGNEICL
KCEIS-ENITGKWTKNGLPIQESDRLKVVHKGRIHKLVIANALVEDEGDYVETPDSYSI-



ADKAIMEGSGRIRAESYPDSSTLVIDVAEKEDSGVYHINLKNEAGEAHASIRIKVVDIPDPPVA
PTVTEVGDDWCIMNWEPPAYDGGSPILGYFIERKKKQOSSRWMRLNEFDLIKETTFEPKKMIEGVA
YEVRIFAVNAVGISKPSTPSRPFVPLAVTSPPTLLAVDSVTDNSVTMKWRPPDHIGAAGLDGYV
LEYCFEGS-—-———-—"—""""—"——————

DNWLAANKDLIDKTKEFTITDLPTDAKIFVRVKAVNKAGASEPKYYSQPILVKQITEPPKIRIPR
HLKQTYIRRVGEAVNLVIPFQ—-——--

GKPKPELTWKKDGAETIDKNQVNIRNSETDTIITFITRKAERSHSGKYDLOQVKVEKFVERATIDIQT

DRPGPPQVVKIEDVWGENVALSWTPPKDDGNAAITGYTIQKADKKSMEWEFTVIEHYHRTSATIS
ELVIGNEYYFRVFAENMCGLSEDATMTKESAVIAKDG———————————
KIYKNPVYEDFDFTEAPMETQPLVNTYAVAGYNATLNCSVRGNPKPKITWMKNKVTIVDDPRYR
MEFSNQGVCTLEIRKPSPYDGGTYSCKAVNDLGTVEIECKLEVK-—-————— VVAQ-————————~—
gi1109481744 |ref|XP 0 PREDICTED: similar to myosin binding
protein @ @~—-———1-"-——-"-"+-"-"+--""-"-"-"-"-"-—--""""""-"""\“-"""""""— =

ANPNEYEKIAFQYGITDLRGMLKRLKRMRRVEKKSAAFAKILDPAYQIDKGGRVREVVELADPK
LEVKWEFKNGQEIRPS——-—
TKYIFEHKGNERIMEFINNCALTDDSEYYVTAGDEKCSTELEFVREPPIMVTKQLEDMNAYCGERV
ELEVEVSEDDANVKWEKNGEEIVPGPKSR-—

YRIKVEGKKHTLT TEGATKADSAEYSVMTTGGQSSAKLSVDLRPLKITTPLTDQTVKLGKEVCL
KCEIS-ENVPGKWTKNGLPVQEGERLKVVHKGRIHKLVIANALIEDEGEYVETPDAYNV-
PLSAKVHVID-—--———-———- PPKIILDG-LDA-DNTVTVIAGSKLRLETIPVTGEPPPKAIWSR-
ADKAIMEGSGRIRAESYPDSSTLVIDVAERDDSGVYNINLKNEAGEAHASIKIKVVDIPDPPVA
PNVTEVGDDWCIMNWEPPVYDGGSPILGYFIERKKKQSSRWMRLNFDLCKETTFEPKKMIEGVA
YEVRIFAVNAIGISKPSMPSKPFVPLAVTSPPTLLAVDSVTDSSVTMKWRPPDQIGAAGLDGYV
LEYCFEGT--—-—"""""""—————
EDWITANTDLIDKTKFTITGLPTDAKIFVRVKAINAAGASEPKYYSQPILVKEITEPPKIRIPR
HLKQTYIRRVGEAVNLVIPFQ-———--
GKPRPELTWKKDGAEIDKNQINIRNSETDTIIFIRKAERSHSGKYDLEVKVDKYVENASIDIQT

DRPGPPOAVTIEDVWGENVALTWTPPKDDGNAATITGYTIQKADKKSMEWFTVIEHYHRTNATIT
ELVIGNEYYFRVFAENMCGLSEDATMTKESAVIAKDG-=-—-=-——=—-———
KIYKNPVYEDFDFTEAPMFTQPLVNTYATIAGYNATLNCSVRGNPKPKITWMKNKVAIVDDPRYR
MFSNQGVCTLEIRKPSPYDGGTYCCKAVNDLGTVEIECKLEVKGGLSFCRLLLOGVPPNIIDSY
LRDLQSSNPEEY---——-—-=—-—-— == —— - —
gi140254303|ref [NP_78 myosin binding protein C, slow type [Mus
MUSC  — =~ ———— e —————



——————————— GOEDAGELDFSGLLKR------—--—--REVKQQEEEPEIDVWELLKN-
ANPNEYEKIAFQYGITDLRGMLKRLKRMRRVEKKSAAFAKILDPAYQVDKGGKVREVVELADPK
LEVKWEFKNGQEIRPS——-

TKYIFEHKGNERIMEFINNCSLTDDSEYYVTAGDEKCSTELFVREPPIMVTKQLEDMNAYCGERV
EMEVEVSEDDANVKWEKNGEEIFPGPKSR--
YKIKVEGKKHTLITEGATKADSAEYSAMTTGGQSSAKLSVDLRPLKITTPLTDQTVKLGKEVCL
KCEIS-ENVPGKWTKNGLPVQEGERLKVVHKGRIHKLVIANALIEDEGEYVEFTPDAYNV-
PLSAKVHVID-—-=-—=—=————— PPKIILDG-LDA-DNTVITVIAGSKLRLEIPVIGEPPPKATIWSR-
ADKAIMEGSGRIRAESYPDSSTLVIDVAERDDSGVYNINLKNEAGEAHASIKIKVVDIPDPPVA
PNVTEVGDDWCIMNWEPPAYDGGSPILGYFIERKKKOSSRWMRLNEFDLCKETTFEPKKMIEGVA
YEVRIFAVNAIGISKPSMPSKPEFVPLAVTSPPTLLAVDSVTDSSVTMKWRPPDQIGAAGLDGYV
LEYCFEGT-----—————————————
EDWIVANTDLIDKTKFTINGLPTDAKIFVRVKAINAAGASEPKYYSQPILVKEITEPPKIRIPR
HLKQTYTITRRVGEAVNLVIPFQ-—-—--
GKPRPELTWKKDGEEIDKNQINIRNSETDTIIFIRKAERSHSGKYDLQVKVDKYVENASIDIQI

DRPGPPQTVTIEDVWGENVALTWTPPKDDGNAATI TGYTIQKADKKSMEWFTVIEHYHRTNATIT
ELVIGNEYYFRVFAENMCGLSEDATMTKESAVIAKDG-—————-———-
KIYKNPVYEDFNFTEAPMFTQPLVNTYATAGYNATLNCSVRGNPKPKITWMKNKVAIVDDPRYR
MFSNQGVCTLETIRKPSPYDGGTYCCKAVNDLGTVEIECKLEVK--——-—— VVAQ--———-———-
911126339738 |ref|XP_0 PREDICTED: similar to RIKEN cDNA
8030451F13 g  ————m—===mmmmmmm e
MDTFTSQWSVGGLLWNDDNINKNKT I TMMEDN——————-———-
DNDEFSQHPDNKLAELFRFRCGNGKVYDDNSEPENEAPAPPPEEPSKEKEGGSGPPKGEGDVSP
PSALPADINARALARKDS—————————————————— EWSLGESPVG-
EEQDKQNS———————=—————— -
NTSQSALFVEKPONGTVKVGENITFIAKVEAKDLLRKPTVKWFKGKWMDLASKAGKHLQLKETF

——————————— GOEDAGELDEFSGLLKR-——-—-——-—-——-—-REVKQQEEEPEIDVWELLKN-
ANPNEYEKTIAFQYGITDLRGMLKRLKRMRRVEKKSAAFSKILDPAYQVDKGGKVREVVELADPK
LEVKWYKNGQEIRPS———
TKYIFEHKGNQRIMEFINNCOMTDDSEYYVTAGDEKCSTELFVREPPIMVTKQLEDTNAYCGERI
ELECEVSEDDANVKWEKNGEEIVIGPKSR-—

YKVKVEGKKHTLT TEGATKADSAEYSVMTTGGQSSCKLSVDLRPLKILOPLTDVTVKLGKEICL
KCEIS-ENISGKWTKNGLPVQEGERLKVVHKGKIHKLVIANALIEDEGEYVFAPDAYTV-
TLPAKVHVID-—-———————— PPKIYLDG-LEA-DNTVTVIAGSKLRLETIPVSGEPAPKALWSR-

ADKATAEGGGRIRAESYPDSSTLVIDVAEREDSGVYNINLKNEAGEAHASTIKIKVVDIPDPPLA



PNVSDVGDDWCIMNWEPPANDGGSPILGYFIERKKKOSSRWMRLNEDLIKETTFEPKKMIEGVA
YEVRIFAVNAIGISKPSMPSKPFVPLAVTSPPTLLAVDSVTDSTVTMKWRPPDOQIGAAGLDGYV
LEYCFEGT-----———-——————————
EDWIVANPELTDKTKFTITGLPTDAKIFVRVKAVNAAGASEPKYYGOPILVKEITEPPKIRIPR
HLKQTYLRRVGEAVNLVIPFQ—-——--
GKPRPELTWKKDGADIDKNQINIRNSETDTIITFIRKAERSHSGKYDLEVKVDKYVDSASIDIQT

DRPGPPQSVKIEDVWGENAALVWTPPKDDGNAAITGYTIQKADKKSMEWFTVIEHYHRTNATIT
ELVIGNEYYFRVFAENMCGLSEEATMTKESAVIAKDG———————————
KVYKNPVYDDFDFTEAPMFTOPLVNTYATAGYNATLNCSVRGNPKPKITWMKNKVAIVNDPRYR
MEFSNQGVCTLEIRKPSPYDGGTYCCKAVNELGTVEIECKLEVK-—————— VVAQ-————————~—
gil149637879|ref|XP 0 PREDICTED: similar to myosin binding
protein
MAVTNRYSPLHPLCDWGSWNDPAAKLWGEIPCRWQEMPLCHWGRVAPPLSPSAWLKILISQGSG
SSSPSPAGLSPPPFHGLQKE-———————————————————————

——————————— GQEDAGELDFSGLLKR----------RETIK-QEEEPDIDVWELLKN-
ANPNEYEKIAFQYGITDLRGMLKRLKRMRRVEKKSAAFAKILDPAYQVDKGGKVRFVVELTDPK
VELKWYKNGQETIRPS--—
TKYIFEHKGNQRILFINNCTLADDSEYYVSAGDEKCSTELFVREPPILVTKQLEDTNTYCGERV
ELDCEVSEEGANVKWFKNGEEIDTGPRSR--
YKVKVDGKKHILIIDGATKADNAEYSVMTTGGQSSAKLSVDLRPLKIVQPLTDTTVKLGKEITL
RCELS-ENITGKWTKNGLPVQESDRLKIQHKGRIHKLVIGTSAVEDEGEYVFTPDAYSV-
TLSAKVHVID-—-——-——-—~— PPKLYLDG-LDA-DNTVTVVAGSKLRLEIPVTGEPPPKATWSR-
ADKCIMESGGRIRAESYPDSSTLVIDVAEREDSGIYKINLKNEAGEAQASTIKIKVVDIPDPPVA
PSVADVGDDWC IMNWEPPVNDGGSPILGYFIERKKKQSSRWMRLNFDLCKETTFEPKKMIEGVA
YEVRIFAVNAIGISKPSMPSKPFVPLAVTSPPTLLAVDSITDTTVTMKWRPPDQIGAAGLDGYV
VEYCLEGS-———-—————————————
EEWIVANPELTDKTKYTITGLQTDSRIFVRVKAVNAAGASEPKYYAQPILVKEI IEHPKIRIPR
HLKQTYIRRVGEAVNLVIPFQ-———--
GKPRPKLSWNKNGVPVDKNEINIRNSETDTIIFIRKAERSHSGKYDLKVEVDTFVDSASIDIQT

DRPGPPOQVVKIEDVWGENVALTWTPPKDDGNAAITGYTIQKADKKSMEWEFTVIEHYHRTNATIT
ELVIGNEYYFRVFAENMCGLSEEVITMTKESAVIAKDG-—————-—————
KVYRKNPIYEDFNFTEAPMEFTOQPLVNTYATAGYNATLNCSVRGNPKPKITWMKNKVAILNDPRYR
MESNQGVCTLEIRKPSPYDGGTYSCKAVNELGEEETECKLEVK-———-——— VVAQ-—-————————
gi|118082876|ref|XP 4 PREDICTED: similar to Myosin-binding
protein  —---———m---mm——



ANPSEYEKTAFQYGITDLRGMLKRLKRMRREVKKSAAFAKGLDPAYQVDKGGKVRFMVELADPT
VELKWYKNGQETIRPS---
AKYTIFEHKGNQRILEFINNCTMTDDARYYVTAGDEKCSTELFVRDPPILVTKGLEDTSTYVGERV
ELSCEVSEDDANVKWEKNGVELTNEPKSR-—

YRIKVEGKKHTLI IEEAAKNDNATYSVMTTGGOSEAKLSVDLRPLKISLALEDQTVRLGQETIHL
KCEIS-ENVEGKWYKNGQLVEASDRVKLYHKGRTHRFITASAAVDDEGEYMEFVPDAYNI -
NIPCKVHVVD--=-=-=————— PPKLHLDG-LGE-NNTVTVVAGTKLRLEIPITGEPTPKVMWSK-
——————————————————————————— GDKWITD-
SGRIRAETYSDSSCLVIDTAEREDSGPFRITLKNEAGEDSALINIKVVDVPDPPQAPNVTEVGE
DWCVMTWDPPANDGGSPILGYFIERKKKOSSRWMRLNFELCKETTFEPKKMIEGVAYEVRVEAV
NAIGTSKPSMPSKSFVPLAVTSPPTLLAVDSVTDTSVTMKWRPPDHIGAAGLDGYVVEYCFEGS
ISTDOSEELMEPPEFNLEADEWIVANPELTDKTKEFTITGLPTGSKILVRVKAVNAAGESEPRYHP
QPILVKEVIEPPKIRLPRHLKQTYTRRVGETVNLVIPFQ—-———-
GRPRAKVSWQKNGSPIDKNQINIRNTENDTIIFITRKAERSHSGEYDMKVEVENLVDKATIDIQT

DRPGPPEVVTIEDVWGENVNLSWKPPKDDGNAAITGYTIQKADKKSMEWFTVIEHYHRTSATIN
FLVIGNEYYFRVFAENMCGLSEDATMTKESALIAKDG—-=-——=—=————
KVYKYPVYDDFDFTERPLETQPLVNTFAVAGYNATLNCSVRGNPKPKITWLKNKVAILNDPRYR
MFGNQGVCTLEIRKPSPYDGGTYTCRAVNELGEAEVDCKLEVK-—————— VIAR————————-
TLS—-—--QVIKN-—-—————="—"— === — o — ———
gi]224095487|ref|XP_0 PREDICTED: myosin binding protein C, slow

typ =~ —mmm e e e

ANPSEYEKTIAFQYGITDLRGMLKRLKRMRREPKKSAAFAKGLDPAYQVDKGGKVRFMVELADPT
VELKWYKNGQETRPS——-
AKYIFEHKGNQRILEINNCTMTDDARYYVTAGDEKCSTELFVRDPPILVTKGLEDTSTYVGERV
ELSCEVSEDDANVKWERNGVELSNDPKSR-—
YRIKVEGKKHTLVIEEAAKNDTATYSVMTTGGQSEAKLSVDLRPLKISTLALEDQTVRLGQETIHL
KCEIS-ENVEGKWYKNGQLIEASDRVKLYHKGRTIHRFVIPVSAVDDEGEYMEVPDAYNI -
NIPCKVHIVD--=—=————-— PPKLHLDG-LGE-NNTVTVVAGNKLRLETITPITGEPPPKVFWSR-
GDKVPCHYSGRIRAESYPDSSCLVIDAAEREDSGPFRITLKNEAGEDTALINIKVVDVPDPPOA
PNVTEVGEDWCIMTWEPPANDGGSPILGYFIERKKKQSSRWMRLNFELCKETTFEPKKMIEGVA
YEVRVFAVNAIGMSKPSMPSKSEFVPLAVTSPPTMLAVDSVTDTSVTMKWRPPDQIGAAGLDGYV
VEYCFEGSISTDLSEDLGEPPENLEADEWIVANPELTDKTKFTINGLPTGSKILVRVKAVNAAG



ESEPKYHPOQPILVKEVIEPPKIRLPRHLKQTYTRRVGETVNLVIPFQ-—-——-
GKPRAKVSWEKNGSPIDKNDINIRNTEQDTIIFIRKAERGHSGEYDMKVEVENLVDKATIDIQI

DRPGPPEVVTIEDVWGENVNLSWKPPKDDGNAATITGYTIQKADKKSMEWFTVIEHYHRTSATIN
ELVIGNEYYFRVFAENMCGLSEDATMTKESALIAKDG-——=-———————
KVYKYPVYDDFDFSERPLEFTQPLVNTFAVAGYNATLNCSVRGNPKPKITWMKNKVLIMNDPRYR
MFSNQGVCTLEIRKPSPYDGGTYTCRAVNELGEAEVDCKLEVR-—-==———
VIYHGVINPGEPLSLAGDNQVYNAPFGVSQKKLRSHYVHDKTCERGVSGTRQGAGESGTRSPRR
DERGAHGRLSPG

gi]155925504|ref INP_00 myosin binding protein C, slow type [Danio
e m e e

——————————— GODDAGELDFSGLLKHRHG-------REVK-QEETPEVDVWETILKN-
ARPDEYEKIAFTYGITDLRGLLKRLKKTKKEEKKSEAFAKRLEPAYQVDKGGKIRLIVDLADPT
VELKWYKNGQETRPTPNNRKEFIFEHKGTQRIMVINNCOMSDDAAYSVTAGEEKCTTELFVKELP
VNIVKELEPVKTTVNERIELECEVSEEGAKVKWMKNGVEVPTGVRSR--
YRVKSEGTKHWLIIDDASKDDTGTYSLMATGGTSQAHVQVDLKPLKVLMDLOSVTVLLGOPLKL
NCEIYPGNVPGRWYKNGOQLVOPNDRISITHKTKNHSLDVESSTIHDAGDYTFVPEGYTQ-
TLSAKVHIID-—-—-——-————— PPRVHLEA-LNVQDNTVTIVAGNKLRLEIPISGEPAPRVVWMK-
GERVILDTGSRVHAETFADHTCLTIDITEREDTGNYKIVLONEAGEDTASVKVKVVDIPDPPEA
PLVTEVGGDWCTMTWEPPRYDGGSPILGYFIERKKKQSSRWMRLNEFDLCKETTFEPKKMIEGVP
YEVRIFAVNAIGVSKPSEPSKPFIPLAVTSEPTMLVVDDVTDTTVIMKWRPPDTIGAAGLDGYQ
IEYCIEGT------————————————
DDWIVANKELTKKTKYTITGLPVEAKILVRVKAINAAGASQPRTTQHSILVKEVIEPPKIRIPR
HLKQTYTIRKVGEVVNLVVPFV—-——-- GKPRPKVTWLKEGQPIDP-
TISIRNSDCDSIMFIRKAERKHSGKYELSVQVENHIDTAMLDIQIV--—-—---——-——————————
DLPGPPOQAVKIEEIWGNNVALDWSPPKDSGNAPITGYTIQKADKKTMEWYTCVEHYHRTCITIS
DLVVGNEYFFRIYSENMVGLSEDATATKDSALIVKEG--=-——-———-———
LHLKNPEYNDRDFTEPPREFTOQPLINTFAIAGYNATLNCSVRANPRPKVVWMKNKITIIDDPRYR
MFHNQGVCTLEIRKPSPEFDGGVYTCKAVNDLGEAQVDCKLEVKGGFTFFELMKRGVPLHLTIDKY
MNESKTSESEKKGSD---—— """ —""-——————————— ——— ——— ——— ——— ——— —



Alignment 2 (MYBPC3 for MrBayes)
#NEXUS

begin data;
dimensions ntax=50 nchar=1274;
format datatype=protein missing=? gap=- matchchar=.;

matrix

Human cardiac myosin bin
MPEPGKKPVSAFSKKPRSVEVAAGSPAVFEAETERAGVKVRWORGGSDISASNKYGLATEGTRH
TLTVREVGPADQGSYAVIAGSSKVKEFDLKVIEAEKAEPMLAPAPAPAEATGAPGEAPAPAAELG
ESAPSPKGSSSAALNGPTPGAPDDPIGLEVMRPODGEVTVGGSITEFSARVAGASLLKPPVVKWE
KGKWVDLSSKVGQHLOQLHDSYDRASKVYLFELHITDAQPAFTGSYRCEVSTKDKEDCSNENLTV
HEAMGTGDLDLLSAFRRTSLAGGGRRISDSHEDTGILDFSSLLKKSSSFRTPRDSKLEAPAEED
VWEILRQAPPSEYERIAFQYGVTDLRGMLKRLKGMRRDEKKSTAFQKKLEPAYQVSKGHKIRLT
VELADHDAEVKWLKNGQEIQMSGSKYIFESIGAKRTLTISQCSLADDAAYQCVVGGEKCSTELFE
VKEPPVLITRPLEDQLVMVGQRVEFECEVSEEGAQVKWLKDGVELTREETFKYRFKKDGORHHL
IINEAMLEDAGHYALCTSGGQALAELIVOEKKLEVYQSTIADLMVGAKDQAVEFKCEVSDENVRGV
WLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFACNLSAKLHFMEVKIDEVP
ROQEPPKIHLDCPGRIPDTIVVVAGNKLRLDVPISGDPAPTVIWQKAITQGNKAPARPAPDAPED
TGDSDEWVFDKKLLCETEGRVRVETTKDRSIFTVEGAEKEDEGVYTVTVKNPVGEDQVNLTVKV
IDVPDAPAAPKISNVGEDSCTVOQWEPPAYDGGOPILGY ILERKKKKSYRWMRLNEFDLIQELSHE
ARRMIEGVVYEMRVYAVNAIGMSRPSPASQPFMPIGPPSEPTHLAVEDVSDTTVSLKWRPPERV
GAGGLDGYSVEYCPEGCSEWVAALQGLTEHTSILVKDLPTGARLLFRVRAHNMAGPGAPVTTTE
PVTVQEILORPRLOLPRHLROTIQKKVGEPVNLLIPFQGKPRPOQVTWTKEGOQPLAGEEVSIRNS
PTDTILEFIRAARRVHSGTYQVTVRIENMEDKATLVLOQVVDKPSPPODLRVTDAWGLNVALEWKP
PODVGNTELWGYTVQKADKKTMEWFTVLEHYRRTHCVVPELTIIGNGYYFRVESQONMVGESDRAA
TTKEPVEIPRPGITYEPPNYKALDFSEAPSFTQPLVNRSVIAGYTAMLCCAVRGSPKPKISWEK
NGLDLGEDARFRMESKQGVLTLEIRKPCPFDGGIYVCRATNLQGEARCECRLEVRVPQ

02Q01P6 Canis lupus Cardi
MPEPGKKPVSAFSKKPRSAEVAAGSPAVFEAETERSGVKVRWORGGSDISASDKYGLAAEGTRH
TLTVRDVGPADQGSYAVIAGSSKVKFDLKVIEAEKAESVPAPAPAPAEAPGAPGEALASATEEK
GGSSSPEGSSSAAPDG--
SGAPDDPIGLEVMRPODGEVTAGGSITESARVAGASLLKPPTVKWEKGKWVDLSSKAGOQHLQLH
SSYDRTSKVYLFELHITDAQPTSAGGYRCEVSTKDKEDSCNENLTVHEAVGPGDLDLRSAFRRT
SLAGSGRRISDSHEDAGTLDFSSLLKKRDSFR--
RDSRLEAPAEEDVWEILRQASPSEYERIAFQHGVTDLRGMLKRLKGMKRDEKKSTAFQKKLEPA
YQOVSKGHKIRLTVELADPDADVKWLKNGQEIQMSGSKYIFESVGAKRTLTISQCSLADDAAYQC
VVGGEKCSTELFVKEPPVLITRPLEDQLVMVGORVEFECEVSEEGAQVKWLKDGVELTREETFEK
YRFKKDGOQRHHLIINEATLEDAGHYALRTSGGQALAELIVQEKKLEVYQSIADLTVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSEVPEGFACNLSAK



LHFMEVKIDEFVPRQEPPKTHLDCPGRKPDTIVVVAGNKLRLDVPISGDPAPTVIWQKTITQKNK
VPAGPAPDASGDAAASDEWVEDKKLLCETEGRVRVETTKDRSIFTVEGAEKEDEGVYVVTVKNP
VGEDQVNLTVKVIDVPDAPAAPKISNVGEDSCTVQWEPPAYDGGQOPVLGY ILERKKKKSYRWMR
ILNFDLLRELSHEARRMIEGVVYEMRVYAVNATIGMSRPSPASQPFMPIGPPSEPTHLAVEDVTDT
TVSLKWRPPERAGAGGLDGYSVEYCREDCSEWVTALQGLTEHTAVLVKDLPTGARLOQFRVRAHN
MAGPGAPVTTQEPVTVQEILQRPRLOQLPRHLROQTIQRKVGEPVNLLIPFQGKPRPOQVTWTKEGQ
PLAGEEVSIRNSPTDTILFIRAAHRAHSGTYQVMLRIENMEDKATLVLOIVDKPSPPQODIRVAE
AWGEFNVALEWKPPODYGNTEIWGYTVQKADTKTMEWFTVLEHYRRTHCVVSELTIIGNGYYFRVFEF
SHNMVGPSDKAATTKEPVFIPRPGITYEPPSYKALDFSEAPSFTRPLVNRSVIAGYNATLCCAV
RGSPKPKISWEFKNGLDLGKDARFRMESKQGVLTLEIRKPCPFDGGIYVCRAINLOQGEAQCECRL
EVRVPQ

UPIO000EB1703 Canis lupu
MPEPGKKPVSAFSKKPRSAEVAAGSPAVFEAETERSGVKVRWOQRGGSDISASDKYGLAAEGTRH
TLTVRDVGPADQGSYAVIAGSSKVKFDLKVIEAEKAESVPAPAPAPAEAPGAPGEALASATEEK
GGSSSPEGSSSAAPDG--
SGAPDDPIGLEFVMRPODGEVTAGGSITFSARVAGASLLKPPTVKWFKGKWVDLSSKAGQHLQOLH
SSYDRTSKVYLFELHITDAQPTSAGGYRCEVSTKDKFDSCNENLTVHEAVGPGDLDLRSAFRRT
ANAGAGGPLGDSHEDAGTLDFSSLLKKSSSFR—--
RDSRLEAPAEEDVWEILRQASPSEYERIAFQHGVTDLRGMLKRLKGMKRDEKKSTAFQKKLEPA
YOVSKGHKIRLTVELADPDADVKWLKNGQETIQMSG—
RYIFESVGAKRTLTISQCSLADDAAYQCVVGGEKCSTELFVKEPPVLITRPLEDQLVMVGQRVE
FECEVSEEGAQVKWLKDGVELTREETFKYRFKKDGOQRHHLIINEATLEDAGHYALRTSGGQALA
ELTVQEKKLEVYQSTADLTVGAKDQAVEFKCEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHK
LTIDDVTPADEADYSFVPEGFACNLSAKLHFMEVKIDEFVPRQEPPKIHLDCPGRKPDTIVVVAG
NKLRLDVPISGDPAPTVIWQKTITQKNKVPAGPAPDASGDAAASDEWVEFDKKLLCETEGRVRVE
TTKDRSIFTVEGAEKEDEGVYVVTVKNPVGEDQVNLTVKVIDVPDAPAAPKISNVGEDSCTVQW
EPPAYDGGQPVLGYILERKKKKSYRWMRLNFDLLRELSHEARRMIEGVVYEMRVYAVNATGMSR
PSPASQPFMPIGPPSEPTHLAVEDVTDTTVSLKWRPPERAGAGGLDGYSVEYCREDCSEWVTAL
QGLTEHTAVLVKDLPTGARLQFRVRAHNMAGPGAPVTTQEPVIVQEILOQRPRLOLPRHLRQTIQ
RKVGEPVNLLIPFQGKPRPOQVTWTKEGQPLAGEEVSIRNSPTDTILFIRAAHRAHSGTYQVMLR
IENMEDKATLVLQIVDKPSPPODIRVAEAWGEFNVALEWKPPODYGNTEIWGYTVQKADTKTMEW
FTVLEHYRRTHCVVSELIIGNGYYFRVFSHNMVGPSDKAATTKEPVEFIPRPGITYEPPSYKALD
FSEAPSFTRPLVNRSVIAGYNATLCCAVRGSPKPKISWEFKNGLDLGKDARFRMEFSKQGVLTLET
RKPCPFDGGIYVCRAINLQGEAQCECRLEVRVPQ

A9JR55 Mus musculus Mybp
MPEPGKKPVSAFNKKPRSAEVTAGSAAVFEAETERSGVKVRWORDGSDITANDKYGLAAEGKRH
TLTVRDAGPDDQGSYAVIAGSSKVKFDLKVTEPEKAE--SEV-—————
APEAPKEVPAPATELEESVSSPEGSVSVTQDGSHQGAPDDPIGLELMRPODGEVTVGGSIVESA
RVAGASLLKPPVVKWEFKGKWVDLSSKVGQHLOQLHDSYDRASKVYLFELHITDAQTTSAGGYRCE
VSTKDKFDSCNENLTVHEAIGSGDLDLRSAFRRTSLAGAGRRTSDSHEDAGTLDFSSLLKKRDS
FR--
RDSKLEAPAEEDVWEILRQAPPSEYERTIAFQHGVTDLRGMLKRLKGMKQDEKKSTAFQKKLEPA
YOVNKGHKIRLTVELADPDAEVKWLKNGQETIQMSGSKYIFESVGAKRTLTISQCSLADDAAYQC
VVGGEKCSTELFVKEPPVLITRSLEDQLVMVGQRVEFECEVSEEGAQVKWLKDGVELTREETFEFK
YREFKKDGRKHHLIINEATLEDAGHYAVRTSGGQOSLAELIVQEKKLEVYQSIADLAVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDNRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFACNLSAK
LHFMEVKIDEFVPRQEPPKTHLDCPGSTPDTIVVVAGNKLRLDVPISGDPAPTVVWQKTVTQGKK



ASAGPHPDAPEDAGADEEWVEFDKKLLCETEGRVRVETTKDRSVETVEGAEKEDEGVYTVTVKNP
VGEDQVNLTVKVIDVPDAPAAPKISNVGEDSCTVQWEPPAYDGGQPVLGY ILERKKKKSYRWMR
LNFDLLRELSHEARRMIEGVAYEMRVYAVNAVGMSRPSPASQPFMPIGPPGEPTHLAVEDVSDT
TVSLKWRPPERVGAGGLDGYSVEYCQEGCSEWTPALQGLTERTSMLVKDLPTGARLLFRVRAHN
VAGPGGPIVTKEPVTIVQEILORPRLOLPRHLROQTIQKKVGEPVNLLIPEFQGKPRPQVIWTKEGQ
PLAGEEVSIRNSPTDTILFIRAARRTHSGTYQVTVRIENMEDKATLILQIVDKPSPPODIRIVE
TWGENVALEWKPPODDGNTEIWGYTVOKADKKTMEWEFTVLEHYRRTHCVVSELTIIGNGYYFRVE
SHNMVGSSDKAAATKEPVEFIPRPGITYEPPKYKALDESEAPSEFTQPLANRSITAGYNAILCCAV
RGSPKPKISWEFKNGLDLGEDARFRMFCKQGVLTLEIRKPCPYDGGVYVCRATNLOQGEAQCECRL
EVRVPQ

A2AGQ1 Mus musculus Myos
MPEPGKKPVSAFNKKPRSAEVTAGSAAVFEAETERSGVKVRWORDGSDITANDKYGLAAEGKRH
TLTVRDASPDDQGSYAVIAGSSKVKEFDLKVTEPEKAE--SEV-————-—
APGAPKEVPAPATELEESVSSPEGSVSVTQDGSHQGAPDDPIGLFLMRPODGEVTVGGSIVESA
RVAGASLLKPPVVKWFKGKWVDLSSKVGOHLOLHDSYDRASKVYLFELHITDAQTTSAGGYRCE
VSTKDKEFDSCNENLTVHEAIGSGDLDLRSAFRRTSLAGAGRRTSDSHEDAGTLDESSLLKKSSS
FR--
RDSKLEAPAEEDVWEILRQAPPSEYERIAFQHGVTDLRGMLKRLKGMKODEKKSTAFQKKLEPA
YOVNKGHKIRLTVELADPDAEVKWLKNGQEIQMSGSKYIFESVGAKRTLTISQCSLADDAAYQC
VVGGEKCSTELFVKEPPVLITRSLEDQLVMVGQRVEFECEVSEEGAQVKWLKDGVELTREETFEFK
YRFKKDGRKHHLIINEATLEDAGHYAVRTSGGOSLAELIVOEKKLEVYQSTADLAVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDNRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFACNLSAK
LHFMEVKIDEFVPRQEPPKIHLDCPGSTPDTIVVVAGNKLRLDVPISGDPAPTVVWOKTVTQGKK
ASTGPHPDAPEDAGADEEWVEDKKLLCETEGRVRVETTKDRSVETVEGAEKEDEGVYTVTVKNP
VGEDQVNLTVKVIDVPDAPAAPKISNVGEDSCTVQWEPPAYDGGQPVLGY ILERKKKKSYRWMR
LNFDLLRELSHEARRMIEGVAYEMRVYAVNAVGMSRPSPASQPEFMPIGPPGEPTHLAVEDVSDT
TVSLKWRPPERVGAGGLDGYSVEYCQEGCSEWTPALQGLTERTSMLVKDLPTGARLLFRVRAHN
VAGPGGPIVTKEPVTVQEILORPRLOLPRHLROQTIQKKVGEPVNLLIPFQGKPRPOQVTWTKEGQ
PLAGEEVSIRNSPTDTILFIRAARRTHSGTYQVTVRIENMEDKATLILQIVDKPSPPODIRIVE
TWGENVALEWKPPODDGNTEIWGYTVOKADKKTMEWETVLEHYRRTHCVVSELIIGNGYYFRVE
SHNMVGSSDKAAATKEPVEFIPRPGITYEPPKYKALDEFSEAPSFTQPLANRSITIAGYNAILCCAV
RGSPKPKISWEFKNGLDLGEDARFRMEFCKQGVLTLEIRKPCPYDGGVYVCRATNLQGEAQCECRL
EVRVPQ

B2FDF4 Mus musculus Myos
MPEPGKKPVSAFNKKPRSAEVTAGSAAVFEAETERSGVKVRWORDGSDITANDKYGLAAEGKRH
TLTVRDASPDDQGSYAVIAGSSKVKFDLKVTEPEKAE--SEV-————-—
APGAPKEVPAPATELEESVSSPEGSVSVTQDGSHQGAPDDPIGLELMRPOQDGEVTVGGSIVESA
RVAGASLLKPPVVKWEFKGKWVDLSSKVGOHLOLHDSYDRASKVYLFELHITDAQTTSAGGYRCE
VSTKDKFDSCNENLTVHEAIGSGDLDLRSAFRRTSLAGAGRRTSDSHEDAGTLDESSLLKK-
SSFR--
RDSKLEAPAEEDVWEILRQAPPSEYERIAFQHGVTDLRGMLKRLKGMKODEKKSTAFQKKLEPA
YOVNKGHKIRLTVELADPDAEVKWLKNGOEIQMSGSKYIFESVGAKRTLTISQCSLADDAAYQC
VVGGEKCSTELFVKEPPVLITRSLEDQLVMVGQRVEFECEVSEEGAQVKWLKDGVELTREETFEFK
YRFKKDGRKHHLI INEATLEDAGHYAVRTSGGOSLAELIVOEKKLEVYQSTADLAVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDNRIKVSHIGRVHKLTIDDVTPADEADYSEVPEGFACNLSAK
LHFMEVKIDEFVPRQEPPKIHLDCPGSTPDTIVVVAGNKLRLDVPISGDPAPTVVWOKTVTQGKK
ASTGPHPDAPEDAGADEEWVEFDKKLLCETEGRVRVETTKDRSVETVEGAEKEDEGVYTVTVKNP



VGEDQVNLTVKVIDVPDAPAAPKISNVGEDSCTVOQWEPPAYDGGOPVLGYILERKKKKSYRWMR
LNFDLLRELSHEARRMIEGVAYEMRVYAVNAVGMSRPSPASQPFMPIGPPGEPTHLAVEDVSDT
TVSLKWRPPERVGAGGLDGYSVEYCQEGCSEWTPALQGLTERTSMLVKDLPTGARLLFRVRAHN
VAGPGGPIVTKEPVTVQEILORPRLOLPRHLROQTIQKKVGEPVNLLIPFQGKPRPQVTWTKEGQ
PLAGEEVSIRNSPTDTILFIRAARRTHSGTYQVTVRIENMEDKATLILOIVDKPSPPODIRIVE
TWGENVALEWKPPODDGNTETIWGYTVOKADKKTMEWFTVLEHYRRTHCVVSELTIGNGYYFRVFE
SHNMVGSSDKAAATKEPVFIPRPGITYEPPKYKALDEFSEAPSFTOQPLANRSITAGYNATILCCAV
RGSPKPKISWEFKNGLDLGEDARFRMEFCKQGVLTLEIRKPCPYDGGVYVCRATNLOGEAQCECRL
EVRVPQO

Q0VD56 Bos_ taurus Myosin
MPEPGKKPVSAFSKKPRSAEVAAGSSAVFEAETERAGLKVRWQRAGSDISASDKYSLAAEGTRH
TLTVRDVGPADQGSYAVIAGSSKVKFDLKVVDAGKAEPVSAPAPAPTEAPGAPGEAPTSAPEVE
AGAPSPEESSSAAPEG--
PSAPGDPIGLEVMRPODGEVITVGGTITEFSARVAGASLLKPPVVKWEFKGKWVDLSSKVGQHLQLH
DSYDRTSKVYLFELRIMDAQTTFAGGYRCEVSTKDKFDSCNENLTVHEAVGPGDVDLRSTFRRT
SLAGGSRRISDSHEDAGTLDFSSLLRKS-SLR---
TPRLEAPAEEDVWEILRQAPPSEYERIAFQHGVTDLRGMLKRLKGIKRDEKKSTAFQKKLQPAY
QVSKGHKIRLMVELADPDAEVKWLKNGQETIQMSGSKYIFESTGAKRTLTISQCSLADDAAYQCV
VGGEKCSTELFVKEPPVLITRPLEDQLVMVGQRVEFECEVSEEGAQVKWLKDGVELTREETFEFKY
RFKKDGOKHHLIINEATLEDAGHYALRTSGGOALAELIVQEKKLEVYQSTIADLTVGSKDQAVEK
CEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSFVPEGFACNLSAKL
HFMEVKIDFVPROQEPPKIHLDCPGRVPDTIVVVAGNKLRLDVPISGDPAPTVIWQKAITKGNKV
PAGPAPDASEESGAGDEWVEFDKKLLCETEGRVRVETTKDRSTFTVEGAEREDEGVYVVTVKNPV
GEDQVSLTVKVIDVPDAPAAPETISKVGEDSCTVCWEPPAYDGGQPVLGY ILERKKKKSYRWMRL
NFDLLRELSHEARRMIEGVIYEMRVYAVNAVGMSRPSPASQPFMPIGPPSEPTHLAVEDISDTT
VSLKWRPPERAGAGGLDGYSVEYRREGSSAWVSALPGLIERTSLLVKDLPTGARVLFRVRAHNL
AGAGPPVTTKEPVTVQELLOQRPRLOLPRHLROQTIQKKVGEPVNLLIPFQGKPRPQVTWTKEGQP
LAGEEVSIRNSPTDTILFIRAAHRAHSGTYQVTLRVEDMEDKAQLVLOVVDKPSPPODIQVAEA
WGEFNVALEWKPPODDGNTELWGYTVQKADKKTMEWFTVLEHYRHTHCVVSELTIGNSYYFRVES
HNTVGPSDTAATTKEPVLIPRPGITYELPKYKALDESEAPSEFTRPLVNRSVIAGYNTTLCCAVR
GSPKPKISWFKNGLDLGKDARFRMEFSKOGVLTLEIRKPCPFDGGIYACRATNLEGEAQCECRLE
VRVPQ

Q3UIKO Mus musculus_ Puta
MPEPGKKPVSAFNKKPRSAEVTAGSAAVFEAETERSGVKVRWORDGSDITANDKYGLAAEGKRH
TLTVRDASPDDQGSYAVIAGSSKVKFDLKVTEPEKAE--SEV-——-——-
APGAPKEVPAPATELEESVSSPEGSVSVTODGSHOGAPDDPIGLEFLMRPODGEVTVGGSIVESA
RVAGASLLKPPVVKWEFKGKWVDLSSKVGOHLOLHDSYDRASKVYLFELHITDAQTTSAGGYRCE
VSTKDKEFDSCNENLTVHEAIGSGDLDLRSAFRRTSLAGAGRRTSDSHEDAGTLDESSLLKKRDS
FR--
RDSKLEAPAEEDVWEILRQAPPSEYERTAFQHGVTDLRGMLKRLKGMKQODEKKSTAFQKKLEPA
YOVNKGHKIRLTVELADPDAEVKWLKNGOQEIQMSGSKYIFESVGAKRTLTISQCSLADDAAYQC
VVGGEKCSTELFVKEPPVLITRSLEDQLVMVGORVEFECEVSEEGAQVKWLKDGVELTREETEK
YRFKKDGRKHHLT INEATLEDAGHYAVRTSGGQSLAELIVQEKKLEVYQSTADLAVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDNRIKVSHIGRVHKLTIDDVTPADEADYSEFVPEGFACNLSAK
LHFMEVKIDEFVPROQEPPKTIHLDCPGSTPDTIVVVAGNKLRLDVPISGDPAPTVVWQKTVTQGKK
ASTGPHPDAPEDAGADEEWVEDKKLLCETEGRVRVETTKDRSVETVEGAEKEDEGVYTVTVKNP
VGEDQVNLTVKVIDVPDAPAAPKISNVGEDSCTVOWEPPAYDGGQOPVLGY ILERKKKKSYRWMR



ILNFDLLRELSHEARRMIEGVAYEMRVYAVNAVGMSRPSPASQPFMPIGPPGEPTHLAVEDVSDT
TVSLKWRPPERVGAGGLDGYSVEYCQEGCSEWTPALQGLTERTSMLVKDLPTGARLLFRVRAHN
VAGPGGPIVTKEPVTVQEILOQRPRLOQLPRHLROTIQKKVGEPVNLLIPFQGKPRPOQVTWTKEGQ
PLAGEEVSIRNSPTDTILFIRAARRTHSGTYQVTVRIENMEDKATLILOQIVDKPSPPOQDIRIVE
TWGENVALEWKPPODDGNTETIWGYTVQKADKKTMEWFTVLEHYRRTHCVVSELTIIGNGYYFRVFEF
SHNMVGSSDKAAATKEPVFIPRPGITYEPPKYKALDEFSEAPSFTOQPLANRSITAGYNATILCCAV
RGSPKPKISWEFKNGLDLGEDARFRMFCKOGVLTLEIRKPCPYDGGVYVCRATNLOGEAQCECRL
EVRVPQ

UPIO000DCO0477 R norvegi
MPEPGKRPVSAFTKKPRSVEVTAGSAAVFEAETERSGLKVOWORDGSDIAANDKYGLAAEGKRH
TLTVRDVGPDDQGSYAVIAGSSKVKFDLKVTEPEKAE--
SAVAPTSMEAPETPKEVPALATQLEGNVSSPEGSVSVTODGSSQGAPDDPIGLFLMRPODGEVT
VGGSIVFSARVAGASLLKPPVVKWFKGKWVDLSSKVGQHLQLHDSYDRASKVYLFELHITDAQA
TSAGGYRCEVSTKDKEDSCNENLTVHEAIGSGDLDLRSAFRRTSLAGTGRRTSDSHEDAGTLDF
SSLLKKSSSFR--
RDSKLEAPAEEDVWEILRQAPPSEYERIAFQHGVTDLRGMLKRLKGMKHDEKKSTAFQKKLEPA
YOVNKGHKIRLTVELADPDAEVKWLKNGQETIQMSG-
RYIFESIGAKRTLTISQCSLADDAAYQCVVGGEKCSTELFVKEPPVLITRSLEDQLVMVGQRVE
FECEVSEEGAQVKWLKDGVELTREETFKYRFKKDGRKHHLI INEATLEDAGHYAVRTSGGQALA
ELTVQEKKLEVYQSTADLAVGAKDQAVEFKCEVSDENVRGVWLKNGKELVPDNRIKVSHIGRVHK
LTIDDVTPADEADYSFVPEGFACNLSAKLHFMEVKIDEFVPRQEPPKIHLDCPGSTPDTIVVVAG
NKLRLDVPISGDPAPTVIWQKTITQGKKASAGPPPGAPEDAGADEEWVEFDKKLLCETEGRVRVE
TTKDRSVFTVEGAEKEDEGVYTVTVKNPVGEDQVNLTVKVIDVPDAPAAPKISNVGEDSCIVQW
EPPAYDGGQPVLGYILERKKKKSYRWMRLNFDLLRELSHEARRMIEGVAYEMRVYAVNAVGMSR
PSPASQPFMPIGPPGEPTHLTVEDVSDTTVSLKWRPPERVGAGGLDGYSVEYCQEGCSEWVTAL
QGLTERTSLLVKDLPTGARLLFRVRAHNVAGPGGPIITKEPVIVQEILOQRPRLOLPRHLRQTIQ
KKVGEPVNLLIPFOGKPRPOVTWTKEGOQPLAGEEVSIRNSPTDTILFIRAAHRTHSGTYQVTVR
IENMEDKATLVLQIVDKPSPPLDIRVVETWGESVALEWKPPODDGNTETIWGYTVQKADKKTMEW
FTVLEHYRQTHCVVSELIIGNGYYFRVFSHNMVGSSDRAAATKEPIFIPRPGITYEPPKYKALD
FSEAPSFTOQPLTNRSITAGYNAILCCAVRGSPKPKISWEKNGLDLGEDARFRMEFCKOGVLTLET
RKPCPYDGGVYVCRATNLQGEAQCECRLEVRVPQ

UPIO00179EOE8 Bos taurus
MPEPGKKPVSAFSKKPRSAEVAAGSSAVFEAETERAGLKVRWORAGSDISASDKYSLAAEGTRH
TLTVRDVGPADQGSYAVIAGSSKVKFDLKVVDAGKAEPVSAPAPAPTEAPGAPGEAPTSAPEVE
AGAPSPEESSSAAPEG—--
PSAPGDPIGLEFVMRPODGEVTVGGTITEFSARVAGASLLKPPVVKWEFKGKWVDLSSKVGOHLOLH
DSYDRTSKVYLFELRIMDAQTTFAGGYRCEVSTKDKFDSCNENLTVHEAVGPGDVDLRSTFRRT
SLAGGSRRISDSHEDAGTLDEFSSLLRKS-SLR-—--
TPRLEAPAEEDVWEILRQAPPSEYERTIAFQHGVTDLRGMLKRLKGIKRDEKKSTAFQKKLQPAY
QVSKGHKIRLMVELADPDAEVKWLKNGQEIQMSGSRYIFESIGAKRTLTISQCSLADDAAYQCV
VGGEKCSTELFVKEPPVLITRPLEDQLVMVGQRVEFECEVSEEGAQVKWLKDGVELTREETFEFKY
RFKKDGOKHHLIINEATLEDAGHYALRTSGGOALAELIVOQEKKLEVYQSIADLTVGSKDQAVEK
CEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSFVPEGFACNLSAKL
HFMEVKIDEFVPRQEPPKIHLDCPGRVPDTIVVVAGNKLRLDVPISGDPAPTVIWQKAITKGNKV
PAGPAPDASEESGAGDEWVEFDKKLLCETEGRVRVETTKDRSIFTVEGAEREDEGVYVVTVKNPV
GEDQVSLTVKVIDVPDAPAAPEISKVGEDSCTVCWEPPAYDGGQOPVLGYILERKKKKSYRWMRL
NEFDLLRELSHEARRMIEGVIYEMRVYAVNAVGMSRPSPASQPFMPIGPPSEPTHLAVEDISDTT



VSLKWRPPERAGAGGLDGYSVEYRREGSSAWVSALPGLIERTSLLVKDLPTGARVLERVRAHNL
AGAGPPVTTKEPVTVQELLOQRPRLOLPRHLRQTIQKKVGEPVNLLIPFQGKPRPOQVTWTKEGQP
LAGEEVSIRNSPTDTILFIRAAHRAHSGTYQVTLRVEDMEDKAQLVLQVVDKPSPPODIQVAEA
WGENVALEWKPPODDGNTELWGYTVQKADKKTMEWEFTVLEHYRHTHCVVSELITIGNSYYFRVES
HNTVGPSDTAATTKEPVLIPRPGITYELPKYKALDFSEAPSFTRPLVNRSVIAGYNTTLCCAVR
GSPKPKISWEFKNGLDLGKDARFRMESKQGVLTLETRKPCPEFDGGIYACRATNLEGEAQCECRLE
VRVPQ

UPIO001796E3C E caballu
MPEPGKKPVSAFSKKPRSAEVAAGSPAVFEAETERAGLKVRWQRAGSDISASDKYGLAAEGTRH
TLTVRDVGPADQGSYAVIAGSSKVKEFDLKVIEPEKTEPVPSPAPTPAEAPGAPREALASATEAE
GGSPSPEGSSSAAPDG--—
PGAPDDPIGLEVMRPQODGEVIVGGSITEFSARVAGASLLKPPMVKWEFKGKWVDLSSKVGOHLQLH
DSYDRASKVYLFELHITDAQATFTGGYRCEVSTKDKEFDSCNENLTVHEAIGPGDLDLRSAFRRT
DSRLEAPAEEDVWETILRQAPPSEYERTAFQHGITDLRGMLKRLKGMRRDEKKSTAFQKKLEPAY
QVSKGHKIRLTVELANPDAEVKWLKNGQETIQOMSGSKYIFESIGAKRTLTISQCSLADDAAYQCV
VGGEKCSTELEFVKEPPVLITRPLEDQLVMVGQRVEFECEVSEEGAQVKWLKDGVELTREETFKY
RFKKDGORHHLIINEATLEDAGHYALHTSGGOALAELIVQEKKLEVYQSTIADLTVGAKDQAVFEK
CEVSDENVRGVWLKNGKELVPDSRIKVSHIGRVHKLTIDDVTPADEADYSFVPEGFASNLSAKL
HFMEVKIDEFVPRQEPPKIHLDCPGRVPDTIVVVAGNKLRLDVPISGDPAPTVTWQKTITQGNKV
PAGPAPDAPGDAGASDEWVEDKKLLCETEGRVRVETTKDRSVFTLEGAEKEDEGVYIVTVKNPV
GEDQVNLTVKVIDVPDAPAAPKISNVGEDSCTVQWEPPAYDGGOPILGYILERKKKKSYRWMRL
NFDLLRELSLEAKRMIEGVVYEMRVYAVNAIGMSRPSPASQPFMPIGPPSEPTHLAVEDVSDTT
VSLKWRPPERVGAGGLDGYSVEYCREGGSEWVAALQGLTEHTSLLVKDLPTGARLLEFRVRAHNV
AGPGAPVTTKEPVTVQEILQRPRLOLPRHLRQTTHRRVGEPVNLLIPFQGRPRPOQVTWTKEGQP
LAGEEVSIRNSPTDTILFIRAARRTHSGTYQVTLRIENMEDEATLVLOQIVDKPSPPODIRVAEA
WGENVALEWKPPODDGNTEIWGYTVQKADKKTMEWEFTVLEHYRRTHCVVSELIIGNGYYEFRVES
HNMVGPSDKAATTKEPVFIPKAGITYESPSYKALDFLEAPSFTRPLVNRSVIAGYNATLSCAVR
GSPKPNISWEFKNGLDLRDDARFRTEFSKOGLLTLEIRKPCPFDGGIYVCRATNLOGEAQCECRLE
VR——-

UPIO00154DS9A3 R norvegi
MPEPGKRPVSAFTKKPRSVEVTAGSAAVFEAETERSGLKVOWOQRDGSDIAANDKYGLAAEGKRH
TLTVRDVGPDDQGSYAVIAGSSKVKFDLKVTEPEKAE--
SAVAPTSMEAPETPKEVPALATQLEGNVSSPEGSVSVTQODGSSQGAPDDPIGLFLMRPODGEVT
VGGSIVFSARVAGASLLKPPVVKWFKGKWVDLSSKVGQHLOLHDSYDRASKVYLFELHITDAQA
TSAGGYRCEVSTKDKEDSCNENLTVHEAIGSGDLDLRSAFRRTSLAGTGRRTSDSHEDAGTLDFE
SSLLKK-SSFR--
RDSKLEAPAEEDVWEILRQAPPSEYERIAFQHGVTDLRGMLKRLKGMKHDEKKSTAFQKKLEPA
YOVNKGHKIRLTVELADPDAEVKWLKNGQETIQOMSG—
RYIFESIGAKRTLTISQCSLADDAAYQCVVGGEKCSTELFVKEPPVLITRSLEDQLVMVGQRVE
FECEVSEEGAQVKWLKDGVELTREETFKYRFKKDGRKHHLIINEATLEDAGHYAVRTSGGQALA
ELIVQEKKLEVYQSIADLAVGAKDQAVEFKCEVSDENVRGVWLKNGKELVPDNRIKVSHIGRVHK
LTIDDVTPADEADYSEFVPEGFACNLSAKLHFMEVKIDFVPRQEPPKIHLDCPGSTPDTIVVVAG
NKLRLDVPISGDPAPTVIWQKTITQGKKASAGPPPGAPEDAGADEEWVEDKKLLCETEGRVRVE
TTKDRSVFTVEGAEKEDEGVYTVTVKNPVGEDQVNLTVKVIDVPDAPAAPKISNVGEDSCIVQW
EPPAYDGGQPVLGYILERKKKKSYRWMRLNFDLLRELSHEARRMIEGVAYEMRVYAVNAVGMSR
PSPASQPFMPIGPPGEPTHLTVEDVSDTTVSLKWRPPERVGAGGLDGYSVEYCQEGCSEWVTAL



OGLTERTSLLVKDLPTGARLLFRVRAHNVAGPGGPIITKEPVTVQEILORPRLOLPRHLRQTIQ
KKVGEPVNLLIPFQGKPRPQVTWTKEGQPLAGEEVSIRNSPTDTILFIRAAHRTHSGTYQVTVR
IENMEDKATLVLQIVDKPSPPLDIRVVETWGEFSVALEWKPPODDGNTEIWGYTVQKADKKTMEW
FTVLEHYRQTHCVVSELIIGNGYYFRVEFSHNMVGSSDRAAATKEPIFIPRPGITYEPPKYKALD
FSEAPSFTQPLTNRSITIAGYNAILCCAVRGSPKPKISWEFKNGLDLGEDAREFRMFCKQGVLTLETL
RKPCPYDGGVYVCRATNLQGEAQCECRLEVRVPQ

070468 Mus musculus Myos
MPEPGKKPVSAFNKKPRSAEVTAGSAAVFEAETERSGVMVRWORDGSDITANDKYGLAAEGKRH
TLTVRDASPDDQGSYAVIAGSSKVKFDLKVTEPEKAE--SEV-————-—
APGAPEEVPAPATELEESVSSPEGSVSVTQDGSHQGAPDDPIGLFLMRPQDGEVTVGGSIVESA
RVAGASLLKPPVVKWEKGKWVDLSSKVGOHLOQLHDSYDRASKVYLFELHITDAQTTSAGGYRCE
VSTKDKEDSCNENLTVHEAIGSGDLDLRSAFRRTSLAGAGRRTSDSHEDAGTPDEFSSLLKKRDS
FR--
RDSKLEAPAEEDVWEILRQAPPSEYERIAFQHGVEACHRPLKRLKGMKQDEKKSTAFQKKLEPA
YQOVNKGHKIRLTVELADPDAEVKWLKNGOQEIQMSGSKYIFESVGAKRTLTISQCSLADDAAYQC
VVGGEKCSTELFVKEPPVLITRSLEDQLVMVGQRVEFECEVSEEGAQVKWLKDGVELTREETFEFK
YREFKKDGRKHHLIINEATLEDAGHYAVRTSGGQSLAELIVQEKKLEVYQSTIADLAVGAKDQAVE
KCEVSDENVRGVWLKNGKELVPDNRIKVSHIGRVHKLTIDDVTPADEADYSEVPEGFACNLSAK
LHFMEVKIDEVPRQEPPKIHLDCPGSTPDTIVVVTGNKLRLDVPISGDPAPTVVWQKTVTQGKK
ASAGPHPDAPEDAGADEEWVEFDKKLLCETEGRVRVETTKDRSVETVEGAEKEDEGVYTVTVKNP
VGEDQVNLTVKVIDVPDAPAAPKISNVGEDSCTVOWEPPAYDGGQPVLGYILERKKKKSYRWMR
LNFDLLRELSHEARRMIEGVAYEMRVYAVNAVGMSRPSPASQPFMPIGPPGEPTHLAVEDVSDT
TVSLKWRPPERVGAGGLDGYSVEYCQEGCSEWTPALOQGLTERRSMLVKDLPTGARLLFRVRAHN
VAGPGGPIVTKEPVTVQEILORPRLOLPRHLROQTIQKKVGEPVNLLIPFQGKPRPQVIWTKEGQ
PLAGEEVSIRNSPTDTILFIRAARRTHSGTYQVTVRIENMEDKATLILQIVDKPSPPQDIRIVE
TWGENVALEWKPPODDGNTEIWGYTVQKADKKTMEWETVLEHYRRTHCVVSELIIGNGYYFRVE
SHNMVGSSDKAAATKEPVEFIPRPGITYEPPKYKALDFSEAPSFTQPLANRSITIAGYNAILCCAV
RGSPKPKISWEFKNGLDLGEDARFRMFCKQGVLTLEIRKPCPYDGGVYVCRATNLQGEAQCECRL
EVRVPQ

UPIO000F2DAC3 M domesti  ——-——--—————————————————————

ASGDPIGLEVSRPODGEVTVGDSITESAQVAGASLLKPPVVKWEKGKWMDLSGKVGKNLQLHDS
YDRASKVYLFELHISEVQAAYAGGYRCEVSTKDKFDSCNENLTVHEATGPADLDLRSAFRRPSL
PGGNRRTSDGHDDAGSLDFSSLLKKRDLFRGARDPKLEAPAEEDVWEILRTAPPSEYERTIAFQH
GVTDLRGMLKRLKGMKKDEKKSAAFLKKLEPAYQVNKGOKIRLVVEVADPDAEVKWLKNGQPTIQ
MSGSKYIFESAGNKRMLTISQCSLADDAAYQCMVGGDKCSTELFVKEPPVLITRGLEDQMVTVG
ORVEFECEVSEEGAPVKWLKDGVELTREETFKYRFKKDGRKHHLIINEATLEDSGHYAIRTSGG
QALAELIVQEKTLEVYONIADLTVGARDQAVFKCEVSDENVKGVWLKNGRELVPDSRIKVSHIG
RVHKLTIDDVTPADEADYSEFVPEGFACNLSAKLHFMEVKIDEFVPRQEPPKIHLDCPGRTPDTIV
VVAGNKLRLDVPISGDPAPTVIWQKASQESK-—-——--

TPDPATEVGDSSEWVFEKKLLCETEGRVRVETHKDRSIFTVEGAEKEDEGVYTVTVKNPVGEDQ
VNITVKVIDVPDPPAAPKISNVGEDSCTVQOWQPPAYDGGQPILGYILERKKKKSYRWMRLNEDL
LRELSHEARRMIEGVVYEMRVYAVNATIGMSRPSPASQPFMPIGPPSEPTHLGVEDISDSSVTLK
WRPPERVGAGGLDGYSVEYCREGSSEWVSALQSLTERTSLLVKELPTGARLLFRVRAHNLAGPS
APAITKEATITVQEILERPRLRLPRHLROQTVQRKVGEPVNILIPFQGKPRPOQVTWTKEGQPLAGN
DVSIRNSPTDTILFIRTAHRAHSGTYQVAVQIENMEDTATLVLQIVDRPSPPQEVRVTETWGEN



VALEWKPPODDGNTELWGYTVOKADKKTMEWFTVLEHYRRTHCVVSELIMGNNYYFRVESHNMV
GASEKAATTKEPVFIPKIGLTYQPPTYKALDESEAPSEFTQPLVNRSVIAGYNAVLCCSVRGSPK
PKISWFKNGLDLGEDARFRMFSKQGVLTLEIRKPCPEDGGAYVCRATNAQGEAQCECRLEVR--
A9JTS4 Mybpc3 protein n MPEPVKK--

SAFTKKPKSEEVSVGGTVTFAAETDKPGLKVKWQRNNVDITANERFATIKSEGKQHSLTISNATA
EDEVVYAVIAGTSKVKFELKVKETEEAPAPAAPEASEAPAPPAPDSSAPPPTETAEGEAKPPES
AEATAIQ--

PEPPKDEIGLFLERPKDAEITVGSNIKFTARIAGANLIKKPVVKWEKGKWMDLT SKVGKHLQOLH
EIYDRNTKIYTFEIQITIQAKTTYAGGYRCEVSSKDKFDSCNFNLAVHEVSTSGEVDIRAAFRRT

EPKQGAEPDVDVWDILKKAPPSEYEKIAFQYGITDLRGLLKRLKKMKKEEKKSEAFLKKMDPAY
QIDKGOKMKLVVEVANPDAEVKWLKNGQEIRVSGSKYIFESIGNKRILTINNCSLADDAAYQCV
IGEEKCFTELFVREPPVQILHSLEDOQMVMVGERVEFECEVSEEGAQVKWEKDGVELTREETEKY
RFKKDGKKHFLIINETTLEDGGNYKVKTNGGESVAELMVQEKQLEVLODVADLTVKAKEQAVEK
CEVSDETVTGIWVKNGKEVIPNNRIKITHIGRVHKLTIDDVVPQDEGDYSEFIPNGFAFSLSAKL
HFMEVKIDFVPRQEPPKIKLDCMSQCADTIIVVAGNKLRLDVPISGDPAPTVVWMKGDK-————
LISEVDGRVHVETHADHCVFIIEGAEKSDEGAYTVLVKNEAGEDKANINVKVIEVPDPPESPKI
SNIGEDFCTVQWDPPKYDGGQPVLGY ILERKKKKSYRWMRLNYDLVKELTYESKRMIEGVVYEM
RIYAVNSIGMSLPSQPSQPEFMPIAPTSEPTQLVVEDVSDTSISLKWRPPERIGAGGLDGYTVEY
CKEGSTEWVPALQGLTERNSVMIRDLPTGERLTFRVRAINLAGPSEPCTMKEPVTIREIMQRPK
IWLPRYLROKLIKKVGETVNIVIPFQGKPRPVVTWLKDGQPVDPKQVGIRNSEADTILFIRKAE
RDHSGEYKVQIQIENCEDSATICIQIVDKPSASQKLKIVEIWGENVALEWAPPODDGNTEITGY
TVOKADKKTMEWEFTVFEHYRRTHCVVSDLIMGNEYYFRVESENMCGLSEKPCTTKNSAYIQKTG
TAYKPPTYKDHEFDEAPKFTHPLNDRSVVAGYNATLSCAVRGIPKPKITWYKNKMDLSMEARYR
SEFSKQGVLTLEVRKPSPFDGGLYTCKAVNEHGVAETECRLEVRVPQ
UPIO000ECB979 G gallus = ———————————————————————————

PEEPVDPIGLEVTRPODGEVTVGGNITFTAKVAGESLLKKPSVKWFKGKWMDLASKVGKHLQLH
DNYDRNNKVYTFEMEI IEANMTFAGGYRCEVSTKDKFDSSNENLIVNEAPVSGEMDIRAAFRRT
SLAGGGRRMSEGLEESGELNFSALLKK-

SSFLANRDGKSDSQPDVDVWE ILRKAPPSEYEKIAFQYGITDLRGMLKRLKRIKKEEKKSTAFL
KKLDPAYQVDKGQKIKLMVEVANPDADVKWLKNGQEIQVSG-
RYIFEAIGNKRILTINHCSLADDAAYECVVAEEKSFTELFVKEPPILITHPLEDOMVMVGERVE
FECEVSEEGATVKWEKDGVELTREETFKYRFKKDGKKQYLITINESTKEDSGHYTVKTNGGVSVA
ELIVOEKKLEVYQSIADLTVKARDQAVFKCEVSDENVKGIWLKNGKEVVPDERIKISHIGRIHK
LTIEDVTPGDEADYSFIPOGFAYNLSAKLOQFLEVKIDEFVPREEPPKIHLDCLGQSPDTIVVVAG
NKLRLDVPISGDPTPTVIWQKVNKKGELVHQSNE -
DSLTPSENSSDLSTDSKLLFESEGRVRVEKHEDHCVFITEGAEKEDEGVYRVIVKNPVGEDKAD
ITVKVIDVPDPPEAPKISNIGEDYCTVQWQPPTYDGGOPVLGY ILERKKKKSYRWMRLNEFDLLK
ELTYEAKRMIEGVVYEMRIYAVNSIGMSRPSPASQPFMPTIAPPSEPTHETVEDVSDTTVALKWR
PPERIGAGGLDGYIVEYCKDGSAEWTPALPGLTERTSALIKDLVTGDKLYFRVKAINLAGESGA
AITKEPVTVQEIMORPKIWLPRHLRQTLVKKVGETINIMIPFQGKPRPKISWMKDGQTLDSKDV
GIRNSSTDTILFIRKAELHHSGAYEVTLQIENMTDTVAITIQIIDKPGPPONIKLADVWGENVA
LEWTPPODDGNAQILGYTVQKADKKTMEWYTVYDHYRRTNCVVSDLIMGNEYFFRVESENLCGL



SETAATTKNPAYIQKTGTTYKPPSYKEHDFSEPPKFTHPLVNRSVIAGYNTTLSCAVRGIPKPK
IFWYKNKVDLSGDAKYRMESKQGVLTLEIRKPTPEDGGEYTCKAVNERGEAEIECRLDVRVPQ
090688 G gallus Myosin = ——-—————o————o— oo

PEEPVDPIGLEFVTRPODGEVTVGGNITFTAKVAGESLLKKPSVKWEFKGKWMDLASKVGKHLQLH
DNYDRNNKVYTFEMEITEANMTFAGGYRCEVSTKDKEDSSNENLIVNEAPVSGEMDIRAAFRRT
SLAGGGRRMSEGLEESGELNFSALLKKRDSFLANRDGKSDSQPDVDVWEILRKAPPSEYEKIAF
QYGITDLRGMLKRLKRIKKEEKKSTAFLKKLDPAYQVDKGOKIKLMVEVANPDADVKWLKNGQE
IQVSGSKYIFEAIGNKRILTINHCSLADDAAYECVVAEEKSFTELEFVKEPPILITHPLEDQMVM
VGERVEFECEVSEEGATVKWEKDGVELTREETFKYRFKKDGKKQYLIINESTKEDSGHYTVKTN
GGVSVAELIVQEKKLEVYQSIADLTVKARDQAVFKCEVSDENVKGIWLKNGKEVVPDERIKISH
IGRIHKLTIEDVTPGDEADYSFIPQGFAYNLSAKLQFLEVKIDEVPREEPPKIHLDCLGQSPDT
IVVVAGNKLRLDVPISGDPTPTVIWQKVNKKGELVHQSNE-
DSLTPSENSSDLSTDSKLLFESEGRVRVEKHEDHCVEITEGAEKEDEGVYRVIVKNPVGEDKAD
ITVKVIDVPDPPEAPKISNIGEDYCTVQWQPPTYDGGQPVLGY ILERKKKKSYRWMRLNEDLLK
ELTYEAKRMIEGVVYEMRIYAVNSIGMSRPSPASQPFMPIAPPSEPTHETVEDVSDTTVALKWR
PPERIGAGGLDGYIVEYCKDGSAEWTPALPGLTERTSALIKDLVTGDKLYFRVKAINLAGESGA
AITKEPVTVQEIMORPKICVPRHLRQTLVKKVGETINIMIPFQGKPRPKISWMKDGQTLDSKDV
GIRNSSTDTILFIRKAELHHSGAYEVTLOQIENMTDTVAITIQIIDKPGPPONIKLADVWGENVA
LEWTPPODDGNAQILGYTVQKADKKTMEWYTVYDHYRRTNCVVSDLIMGNEYFFRVEFSENLCGL
SETAATTKNPAYIQKTGTTYKPPSYKEHDFSEPPKFTHPLVNRSVIAGYNTTLSCAVRGIPKPK
IFWYKNKVDLSGDAKYRMFSKQGVLTLETIRKPTPLDGGEFYTCKAVNERGEAEIECRLDVRVPQ
090688 2 G gallus Isofo = =  ———-—————————-—————————————

PEEPVDPIGLEVTRPODGEVTVGGNITFTAKVAGESLLKKPSVKWFKGKWMDLASKVGKHLQLH
DNYDRNNKVYTFEMEITEANMTFAGGYRCEVSTKDKEFDSSNENLIVNEAPVSGEMDIRAAFRRT
EGLEESGELNFSALLKKRDSFLANRDGKSDSQPDVDVWEILRKAPPSEYEKIAFQYGITDLRGM
LKRLKRIKKEEKKSTAFLKKLDPAYQVDKGQKIKLMVEVANPDADVKWLKNGQEIQVSGSKYIF
EATIGNKRILTINHCSLADDAAYECVVAEEKSFTELFVKEPPILITHPLEDOMVMVGERVEFECE
VSEEGATVKWEKDGVELTREETFKYRFKKDGKKQYLIINESTKEDSGHYTVKTNGGVSVAELIV
QEKKLEVYQSIADLTVKARDQAVFKCEVSDENVKGIWLKNGKEVVPDERIKISHIGRIHKLTIE
DVTPGDEADYSFIPQGFAYNLSAKLQFLEVKIDEFVPREEPPKIHLDCLGQSPDTIVVVAGNKLR
LDVPISGDPTPTVIWQKVNKKGELVHQSNE-

DSLTPSENSSDLSTDSKLLFESEGRVRVEKHEDHCVFEFIIEGAEKEDEGVYRVIVKNPVGEDKAD
ITVKVIDVPDPPEAPKISNIGEDYCTVOWQPPTYDGGQPVLGYILERKKKKSYRWMRLNEFDLLK
ELTYEAKRMIEGVVYEMRIYAVNSIGMSRPSPASQPFMPIAPPSEPTHFTVEDVSDTTVALKWR
PPERIGAGGLDGYIVEYCKDGSAEWTPALPGLTERTSALIKDLVTGDKLYFRVKAINLAGESGA
ATIKEPVTVQEIMORPKICVPRHLROQTLVKKVGETINIMIPFQGKPRPKISWMKDGQTLDSKDV
GIRNSSTDTILFIRKAELHHSGAYEVTLOQIENMTDTVAITIQIIDKPGPPONIKLADVWGENVA
LEWTPPODDGNAQILGYTVQKADKKTMEWYTVYDHYRRTNCVVSDLIMGNEYFFRVESENLCGL
SETAATTKNPAYIQKTGTTYKPPSYKEHDFSEPPKFTHPLVNRSVIAGYNTTLSCAVRGIPKPK
IFWYKNKVDLSGDAKYRMEFSKOQGVLTLEIRKPTPLDGGFYTCKAVNERGEAEIECRLDVRVPQ

UPIOO015A7ACA Danio reri = ———————-
VSAFSKKPKSQTAEIGARVIFEAETEKPGVKVKWQRESKDILPSHKYTISAEDNKHSLTINNII



QEDAVGYAVIAGMSKVKFELKIKEKGVEKAAVEHKPEESKPEESKPEPKEPPPAPTENSAPEST

PSDGVAPEGLFTEKPHSGEVNVGENIIFIARVCGESLLKKPTVKWEKGKWMDLASKSGKHLQOLK
EHYDRNTKVYTFEMHITAAKANFAGAYRCEVSSRDKEDSCNFDLIVHEARTTEGEDIRTAFRRT
STS—————- IDAGDDSGELDEFSALLKKRLTY -
SSVAVHVSTEPDVDVWDILOKAPPSEYEKIAFQYGITDLRGMLKRLKKMKKEEKKSAAFLKKLD
PAYQVEKGHKIKLEIEVANPDAEVKWLKNGQEIHPTG-
RYIFESVGNKRFLTINNCSLSDDAAYMCVVGDEKTVTELEVKEPPVLIVRNLEDOMAMKGDRVE
FECEVSEEGAQVKWEKDGVELTRDESFKYRFKKDGCKHVLIINDVTKEDCGHYRVKTNGGQSLA
ELMVQEKQLEVYQSTADLTVKAKDQAVFKCEVSDENVKGIWYKNGVEVKPDARTLITHIGRIHK
LTIDDVKPEDEGDYTEVPEGFAFNLSAKLNFLEVKIDEFVPRODPPKIHLDCMGRTAETILVVAG
NKLRLDVPITGDPAPTVIWTKGEKVGVRPVSRGVGSKDPPFTDKVEID--
TKILCDSDGRVHVESTKGHCIFTIEGAERQDEGVYSVIVRNPAGEDTADINVKVVDVPDPPEAP
RILSVGEDSCVVQWDAPREFDGGQOPVIGYVLERKKKKSYRWMRLNEDPYKETTFEAKKMIEGVPY
EMRVYAVNAIGMSRPSAASQPFVPVAPTSEPIGLCVDDISDTTISLKWRTPERIGSAELEGYGV
EYCKEGSDEWIPAFSGLTERTSVIIRDLPTGEKMQFRVRAYNMAGPSAPATLQOAVTIREIMQR
PKIWLPRNLROQTLIKKVGETINLVIPFQGKPRPOQVSWTKNDEPLDPKSVSIRNSDTDTILFIRR
SERKDSGKYDVQVQIENVEDKASVNIQIVDVPGPPONLKVMDVWGENVALEWKPPKDNGNCDIT
GYNIQKADKKTMEWYTVEFEQYRRTNCVVSDLIMGNEYVEFRVYAANMVGLSPEPCLSKDSAYIQK
TGIVYKPPSYKDHDFSEAPKFTHPLKSRSVIAGYNATLSCSVRGIPKPKITWYKNKMDITNEAK
YRMEFSNQGVLTLEIRKPCPEFDGGVYMCKAVNDSGEDLVECKLEVR-—-—
UPIOOO0OECB97A G gallus ~ = = ———-——————————mm———mm——————

PEEPVDPIGLEVTRPODGEVTVGGNITEFTAKVAGESLLKKPSVKWEKGKWMDLASKVGKHLQLH
DNYDRNNKVYTFEMEITEANMTFAGGYRCEVSTKDKEDSSNENLIVNEAPVSGEMDIRAAFRRT
SLAGGGRRMSEGLEESGELNFSALLKKSSSFLANRDGKSDSQPDVDVWEILRKAPPSEYEKIAF
QYGITDLRGMLKRLKRIKKEEKKSTAFLKKLDPAYQVDKGOKIKLMVEVANPDADVKWLKNGQE
IQVSGRTYIFEAIGNKRILTINHCSLADDAAYECVVAEEKSFTELEFVKEPPILITHPLEDQMVM
VGERVEFECEVSEEGATVKWEKDGVELTREETFKYRFKKDGKKQYLIINESTKEDSGHYTVKTN
GGVSVAELIVQEKKLEVYQSTIADLTVKARDQAVFKCEVSDENVKGIWLKNGKEVVPDERIKISH
IGRIHKLTIEDVTPGDEADYSFIPQGFAYNLSAKLQFLEVKIDEFVPREEPPKIHLDCLGQSPDT
IVVVAGNKLRLDVPISGDPTPTVIWQKVNKKGELVHQSNE -
DSLTPSENSSDLSTDSKLLFESEGRVRVEKHEDHCVEITEGAEKEDEGVYRVIVKNPVGEDKAD
ITVKVIDVPDPPEAPKISNIGEDYCTVQWQOPPTYDGGQPVLGY ILERKKKKSYRWMRLNEDLLK
ELTYEAKRMIEGVVYEMRIYAVNSIGMSRPSPASQPFMPIAPPSEPTHETVEDVSDTTVALKWR
PPERIGAGGLDGYIVEYCKDGSAEWTPALPGLTERTSALIKDLVTGDKLYFRVKAINLAGESGA
ATIKEPVIVOQEIMORPKIWLPRHLRQTLVKKVGETINIMIPFQGKPRPKISWMKDGQTLDSKDV
GIRNSSTDTILFIRKAELHHSGAYEVTLOIENMTDTVAITIQIIDKPGPPONIKLADVWGENVA
LEWTPPODDGNAQILGYTVQKADKKTMEWYTVYDHYRRTNCVVSDLIMGNEYFFRVEFSENLCGL
SETAATTKNPAYIQKTGTTYKPPSYKEHDFSEPPKFTHPLVNRSVIAGYNTTLSCAVRGIPKPK
IFWYKNKVDLSGDAKYRMFS-------—-—--—-—--—-—--—-—-—————————————————————————
Q090X86 X laevis Cardiac = = ————————-———-—-—————————————

PEPPKDEIGLFLERPODGEITVGTNIKFTARIAGANLIKKPVVKWFKGKWMDLTSKVGKHLQLH
ESYDRNTKIYTFEIQITGAKTTYAGGYRCEVSSKDKEFDSCNENLAVHEAASSGEVDIRAAFRRT



SLVGAAKRRSDGTEEAGELDFSALLKKRDSFLVNREPKQGTEPDVDVWEILKKAPPSEYEKIAF
QYGITDLRGLLKRLKKMKKEEKKSEAFLKKMDPAYQIDKGQKMKLVVEVANPDAEVKWLKNGQE
IRVSGSKYIFESIGNKRILTINNCSLADDAAYTCVIGEEKCFTELEVREPPIQILHPLEDQMVM
VGERVEFMCEVSEEGAQVKWEKDGVELTREETFKYREFKKDGKKHYLIINETTVEDGGHYKVKTN
GGDSLAELMVQEKQLEVLODVADLTVRAKEQAVFKCEVSDETVTGIWVKNGKEVIANNRIKITH
IGRVHKLTIDDVVPQDEGDYSFIPNGFAFSLSAKLHFMEVKIDEVPROEPPKIKLDCMSQCADT
ITIVVAGNKLRLDVPISGDPAPTVVWMKGDKVIEQIKVRTE-———---
TESQHDLYRDVDLISEVDGRVHVETHPDHCVETIEGAEKSDEGAYTVVVKNEAGEDKANINVKV
IEVPDPPEAPRISNIGEDFCTVOWDPPKYDGGQOPILGY ILERKKKKSYRWMRLNYDLVQELTYE
SKRMIEGVVYEMRIYAVNSIGMSIPSQHSQPFMPIAPTSEPTMLVVDDVSDTSISLKWRPPERI
GAGGLDGYTVEYCKEGSTEWVPALLGLTERTSVMIRDLPTGERLAFRVRAINLAGPSEPCTMKE
PVTIREIMORPKIWLPRYLROKLIKKVGETVNIVIPFQGKPRPVVTWLKDGQPVDPKQIGIRNS
EADSILFIRKAERDHSGEYKVQIQIENCEDSATIHIQIVDKPSAPONLKLVEIWGENVALEWVP
PKDDGNTEITGYTVQKADKKTMEWFTVFEHYRRTHCVVSDLIMGNEYFEFRVESENMCGLSENPC
TSKNSAYIQKTGTAYKPPSYKDHEFEEAPKFTHPLNDRSVIAGYNATLSCALRGIPKPKITWYK
NKMDLSMEARYRSEFSKQGVLTLELRKPSPFDGGVYTCKAVNEHGVAETECRLEVRVPQ
0498L6 X laevis Putativ @~ ——---—--mm—mmm—m— e ————

PEPPKDEIGLFLERPODGEITVGTNIKFTARIAGANLIKKPVVKWFKGKWMDLTSKVGKHLQLH
ESYDRNTKIYTFEIQIIGAKTTYAGGYRCEVSSKDKFDSCNEFNLAVHEAASSGEVDIRAAFRRT
SLVGAAKRRSDGTEEAGELDFSALLKKRDSFLVNREPKQGTEPDVDVWEILKKAPPSEYEKIAF
OYGITDLRGLLKRLKKMKKEEKKSEAFLKKMDPAYQIDKGQKMKLVVEVANPDAEVKWLKNGQE
IRVSGSKYIFESIGNKRILTINNCSLADDAAYTCVIGEEKCFTELFVREPPIQILHPLEDQMVM
VGERVEFMCEVSEEGAQVKWEKDGVELTREETFKYRFKKDGKKHYLIINETTVEDGGHYKVKTN
GGDSLAELMVQEKQLEVLQDVADLTVRAKEQAVFKCEVSDETVTGIWVKNGKEVIANNRIKITH
IGRVHKLTIDDVVPQDEGDYSFIPNGFAFSLSAKLHFMEVKIDFVPROQEPPKIKLDCMSQCADT
ITIVVAGNKLRLDVPISGDPAPTVVWMKGDKVIEQIKVRTE-————-
TESQHDLYRDVDLISEVDGRVHVETHPDHCVEFTIEGAEKSDEGAYTVVVKNEAGEDKANINVKV
IEVPDPPEAPRISNIGEDFCTVOWDPPKYDGGQPILGYILERKKKKSYRWMRLNYDLVKELTYE
SKRMIEGVVYEMRIYAVNSIGMSIPSQHSQPFMPIAPTSEPTMLVVDDVSDTSISLKWRPPERI
GAGGLDGYTVEYCKEGSTEWVPALLGLTERTSVMIRDLPTGERLAFRVRAINLAGPSEPCTMKE
PVTIREIMORPKIWLPRYLROQKLIKKVGETVNIVIPFQGKPRPVVTWLKDGQPVDPKQIGIRNS
EADSILFIRKAERDHSGEYKVQIQIENCEDSATIHIQIVDKPSAPONLKLVEIWGEFNVALEWVP
PKDDGNTEITGYTVQKADKKTMEWFTVFEHYRRTHCVVSDLIMGNEYFEFRVFSENMCGLSENPC
TSKNSAYIQKTGTAYKPPSYKDHEFEEAPKFTHPLNDRSVIAGYNATLSCALRGIPKPKITWYK
NKMDLSMEARYRSFSKOQGVLTLELRKPSPFDGGVYTCKAVNEHGVAETECRLEVRVPQ
B772s41 X laevis Putativ @~ ------—--—--—--m———————

PEPPKDEIGLFLERPODGEITVGTNIKFTARIAGANLIKKPVVKWEFKGKWMDLTSKVGKHLQLH
ESYDRNTKIYTFEIQIIGAKTTYAGGYRCEVSSKDKEDSCNENLAVHEAASSGEVDIRAAFRRT

EPKOGTEPDVDVWEILKKAPPSEYEKIAFQYGITDLRGLLKRLKKMKKEEKKSEAFLKKMDPAY
QIDKGQKMKLVVEVANPDAEVKWLKNGQETIRVSGSKYIFESTGNKRILTINNCSLADDAAYTCV
IGEEKCFTELFVREPPIQILHPLEDQMVMVGERVEFMCEVSEEGAQVKWEKDGVELTREETFEFKY
RFKKDGKKHYLIINETTVEDGGHYKVKTNGGDSLAELMVQEKQLEVLODVADLTVRAKEQAVEK



CEVSDETVTGIWVKNGKEVIANNRIKITHIGRVHKLTIDDVVPQDEGDYSEFIPNGFAFSLSAKL
HFMEVKIDFVPROEPPKIKLDCMSQCADTITIVVAGNKLRLDVPISGDPAPTVVWMKGDKVIEQI

TESQHDLYRDVDLISEVDGRVHVETHPDHCVEFTIEGAEKSDEGAYTVVVKNEAGEDKANINVKV
IEVPDPPEAPRISNIGEDEFCTVQWDPPKYDGGQPILGYILERKKKKSYRWMRLNYDLVQELTYE
SKRMIEGVVYEMRIYAVNSIGMSIPSQHSQPFMPIAPTSEPTMLVVDDVSDTSISLKWRPPERI
GAGGLDGYTVEYCKEGSTEWVPALLGLTERTSVMIRDLPTGERLAFRVRAINLAGPSEPCTMKE
PVTIREIMOQRPKIWLPRYLROKLIKKVGETVNIVIPFQGKPRPVVTWLKDGQPVDPKQIGIRNS
EADSILFIRKAERDHSGEYKVQIQIENCEDSATIHIQIVDKPSAPONLKLVEIWGENVALEWVP
PKDDGNTEITGYTVQKADKKTMEWFTVFEHYRRTHCVVSDLIMGNEYFFRVESENMCGLSENPC
TSKNSAYIQKTGTAYKPPSYKDHEFEEAPKFTHPLNDRSVIAGYNATLSCALRGIPKPKITWYK
NKMDLSMEARYRSFSKQGVLTLELRKPSPFDGGVYTCKAVNEHGVAETECRLEVRVPQ
Q4SI34 T nigroviridis C

MPETLKKAVSAFTKKPKTLEAAAGSSVVEFEAETEKPDAKVKWQCNAKDIANGNKYTIAADGSKH
SLSIKAVTHQDANIYAVISGGSKVKFELKVVS——-—--------------——-——————————— ———
———————— KPEAPADGP-
EEPGVQPEQAPAASTONQSVAAGONITEFVAKVNEESLLKKPSVKWEKGKWMDLASKSGKHLQLK
ESYDRNTKVYTFEMOQILAAKANFAGAYRCEVSSKDKEDSCNFTLTVHDVCVEEGLDIRAAFRRT

AVHVSSEPEVDVWEILSKAPSSEYEKIAFQHGITDLRGMLKRLKKMKKEEKKSAAFLRKLDPAY
OVTKGHKIRLAVEVANADADVKWLKNGQEFHPTG-
RYIFESVGNMRYLTINNCSLADDAAYCCVVGEEKSTSELFVKEPPVLIVKNLEDQMVMKGDRVE
LECEVSEEGANVKWEKDGVELTRDESFKYRFKKDGCKHILIINDATKEDCGHYKVKTNGGESMA
ELLVQEKELEIYQSIADLTVKAKDQALFKCEVSDENVRGTWYKNGAEVKPDARINITHIGRIHK
LTIDDVKPGDEGDYTFVPDGYAYNLSAKLNFLEVKIDYVPRODPPKIHLDCMGRTAETIVVVAG
NKLRLDVPITGDPAPTVIWTKGEK-——-—-—-—"—"""""""""—"—"—"—"————————
VVTEGDGRVHVESTKGHCIFTIEGAERQDEGIYSVVVRNAAGEDTADINVKVVDVPDPPQEVKI
LSVGEESCVVQWDPPAFDGGQPIIGYVLERKKKKSYRWMRLNEDPYPETTYEAKRMIEGVAYEM
RVYAVNSIGMSRHSQASQPEFVPVAPTSEPVGLCVDDISDTSIVLKWRPPERMGSVDLEGYGVEY
CKEGTDEWIPAAQGLTERTSLIIRNLTTGDRLOFRVRAYNMAGPSPAATLAQPITIREIMORPK
ILLPRNLRQTLIRRVGDTVNLVIPFQGKPRPKVITWSKNGEPLSSTLASIRNSEGDTILEFIRKTE
KTHSGKYDLOVQIENVEDTASVTLOQVVDLPGPPEVLKIVDVWGEFNVALEWKPPKDDGNCEITGY
TVOKADKKTMEWFTVYDQYRRTHCIVSDLIMGNEYVEFRVFANNLVGPSPEPCGTKDSAYIQKTG
VVYKPPTHKEHDLSEAPKFTRPLVSRSVIAGYTATLSCSVRGVPKPKVTWYKNKMDLSNEAKYR
MLSNHGVLTLEIRKPCPEFDGGVYTCKAVNDSGEDTVECKLEVR---
UPIO0015A7ACB Danio reri = =  ———————————————————————————

PDTRODLTGLFTEKPHSGEVNVGENITFIARVCGESLLKKPTVKWEFKGKWMDLASKSGKHLQOLK
EHYDRNTKVYTFEMHITAAKANFAGAYRCEVSSRDKEFDSCNFDLIVHEARTTEGEDIRTAFRRT
KFAFCGPFHSDAGDDSGELDFSALLKKRDIHSTQIAVHVSTEPDVDVWDILOKAPPSEYEKIAF
QYGITDLRGMLKRLKKMKKEEKKSAAFLKKLDPAYQVEKGHKIKLEIEVANPDAEVKWLKNGQE
IHPTGHRYIFESVGNKRFLTINNCSLSDDAAYMCVVGDEKTVTELFVKEPPVLIVRNLEDQMAM
KGDRVEFECEVSEEGAQVKWEKDGVELTRDESFKYRFKKDGCKHVLIINDVTKEDCGHYRVKTN
GGQSLAELMVQEKQLEVYQSTIADLTVKAKDQAVEFKCEVSDENVKGIWYKNGVEVKPDARTLITH
IGRIHKLTIDDVKPEDEGDYTFVPEGFAFNLSAKLNFLEVKIDEFVPROQDPPKIHLDCMGRTAET
ILVVAGNKLRLDVPITGDPAPTVIWTKGEKVGVKHICSNI -—-—



DFLLFYHVVVDGLIQVLTDSDGRVHVESTKGHCIFTIEGAERQDEGVYSVIVRNPAGEDTADIN
VKVVDVPDPPEAPRILSVGEDSCVVQOWDAPRFDGGQPVIGYVLERKKKKSYRWMRLNEDPYKET
TFEAKKMIEGVPYEMRVYAVNAIGMSRPSAASQPFVPVAPTSEPIGLCVDDISDTTISLKWRTP
ERIGSAELEGYGVEYCKEGSDEWIPAFSGLTERTSVIIRDLPTGEKMOFRVRAYNMAGPSAPAT
LOOAVTIREIMORPKIWLPRNLRQTLIKKVGETINLVIPFQGKPRPQVSWTKNDEPLDPKSVSI
RNSDTDTILFIRRSERKDSGKYDVQVQIENVEDKASVNIQIVDVPGPPONLKVMDVWGENVALE
WKPPKDNGNCDITGYNIQKADKKTMEWYTVFEQYRRTNCVVSDLIMGNEYVEFRVYAANMVGLSP
EPCLSKDSAYIQKTGIVYKPPSYKDHDEFSEAPKETHPLKSRSVIAGYNATLSCSVRGIPKPKIT
WYKNKMDITNEAKYRMFSNQGVLTLEIRKPCPEDGGVYMCKAVNDSGEDLVECKLEVR-—-
UPIO001722DBYS Danio reri = = ———————————————————————————

PDTRODLTGLEFTEKPHSGEVNVGENIIFIARVCGESLLKKPTVKWEKGKWMDLASKSGKHLQLK
EHYDRNTKVYTFEMHITAAKANFAGAYRCEVSSRDKEFDSCNEDLIVHEARTTEGEDIRTAFRRT

DAGDDSGELDFSALLKKRDSFVGQRAVHVSTEPDVDVWDILQKAPPSEYEKIAFQYGITDLRGM
LKRLKKMKKEEKKSAAFLKKLDPAYQVEKGHKIKLEIEVANPDAEVKWLKNGQEIHPTGSKYIF
ESVGNKREFLTINNCSLSDDAAYMCVVGDEKTVTELFVKEPPVLIVRNLEDOMAMKGDRVEFECE
VSEEGAQVKWEKDGVELTRDESFKYRFKKDGCKHVLIINDVTKEDCGHYRVKTNGGQSLAELMV
QEKQLEVYQSIADLTVKAKDQAVFKCEVSDENVKGIWYKNGVEVKPDARTLITHIGRIHKLTID
DVKPEDEGDYTEFVPEGFAFNLSAKLNFLEVKIDFVPRODPPKIHLDCMGRTAETILVVAGNKLR
LDVPITGDPAPTVIWTKGEK-——=———=——=——=—=————————————————
VLTDSDGRVHVESTKGHCIFTIEGAERQDEGVYSVIVRNPAGEDTADINVKVVDVPDPPEAPRI
LSVGEDSCVVQWDAPREFDGGQPVIGYVLERKKKKSYRWMRLNEFDPYKETTFEAKKMIEGVPYEM
RVYAVNAIGMSRPSAASQPEFVPVAPTSEPIGLCVDDISDTTISLKWRTPERIGSAELEGYGVEY
CKEGSDEWIPAFSGLTERTSVIIRDLPTGEKMOFRVRAYNMAGPSAPATLOQAVTIREIMORPK
IWLPRNLRQTLIKKVGETINLVIPFQGKPRPQVSWTKNDEPLDPKSVSIRNSDTDTILFIRRSE
RKDSGKYDVQVQIENVEDKASVNIQIVDVPGPPONLKVMDVWGENVALEWKPPKDNGNCDITGY
NIQKADKKTMEWYTVFEQYRRTNCVVSDLIMGNEYVFRVYAANMVGLSPEPCLSKDSAYIQKTG
IVYKPPSYKDHDFSEAPKFTHPLKSRSVIAGYNATLSCSVRGIPKPKITWYKNKMDITNEAKYR
MEFSNQGVLTLEIRKPCPEFDGGVYMCKAVNDSGEDLVECKLEVRLPQ
UPIOO015A7ACC Danio reri = ———————————————————————————

LGENIIFIARVCGESLLKKPTVKWEKGKWMDLASKSGKHLOQLKEHYDRNTKVYTFEMHITAAKA
NFAGAYRCEVSSRDKFDSCNEFDLIVHEARTTEGFDIRTAFRRTVFI—-———-——
SDAGDDSGELDEFSALLKKRDIHSTQIAVEVSTEPDVDVWDILOKAPPSEYEKIAFQYGITDLRG
MLKRLKKMKKEEKKSAAFLKKLDPAYQVEKGHKIKLETIEVANPDAEVKWLKNGQETHPTG-
RYIFESVGNKRFLTINNCSLSDDAAYMCVVGDEKTVTELFVKEPPVLIVRNLEDQMAMKGDRVE
FECEVSEEGAQVKWEKDGVELTRDESFKYRFKKDGCKHVLIINDVTKEDCGHYRVKTNGGQSLA
ELMVOEKQLEVYQSIADLTVKAKDQAVEFKCEVSDENVKGIWYKNGVEVKPDARTLITHIGRIHK
LTIDDVKPEDEGDYTEFVPEGFAFNLSAKLNFLEVKIDFVPROQDPPKIHLDCMGRTAETILVVAG
NKLRLDVPITGDPAPTVIWTKGEKVGVKHICSNI-—-——-————
DHVVVDGLIQVLTDSDGRVHVESTKGHCIFTIEGAERQDEGVYSVIVRNPAGEDTADINVKVVD
VPDPPEAPRILSVGEDSCVVQWDAPREFDGGQPVIGYVLERKKKKSYRWMRLNEDPYKETTFEAK
KMIEGVPYEMRVYAVNAIGMSRPSAASQPFVPVAPTSEPIGLCVDDISDTTISLKWRTPERIGS



AELEGYGVEYCKEGSDEWIPAFSGLTERTSVIIRDLPTGEKMOQFRVRAYNMAGPSAPATLOQAV
TIREIMORPKIWLPRNLRQTLIKKVGETINLVIPFOGKPRPQVSWTKNDEPLDPKSVSIRNSDT
DTILFIRRSERKDSGKYDVQVQIENVEDKASVNIQIVDVPGPPONLKVMDVWGEFNVALEWKPPK
DNGNCDITGYNIQKADKKTMEWYTVFEQYRRTNCVVSDLIMGNEYVERVYAANMVGLSPEPCLS
KDSAYIQKTGIVYKPPSYKDHDFSEAPKFTHPLKSRSVIAGYNATLSCSVRGIPKPKITWYKNK
MDITNEAKYRMESNQGVLTLEIRKPCPEFDGGVYMCKAVNDSGEDLVECKLEVR-—--
UPIO0006A19A0 Myosin bin ~ ——-—-——————————— o m -

QIYTFEIQIIQAKTTYAGGYRCEVSSKDKEFDSCNENLAVHDASTSGEVDIRAAFRRTSLVGAAK
RRSDGAEEAGELDEFSALLKKSSSEFLVNREPKQGAEPDVDVWDILKKAPPSEYEKIAFQYGITDL
RGLLKRLKKMKKEEKKSEAFLKKMDPAYQIDKGOKMKLVVEVANPDAEVKWLKNGQEIRVSG—
RYIFESIGNKRILTINNCSLADDAAYQCVIGEEKCEFTELEFVREPPVQILHSLEDOMVMVGERVE
FECEVSEEGAQVKWEKDGVELTREETFKYREFKKDGKKHFLIINETTLEDGGNYKVKTNGGESVA
ELMVQEKQLEVLQODVADLTVKAKEQAVFKCEVSDETVTGIWVKNGKEVIPNNRIKITHIGRVHK
LTIDDVVPQDEGDYSFIPNGFAFSLSAKLHFMEVKIDEFVPRQEPPKIKLDCMSQCADTIIVVAG
NKLRLDVPISGDPAPTVVWMKGDKVIEQTPVRTE-————-
SEAHHDLYRDVDLISEVDGRVHVETHADHCVFIIEGAEKSDEGAYTVLVKNEAGEDKANINVKV
IEVPDPPESPKISNIGEDFCTVOWDPPKYDGGQPVLGY ILERKKKKSYRWMRLNYDLVKELTYE
SKRMIEGVVYEMRIYAVNSIGMSLPSQPSQPFMPIAPTSEPTQLVVEDVSDTSISLKWRPPERTI
GAGGLDGYTVEYCKEGSTEWVPALQGLTERNSVMIRDLPTGERLTFRVRAINLAGPSEPCTMKE
PVTIREIMORPKIWLPRYLROKLIKKVGETVNIVIPFQGKPRPVVTWLKDGQPVDPKQVGIRNS
EADTILFIRKAERDHSGEYKVQIQIENCEDSATICIQIVDKPSAPQKLKIVEIWGENVALEWAP
PODDGNTEITGYTVQKADKKTMEWFTVFEHYRRTHCVVSDLIMGNEYYFRVESENMCGLSEKPC
TTKNSAYIQKTGTAYKPPTYKDHEFEEAPKFTHPLNDRSVVAGYNATLSCAVRGIPKPKITWYK
NKMDLSMEARYRSEFSKQGVLTLEVRKPSPFDGGLYTCKAVNEHGVAETECRLEVR-——
Q6IP30 X laevis Putativ @~ = ——--—--—--—--—-m——m—

PEPPKDEIGLFLERPODGEITVGTNIKFTARIAGANLIKKPVVKWFKGKWMDLTSKVGKHLQLH
ESYDRNTKIYTFEIQITGAKTTYAGGYRCEVSSKDKEFDSCNEFNLAVHEAASSGEVDIRAAFRRT
SLVGAAKRRSDGTEEAGELDFSALLKKRDSFLVNREPKQGTEPDVDVWEILKKAPPSEYEKIAF
QYGITDLRGLLKRLKKMKKEEKKSEAFLKKMDPAYQIDKGQKMKLVVEVANPDAEVKWLKNGQE
IRVSGSKYIFESIGNKRILTINNCSLADDAAYTCVIGEEKCFTELFVREPPIQILHPLEDQMVM
VGERVEFMCEVSEEGAQVKWEKDGVELTREETFKYRFKKDGKKHYLI INETTVEDGGHYKVKTN
GGDSLAELMVQEKQLEVLODVADLTVRAKEQAVEFKCEVSDETVTGIWVKNGKEVIANNRIKITH
IGRVHKLTIDDVVPODEGDYSFIPNGFAFSLSAKLHFMEVKIDEVPROQEPPKIKLDCMSQCADT
ITVVAGNKLRLDVPISGDPAPTVVWMKGDKVIEQIKVRTE-——-——-

TESQHDLYRDVDLISEVDGRVHVETHPDHCVEFTIEGAEKSDEGAYTVVVKNEAGEDKANINVKV
IEVPDPPEAPRISNIGEDFCTVOWDPPKYDGGQPILGYILERKKKKSYRWMRLNYDLVKELTYE
SKRMIEGVVYEMRIYAVNSIGMSIPSQHSQPFMPIAPTSEPTMLVVDDVSDTSISLKWRPPERT
GAGGLDGYTVEYCKEGSTEWVPALLGLTERTSVMIRDLPTGERLAFRVRAINLAGPSEPCTMKE
PVTIREIMORPKIWLPRYLROKLIKKVGETVNIVIPFQGKPRPVVTWLKDGQPVDPKQIGIRNS
EADSILFIRKAERDHSGEYKVQIQIENCEDSATIHIQIVDKPSAPONLKLVEIWGENVALEWVP



GLEFVERPQTVAAIKGKDVTEFVAKVDSSOMLRKPAVKWEFKGKWLDLASKAGKHLQFKETYDRNTK
IYTYEMTIVKVVDGDAGGYRCEVTSKDKCDTSAFDVTVEAAEETQQTNILEAFKRS————————
--DAGEDAGDLDFSALLKKR-—-—=——-
KOKEEPEVDVDVWEILKNAKPCDYEKIAFEYGITDLRGMLTRLKKMKKEPKKSDAFLKKLDPAY
SVEKGKKIQLSVELTDPNAQVKWLKNGQEIKPSA-
KYVFESVGGIRKLTINKCTLADDAAYECVVGEEKSFTEVFIQEPPVTITKMLDDAHVVEGDKVE
FEVEVSDEGANVKWMKDGVELSRD--
GKYRFKKDGTKHWLIINEATTEDIGTYYVYTSGGESKAELEVEERELEVLOSIADLTVKAAEQA
VEFKCEVSDEKVTGKWEFKDGVEVVASDRIKMSHIGRTHKLVISDVKPEDAGDYTEFVPDGYALSLS
AKLNFLEIKIDYVPRQEPPKIHLDATGSVNKTIIVVAGNKLRFDVDITGEPPPTVAWKKGDM-—
EISQAEGRVRVETRKALSCFVIEGAERSDEGLYHITVTNPAGEDKADVEFVKIVDVPDPPENVKC
LGVGEDSASIEWEPPKFDGGVPVKGYLMERKKKGSSRWTKLNEFDIYESTTYEAKKMIEGVEFYEM
RVFAVNGIGISQPSANSQPFMPIAPTSEPTRLTVDDITDGTCALKWLPPERIGAGGLDGYFIEY
CVEGATEWVKANETPVEKNSFRVRGLPVGEKMLFRVTAVNRAGLSPWAVLAQAVTIREIVESPK
IRLPRHLRTKFIRQVGEKVNLVIPFQGKPRPMVTWLKDGAPVDTGLVNIRTSDKDTILFIRQSA
REHSGLYTLCVQIENMKDKANLEIQIVDKPGPPMAVTVTDVWGEFNAALEWKPPKDNGNTDIIGY
TVOKADKKTKEWFTVLEHNRRPSCTVSDLVMGNEYFFRIFSENICGMSEEAGLSKNTAVIAKTG
LOYKPQPYKEKDMNSSPKFITPLVDRSVVAGYSAAISCAVRGCPKPKIIWMKNKMI IGEDPKFL
MONNQGVLTLNIRKPSLEFDCGKYTCKAINDLGEDEVECRLEVRV--
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GLEVERPQTVAATKGKDVTEVAKVDSSOQMLRKPAVKWFKGKWLDLASKAGKHLQFKETYDRNTK
IYTYEMTIVKVVDGDAGGYRCEVTSKDKCDTSAFDVTIVEAAEETQOTNILEAFKRS————————
—--DAGEDAGDLDFSALLKKR-—-——-—-—-
KOKEEPEVDVDVWEILKNAKPCDYEKIAFEYGITDLRGMLTRLKKMKKEPKKSDAFLKKLDPAY
SVEKGKKIQLSVELTDPNAQVKWLKNGQEIKPSA-
KYVFESVGGIRKLTINKCTLADDAAYECVVGEEKSFTEVFIQEPPVTITKMLDDAHVVEGDKVE
FEVEVSDEGANVKWMKDGVELSRD--
GKYRFKKDGTKHWLIINEATTEDIGTYYVYTSGGESKAELEVEERELEVLOSTIADLTVKAAEQA
VFKCEVSDEKVTGKWFKDGVEVVASDRIKMSHIGRTHKLVISDVKPEDAGDYTEFVPDGYALSLS
AKLNFLEIKIDYVPROQEPPKIHLDATGSVNKTIIVVAGNKLRFDVDITGEPPPTVAWKKGDM-—
ETSQAEGRVRVETRKALSCEFVIEGAERSDEGLYHITVTNPAGEDKADVEVKIVDVPDPPENVKC
LGVGEDSASTEWEPPKEFDGGVPVKGYLMERKKKGSSRWTKLNEFDIYESTTYEAKKMIEGVEFYEM
RVFAVNGIGISQPSANSQPFMPIAPTSEPTRLTVDDITDGTCALKWLPPERTIGAGGLDGYFIEY
CVEGATEWVKANETPVEKNSFRVRGLPVGEKMLEFRVTAVNRAGLSPWAVLAQAVTIREIVESPK
IRLPRHLRTKFIRQVGEKVNLVIPFOGKPRPMVTWLKDGAPVDTGLVNIRTSDKDTILFIRQSA
REHSGLYTLCVQIENMKDKANLEIQIVDKPGPPMAVTVTDVWGENAALEWKPPKDNGNTDIIGY
TVOQKADKKTKEWFTVLEHENRRPSCTVSDLVMGNEYFFRIFSENICGMSEEAGLSKNTAVIAKTG
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GLEFVERPQTVAAIKGKDVTEVAKVDSSOMLRKPAVKWEFKGKWLDLASKAGKHLQFKETYDRNTK
IYTYEMTIVKVVDGDAGGYRCEVTSKDKCDTSAFDVTVEAAEETQQTNILEAFKRS————————
--DAGEDAGDLDFSALLKKR-—-—=——-
KOKEEPEVDVDVWEILKNAKPCDYEKIAFEYGITDLRGMLTRLKKMKKEPKKSDAFLKKLDPAY
SVEKGKKIQLSVELTDPNAQVKWLKNGQEIKPSA-
KYVFESVGGIRKLTINKCTLADDAAYECVVGEEKSFTEVFIQEPPVTITKMLDDAHVVEGDKVE
FEVEVSDEGANVKWMKDGVELSRD--
GKYRFKKDGTKHWLIINEATTEDIGTYYVYTSGGESKAELEVEERELEVLOQSIADLTVKAAEQA
VEFKCEVSDEKVTGKWEFKDGVEVVASDRIKMSHIGRTHKLVISDVKPEDAGDYTEFVPDGYALSLS
AKLNFLEIKIDYVPRQEPPKIHLDATGSVNKTIIVVAGNKLRFDVDITGEPPPTVAWKKGDM-—
EISQAEGRVRVETRKALSCFVIEGAERSDEGLYHITVTNPAGEDKADVEFVKIVDVPDPPENVKC
LGVGEDSASIEWEPPKFDGGVPVKGYLMERKKKGSSRWTKLNEFDIYESTTYEAKKMIEGVEFYEM
RVFAVNGIGISQPSANSQPFMPIAPTSEPTRLTVDDITDGTCALKWLPPERIGAGGLDGYFIEY
CVEGATEWVKANETPVEKNSFRVRGLPVGEKMLFRVTAVNRAGLSPWAVLAQAVTIREIVESPK
IRLPRHLRTKFIRQVGEKVNLVIPFQGKPRPMVTWLKDGAPVDTGLVNIRTSDKDTILFIRQSA
REHSGLYTLCVQIENMKDKANLEIQIVDKPGPPMAVTVTDVWGEFNAALEWKPPKDNGNTDIIGY
TVOKADKKTKEWFTVLEHNRRPSCTVSDLVMGNEYFFRIFSENICGMSEEAGLSKNTAVIAKTG
LOYKPQPYKEKDMNSSPKFITPLVDRSVVAGYSAAISCAVRGCPKPKIIWMKNKMI IGEDPKFL
MONNQGVLTLNIRKPSLEFDCGKYTCKAINDLGEDEVECRLEVRV--
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GKDVTEVAQVDSSHLLRKPTMKWLKGKWLDLGSKAGKHLKFKETYDRSTKIYTYEMSIIKVVDG
DAGGYRCEVTSKDKCDSCTFEVGVEAVQEEQODNILEAFKRS——————-————
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KKOQEVKEEVDVWE ILKAAKPCDYEKIAFEYGITDLRGMLKRLKKMKKEPKKSDAFLRKLDPAY
SVDKGKKIQLSVEVADPDAPTIRWLKNGQEIKPSA-
KYVFESVGNKRTLTINKCSLSDDAAYECVVGDEKSFTEVEVKEPPVTITKLLDDVHTVVGERVE
FEVEVSEEGANVKWMKDGVELTREAASKFRFKKDGKKHILIINEATKEDMGTYQVETNGGESKA
ELEVEDKELQVLQSIADLTVKSSEQAVFKCEVSDEKVTGKWEFKDGVEVQPSERTIKMTHIGRTHK
LTIDDVKPSDAGDYTEFVPNGYALSLSAKLNFLEIKIDYVPRODPPKIHLDTSGASSKVITVVAG
NKLRLDVEISGEPAPTVCWTRGNQ—-—--
VRIPPAGPAAAAGAVTLPPLCVGRQVVSEAEGRVRVETRKTLSSFVIEGAMKEDEGAYSITVNN
PAGEDKAELFVKIVDVPNPPENVKCTSVGEDCATVIWEPPAFDGGVPVKGYLMERKKVGSSRWT
KLNFDVYESTAYEAKKMIEGVLYEMRVYAVNGIGVSQPSANSKPFMPIAPTSEPIRLTVEDVTD
TTCTLKWRPPEKIGAGGIDGYVVEYCKAGTEEWVQANQELVERNQYKVKELPVGEKMLEFRVVAV
NIAGRSPPATLPQAVTIREIMEHPRIRLPRHLRTKLTVVVGOKVNLVIPFQGKPRPVATWLKDS
APLEDRSVGTRTSEVDSILFIRSAERGHSGTYTLSVQIENMLDSADIRIQVVDKPGPPTDVQIT
EVWGEFNVSLEWKPPKDDGNCEIIGYTIEKADLKTREWFTVYEHNRRPGCTVSDLVIGNEYSFRV
FSENICGLSEEAGVSRNTAVIAKTGLAYNPLPFKEKDVSCCPKFTAPLVDRSVVAGYPTAISCA
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PTELTGLEFVEKPESVVAIAGKDVTEFVVKVDSTNLTRKPTMKWLKGKWMDLGSKAGKHIQLKETY
DRNTKIYTYEMKLVKVVPGDAGGYRCEVSAKDKCDSCTFEVIVEAAEQEQOQADILSAFKRA-—-
——————— DAGEDEGDLDFSALLKAA-—-——-K——
KKKPEPELEVDVWELLKSAHPSEYEKIAFKYGITDLRGMLKRLKKMKVEPKEFSEAFLRRLESAY
SVNKGKKIVMSVEVADPNAEVKWLRNGOQEIKPSA-
KYIMEADGNIRTLTINKCSLADDAAYECVAGTDKCEFTEVEVKEPPITITKLLDDYHVVVGERVE
FEIEVSEEGAHVIWLFEDQQLSREDKSKYRFKKDGKRHCLIIQEATLEDNGMEYVYTNGGQSKG
ELIVEEKELEVLQSIADLTVKSAEQAMFKCEVSDEKVTGKWFKDGVEVLPSDRIKISHIGRIHR
LTIDDVKPGDAGDYTEVPDGYALSISPKLNFLEIKIDYVPROQDPPKIHLDVSGNVSQTIIVVAG
NKLRLDVEITGEPAPTVCWMRDDK-----=—--——-——-————————————————
PVTDSEGRVRVENKKDLSCFIIEGAEREDEGNYTITVTNPAGEDKANLEIKIVDVPDPPENVKC
TGVGEDTANIVWDPPKFDGGAPLKGYLMERKKKGSSRWTKLNEFDVYASTTYEAKRMIEGILYEM
RVFAVNGIGISAPSLNSKPEMPIAPTSEPTKLTVDDVTDTTCSLKWLAPEKIGAGGLDGYIIEF
CKEGESEWHPANTDLVERQSEVVRNLPTGEKMNFRVVAVNIAGRSPPALLGQPVTVREIMEHPK
IRLPRDLRTKYIRRVGEKINLVIPFQGKPRPIATWLKDGQPVDEKKVGVRNSNVDSILEFIRAAE
RDHSGKYTLILKIENMEDSATIEIRIVDKPGPPIGVHVTDVWGENAALEWKPPKDDGNCEITGY
TIQKAEKKTKEWEFTVYEHNRRTNCTVSDLIIGNEYMEFRVYSENLCGLSEDPCMSKNNATIISKSG
LDYKPPPYKEKDMNCAPKETAPLVDRAVTIGYSTAISCAVRAFPKPKI IWMKNKMI IGDDPKFEFL
MONNQGVLTLNIRKPSTEFDSGKYSCRAVNELGEDEVECKLEIK-—--
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EVEEKKKDEDDQFPPEIWELLKGTKKSEYERTIAFQYGITDLRGMLKRLKKVHVEPKKSEAFIRK
LDPAYQVDKGNKIKLVVELSDPDLPLKWYKNGQLLKPST-
KYVFENVGLKRILTIHKCSLADDAAYECRVNDEKCFTEVEVKEPPVTVVRGLEDQQVVVGDRVV
LEAEVSEEGAQVMWLKDGVDVTRDDAFKYRFKKDGKKHFLITNEAELSDSAHYKIMTNGGESEA
ELSVEEKQLEVLODMADLTVKASEQAVFKCEVSDEKVTGRWEFRNGVEVKPSKRIHISHNGRFHK
LVIDDVRPEDEGDYTFIPDGYALSLSAKLNFLEIKVEYVPKOQEPPKIHLDCSGKAAETIVVVAG
NKVRLDVPISGEPAPTVTWKRGDQ-—--—-—-=-——-—-———-————————————————
LEFTATEGRVHIDSQADLSSEVIESAERSDEGRYCITVTNPVGEDSATLHVRVVDVPDPPQSVRV
TSVGEDWAVLSWEAPPEFDGGMPITGY LMERKKKGSMRWMKLNFEVEPDTTYESTKMIEGVEYEM
RVFAVNAIGVSQPSLNTQPFMPIAPTSEPTHVVLEDVTDTTATIKWRPPERTIGAGGVDGYLVEW
CREGSNEWVAANTELVERCGLTARGLPTGERLLEFRVISVNMAGKSPPATMAQPVTIREIVERPK
IRLPRHLROQTYIRRVGEQVNLVIPFOGKPRPOVTWSREGGAL-
PAEVQTRTSDVDSVEFFIRSAARPLSGNYEMRVRIDNMEDCATLRLRVVERPGPPQAVRVMEVWG
SNALLOWEPPKDDGNAEISGYTVOKADTRTMEWEFTVLEHSRPTRCTVSELVMGNEYREFRVYSEN
VCGTSQEPATSHNTARIAKEGLTLKMVPYKERDLRAAPQFLTPLVDRSVVAGYTVTLNCAVRGH
PKPKVTWLKNSVEIGADPKFLSRHGLGVLSLLTRRPGPFDGGTYGCRAVNEMGEATTECRLDVR
VPO



EEPTGIFLKKPDSVSVENGKDTHIVAKVNGKELPGKPTIKWFKGKWLELGSKSGAREFSFKESHD
SASNVYTVELHIGKVVLGDRGNYRLEVKAKDFCDSCAENIDVEAPRHNTSVQGLESFKRT ———-—
————— GGKSEDGGELDFEFSSLLKKREVVE -
KKKDDDDLGIPPEIWELLKGAKKSEYEKIAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDP
AYQVDRGNKIKLVVEISDPDLPLKWYKNGQEIKPSS—
KYVFENVGKKRILTINKCTLADDAAYEVAVKDEKCFTELEFVKEPPVLIVKPLEDQQVEVGDRVE
MSVEVSEDGAQVMWMKDGVELTREDSFKYRFKKDGKRHILIYSDVTLEDGGRYQVMTNGDQCEA
DLIVEEKQLEVLODIADLTVKASEQAVEFKCEVSDEKVTGKWYKNGIEVRPSKRITISHVGREHK
LVIDDVRPEDEGDYTEFVPDGYALSLSAKLNFLEIKVEYVPKQEPPKIHLDCSGKTSESLVVVAG
NKLRLDVSITGEPRPVATWLKGDE--—-—-—-==-—-—-——————————————————
VEFTATEGRIRLEHQTDSSSEFVIESADRADEGRYTIKVINPVGEDVASIFLRVVDVPDPPEAVRV
TSVGEDWAILVWEPPKYDGGQPVTGYLLERKKKGSQRWMKLNFEVFTETTYESTKMIEGILYEM
RVFAVNAIGVSQPSMNTKPEFMPIAPTSEPLHLMVEDVTDTTTTLKWRPPDRIGAGGIDGYLVEY
CLEGSEDWVPANTELTERCGEFTVKNLPTGAKILFRVVAINIAGRSQPASLEFQPVTIREIVQQPK
IRLPRHLROTYIRKVGEHLNLVIPFQGKPRPOQVVWTKGGAPVDPARVHVRTSDEFDTVEEFVRQAA
RSDSGEYELTVQIENMKDTATIHIQVVEKAGPAENVMVKEVWGTNALVEWQPPKDNGNSEITGY
FVOKADKKTMEWEFTVYEHNRHTSCTVPDLIVGNEYYFRVESENICGLSDSPGVSKNTARILKTG
ITFKPLEYKEHDFRTPPKFLTPLPDRVVVAGYAAALNCAVRGYPKPKVVIWMKNOQME IREDPKEL
MTINYQGVLTLNIRRPSPEFDAGTYSCRAVNELGEALAECKLEVRVPQ
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EEPTGIFLKKPDSVSVENGKDTHIVAKVNGKELPGKPTIKWFKGKWLELGSKSGARFSFKESHD
SASNVYTVELHIGKVVLGDRGNYRLEVKAKDFCDSCAFNIDVEAPRHNTSVQGLESFKRT—-——
————— GGKSEDGGELDFSSLLILREVVE-
KKKDDDDLGIPPEIWELLKGAKKSEYEKIAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDP
AYQVDRGNKIKLVVEISDPDLPLKWYKNGQEIKPSS-
KYVFENVGKKRILTINKCTLADDAAYEVAVKDEKCFTELEFVKEPPVLIVKPLEDQQVEVGDRVE
MSVEVSEDGAQVMWMKDGVELTREDSFKYRFKKDGKRHILIYSDVTLEDGGRYQVMTNGDQCEA
DLIVEEKQLEVLQODIADLTVKASEQAVFKCEVSDEKVTGKWYKNGIEVRPSKRITISHVGRFHK
LVIDDVRPEDEGDYTEFVPDGYALSLSAKLNFLEIKVEYVPKQEPPKIHLDCSGKTSESLVVVAG
NKLRLDVSITGEPRPVATWLKGDE-———---—-""""""""""""—"—"—"—-"—~——————
VFTATEGRIRLEHQTDSSSFVIESADRADEGRYTIKVTNPVGEDVASIFLRVVDVPDPPEAVRV
TSVGEDWAILVWEPPKYDGGQPVTGYLLERKKKGSQRWMKLNFEVFTETTYESTKMIEGILYEM
RVFAVNAIGVSQPSMNTKPFMPIAPTSEPLHLMVEDVTDTTTTLKWRPPDRIGAGGIDGYLVEY
CLEGSEDWVPANTELTERCGFTVKNLPTGAKILFRVVAINIAGRSQPASLFQPVTIREIVQQPK
IRLPRHLRQTYIRKVGEHLNLVIPFQGKPRPOQVVWTKGGAPVDPARVHVRTSDFDTVEFEFVRQAA
RSDSGEYELTVQIENMKDTATIHIQVVEKAGPAENVMVKEVWGTNALVEWQPPKDNGNSEITGY
FVQKADKKTMEWEFTVYEHNRHTSCTVPDLIVGNEYYFRVFSENICGLSDSPGVSKNTARILKTG
ITFKPLEYKEHDFRTPPKFLTPLPDRVVVAGYAAALNCAVRGYPKPKVVWMKNOME IREDPKEL
MTNYQGVLTLNIRRPSPFDAGTYSCRAVNELGEALAECKLEVRVPQ
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PTELTGLEFVEKPESVVAIAGKDVTEFVVKVDSTNLTRKPTMKWLKGKWMDLGSKAGKHIQLKETY
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KKKPEPELEVDVWELLKSAHPSEYEKIAFKYGITDLRGMLKRLKKMKVEPKEFSEAFLRRLESAY
SVNKGKKIVMSVEVADPNAEVKWLRNGOQEIKPSA-
KYIMEADGNIRTLTINKCSLADDAAYECVVGTDKCFTEVEVKEPPITITKLLDDYHVVVGERVE
FEIEVSEEGAHVIWLFEDQQOLSREDKSKYRFKKDGKRHCLITIQEATLEDNGMEYVYTNGGQSKG
ELIVEEKELEVLQSIADLTVKSAEQAMFKCEVSDEKVTGKWFKDGVEVLPSDRIKISHIGRIHR
LTIDDVKPGDAGDYTEFVPDGYALSISAKLNFLEIKIDYVPRODPPKIHLDVSGNVSQTIIVVAG
NKLRLDVEITGEPAPTVCWMRDDK------=--——-——-————————————————
PVTDSEGRVRVENKKDLSCFIIEGAEREDEGNYTITVTNPAGEDKANLEIKIVDVPDPPENVKC
TGVGEDTANIVWDPPKFDGGAPLKGYLMERKKKGSSRWTKLNFDVYESTTYEAKRMIEGILYEM
RVFAVNGIGISAPSLNSKPEMPIAPTSEPTKLTVDDVIDTTCSLKWLAPEKIGAGGLDGYIIEF
CKEGESEWHPANTDLVERQSEVVRNLPTGEKMNFRVVAVNIAGRSPPALLGQPVTVREIMEHPK
IRLPRDLRTKYIRRVGEKINLVIPFQGKPRPIATWLKDGQPVDEKKVGVRNSNVDSILEFIRAAE
RDHSGKYTLTLKIENMEDSATIEIRIVDKPGPPIGVHVTDVWGENAALEWKPPKDDGNCEITGY
TIQKAEKKTKEWETVYEHNRRTNCTVSDLIIGNEYMEFRVYSENLCGLSEDPCMSKNNATIISKSG
OKLNVPDLKRNDQHAIGSEFSVSPAIITVTIGYSTAISCAVRAFPKPKI IWMKNKMIIGDDPKFEFL
MONNQGVLTLNIRKPSTEDSGKYSCRAVNELGEDEVECKLEIK-—-
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HSWKOQKEEPEVDVDVWEILKNAKPCDYEKIAFEYGITDLRGMLTRLKKMKKEPKKSDAFLKKLD
PAYSVEKGKKIQLSVELTDPNAQVKWLKNGOEIKPSANKYVFESVGGIRKLTINKCTLADDAAY
ECVVGEEKSFTEVFIQEPPVTITKMLDDAHVVEGDKVEFEVEVSDEGANVKWMKDGVELSRD--
GKYRFKKDGTKHWLIINEATTEDIGTYYVYTSGGESKAELEVEERELEVLOSTIADLTVKAAEQA
VEKCEVSDEKVTGKWEFKDGVEVVASDRIKMSHIGRTHKLVISDVKPEDAGDYTEVPDGYALSLS
AKLNFL-—-—=—————- EPPKIHLDATGSVNKTIIVVAGNKLREDVDITGEPPPTVAWKKGDM-—
EISQAEGRVRVETRKALSCEVIEGAERSDEGLYHITVTNPAGEDKADVEVKIVDVPDPPENVKC
LGVGEDSASTIEWEPPKFDGGVPVKGYLMERKKKGSSRWTKLNFDIYESTTYEAKKMIEGVEYEM
RVFAVNGIGISQPSANSQPFMPIAPTSEPTRLTVDDITDGTCALKWLPPERIGAGGLDGYFIEY
CVEGATEWVKANETPVEKNSFRVRGLPVGEKMLFRVTAVNRAGLSPWAVLAQAVTIREIVESPK
IRLPRHLRTKEFIRQVGEKVNLVIPFQGKPRPMVTWLKDGAPVDTGLVNIRTSDKDTILFIRQSA
REHSGLYTLCVQIENMKDKANLEIQIVDKPGPPMAVTVTDVWGENAALEWKPPKDNGNTDIIGY
TVOKADKKTKEWETVLEHNRRPSCTVSDLVMGNEYFFRIFSENICGMSEEAGLSKNTAVIAKTG
LOYKPQPYKEKDMNSSPKFITPLVDRSVVAGYSAATISCAVRGCPKPKI IWMKNKMI IGEDPKFL
MONNQGVLTLNIRKPSLEDCGKYTCKAINDLGEDEVECRLEVR-==
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KKKDDDDLGIPPEIWELLKGAKKSEYEKIAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDP
AYQVDRGNKIKLVVEISDPDLPLKWYKNGQEIKPSS—
KYVFENVGKKRILTINKCTLADDAAYEVAVKDEKCFTELEVKEPPVLIVKPLEDQQVEVGDRVE
MSVEVSEDGAQVMWMKDGVELTREDSFKYRFKKDGKRHILIYSDVTLEDGGRYQVMTNGDQCEA
DLIVEEKQLEVLODIADLTVKASEQAVEFKCEVSDEKVTGKWYKNGIEVRPSKRITISHVGREHK
LVIDDVRPEDEGDYTEFVPDGYALSLSAKLNFL-=====———-
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VFTATEGRIRLEHQTDSSSEFVIESADRADEGRYTIKVTNPVGEDVASIFLRVVDVPDPPEAVRV
TSVGEDWAILVWEPPKYDGGQPVTGYLLERKKKGSQRWMKLNFEVFTETTYESTKMIEGILYEM
RVFAVNAIGVSQPSMNTKPEMPIAPTSEPLHLMVEDVTDTTTTLKWRPPDRIGAGGIDGYLVEY
CLEGSEDWVPANTELTERCGETVKNLPTGAKILFRVVAINIAGRSQPASLEFQPVTIREIVQQOPK
IRLPRHLROQTYIRKVGEHLNLVIPFQGKPRPQVVWTKGGAPVDPARVHVRTSDEDTVEFEVRQAA
RSDSGEYELTVQIENMKDTATIHIQVVEKAGPAENVMVKEVWGTNALVEWQPPKDNGNSEITGY
FVOKADKKTMEWEFTVYEHNRHTSCTVPDLIVGNEYYFRVESENICGLSDSPGVSKNTARILKTG
ITFKPLEYKEHDFRTPPKEFLTPLPDRVVVAGYAAALNCAVRGY PKPKVVWMKNQME IREDPKE L
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KKKDDDDLGIPPEIWELLKGAKKSEYEKIAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDP
AYQVDRGNKIKLVVEISDPDLPLKWEKNGOQEIKPSS—
KYVFENVGKKRILTINKCTLADDAAYEVAVKDEKCFTELEVKEPPVLIVTPLEDQQVEVGDRVE
MSVEVSEEGAQVMWMKDGVEMTREDSYKYRFKKDGKRHILIYSDVAQEDGGRYQVITNGGQCEA
ELIVEEKQLEVLODIADLTVKASEQAVFKCEVSDEKVTGKWYKNGVEVRPSKRITISHVGREHK
LVIDDVRPEDEGDYTEFVPDGYALSLSAKLNFLEIKVEYVPKQEPPKIHLDCSGKTSDSIVVVAG
NKLRLDVAITGEPPPTATWLKGDE-----7------—-—-—————————————
VETVSEGRTRIEQRPDCSSEFVIESAERSDEGRYTIKVTNPAGEDVASIFLRVVDVPDPPEAVRV
TSVGEDWAILVWEPPKYDGGQPVTGYLMERKKKGSHRWMKLNFEVFTDTTYESTKMIEGVLYEM
RVFAVNAIGVSQPSMNTKPEMPIAPTSAPQHLTVEDVTDTTTTLKWRPPDRIGAGGIDGYLVEY
CLEGSEEWVSANKEPVERCGEFTVKDLPTGARILFRVVGVNIAGRSEPATLLOPVTIREIVEQPK
IRLPRHLROTYIRKVGEALNLVIPFQGKPRPOQVVWTKGGAPLDTSRVNVRTSDEFDTVEEFVRQOAA
RSDSGEYELSVQIENMKDTATIRIRVVEKAGPAENVMVKEVWGTNALVEWQPPKDDGNSEITGY
FVOKADKKTMEWEFNVYEHNRHTSCTVSDLIVGNEYYFRVEFSENICGLSDSPGVSKNTARILKTG
ITLKPMEYKEHDFRTAPKFLTPLMDRVVVAGYAAALNCAVRGHPKPKVVWMKNKME THEDPKEL
ITNYQGILTLNIRRPSPFDAGTYSCRAFNELGEALAECKLDVRVPQ

Q5XKEO Mus musculus Myos = = ————————————-—-—-—————————————

EEPTGIFLKKPDSVSVETGKDAVILAKVNGKELPGKPTIKWFKGKWOELGSKSGARFIFKESHD
STSNVYTVELHIGKVVLGDRGDYRLEIKAKDVCDSCSENVDVEAPROQDSSGOSLESFKRS———-
————— GGKSEDAGELDFSGLLKKREVVE -

KKKDDDDLGIPPEIWELLKGAKKSEYEKIAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDP



AYQVDRGNKIKLVVEISDPDLPLKWEKNGQEIKPSS—
KYVFENVGKKRILTINKCTLADDAAYEVAVQDEKCEFTELEVKEPPVLIVTPLEDQQVEVGDRVE
MSVEVSEEGAQVMWMKDGVEMTREDSYKYRFKKDGKRHILIYSDVAQEDGGRYQVITNGGQCEA
ELIVEEKQLEVLODIADLTVKAAEQAVFKCEVSDEKVTGKWYKNGVEVRPSKRITISHVGREFHK
LVIDDVRPEDEGDYTEVPDGYALSLSAKLNFLEIKVEYVPKQEPPKIHLDCSGKTSDSIVVVAG
NKLRLDVAITGEPPPTATWLRGDE------—---—---—--—-—————————————
VETATEGRTHIEQRPDCSSFVIESAERSDEGRYTIKVINPVGEDVASIFLRVVDVPDPPEAVRV
TSVGEDWAILVWEPPKYDGGQPVTGYLMERKKKGSQRWMKINFEVEFTDTTYESTKMIEGVLYEM
RVFAVNAIGVSQPSMNTKPEMPIAPTSAPQHLTVEDVTDTTTTLKWRPPDRIGAGGIDGYLVEY
CLEGSEEWVPANKEPVERCGEFTVKDLPTGARILFRVVGVNIAGRSEPATLLOQPVTIREIVEQPK
IRLPRHLROQTYIRKVGEALNLVIPFQGKPRPQVVWTKGGAPLDTSRVNVRTSDEDTVFEVRQAA
RSDSGEYELSVQIENMKDTATIRIRVVEKAGPAENVMVKEVWGTNALVEWQPPKDDGNSEITGY
FVOKADKKTMEWENVYEHNRHTSCTVSDLIVGNEYYFRIFSENICGLSDSPGVSKNTARILKTG
ITLKPLEYKEHDFRTAPKFLTPLMDRVVVAGYTAALNCAVRGHPKPKVVWMKNKME THEDPKE L
ITNYQGILTLNIRRPSPFDAGTYSCRAFNELGEALAECKLDVRVPQ
AlL4GY9 Homo sapiens Myos = = ——-———-——————————— oo

EEPTGVFLKKPDSVSVETGKDAVVVAKVNGKELPDKPTIKWEKGKWLELGSKSGAREFSFKESHN
SASNVYTVELHIGKVVLGDRGYYRLEVKAKDTCDSCGENIDVEAPRQDASGQSLESFKRT ————
SKKSDTAGELDFSGLLKKREVVEKKKKDDDDLGIPPEIWELLKGAKKSEYEKIAFQYGITDLRG
MLKRLKKAKVEVKKSAAFTKKLDPAYQVDRGNKIKLMVEISDPDLTLKWEFKNGQEIKPSS -
KYVFENVGKKRILTINKCTLADDAAYEVAVKDEKCEFTELEFVKEPPVLIVTPLEDQQVEVGDRVE
MAVEVSEEGAQVMWMKDGVELTREDSFKYRFKKDGKRHILIFSDVVQEDRGRYQVITNGGQCEA
ELIVEEKQLEVLODIADLTVKASEQAVFKCEVSDEKVTGKWYKNGVEVRPSKRITISHVGREFHK
LVIDDVRPEDEGDYTEFVPDGYALSLSAKLNFLEIKVEYVPKQEPPKIHLDCSGKTSEAIVVVAG
NKLRLDVSITGEPPPVATWLKGDE-------—-------—-—————————————
VETTTEGRTRIEKRVDCSSEFVIESAQREDEGRYTIKVTNPVGEDVASIFLQVVDVPDPPEAVRI
TSVGEDWAILVWEPPMYDGGKPVTGYLVERKKKGSQRWMKLNFEVEFTETTYESTKMIEGILYEM
RVFAVNAIGVSQPSMNTKPEMPIAPTSEPLHLIVEDVTDTTTTLKWRPPNRIGAGGIDGYLVEY
CLEGSEEWVPANTEPVERCGEFTVKNLPTGARILFRVVGVNIAGRSEPATLAQPVTIREIAEPPK
IRLPRHLROTYIRKVGEQLNLVVPFQGKPRPOQVVWTKGGAPLDTSRVHVRTSDEFDTVEEFVRQOAA
RSDSGEYELSVQIENMKDTATIRIRVVEKAGPPINVMVKEVWGTNALVEWQAPKDDGNSEIMGY
FVOKADKKTMEWENVYERNRHTSCTVSDLIVGNEYYFRVYTENICGLSDSPGVSKNTARILKTG
ITFKPFEYKEHDFRMAPKFLTPLIDRVVVAGY SAALNCAVRGHPKPKVVWMKNKME IREDPKEL
ITNYQGVLTLNIRRPSPEFDAGTYTCRAVNELGEALAECKLEVRVPQ

Q14324 Homo sapiens Myos = —--—--—-——-——-————————————-—

EEPTGVFLKKPDSVSVETGKDAVVVAKVNGKELPDKPTIKWFKGKWLELGSKSGARFSFKESHN
SASNVYTVELHIGKVVLGDRGYYRLEVKAKDTCDSCGEFNIDVEAPRODASGQSLESFKRT-—-——
SKKSDTAGELDEFSGLLKKREVVEKKKKDDDDLGIPPEIWELLKGAKKSEYEKIAFQYGITDLRG
MLKRLKKAKVEVKKSAAFTKKLDPAYQVDRGNKIKLMVEISDPDLTLKWEKNGQETIKPSS—

KYVFENVGKKRILTINKCTLADDAAYEVAVKDEKCFTELFVKEPPVLIVTPLEDQQVEVGDRVE
MAVEVSEEGAQVMWMKDGVELTREDSFKYRFKKDGKRHILTFSDVVQEDRGRYQVITNGGQCEA



ELIVEEKQLEVLODIADLTVKASEQAVFKCEVSDEKVTGKWYKNGVEVRPSKRITISHVGREFHK
LVIDDVRPEDEGDYTEVPDGYALSLSAKLNFLEIKVEYVPKQEPPKIHLDCSGKTSEAIVVVAG
NKLRLDVSITGEPPPVATWLKGDE--—-—-—-—--=—-———————————————————
VEFTTTEGRTRIEKRVDCSSEFVIESAQREDEGRYTIKVTNPVGEDVASTIFLQVVDVPDPPEAVRI
TSVGEDWAILVWEPPMYDGGKPVTGYLVERKKKGSQRWMKLNFEVFTETTYESTKMIEGILYEM
RVFAVNAIGVSQPSMNTKPEMPIAPTSEPLHLIVEDVTDTTTTLKWRPPNRIGAGGIDGYLVEY
CLEGSEEWVPANTEPVERCGEFTVKNLPTGARILFRVVGVNIAGRTEPATLAQPVTIREIAEPPK
IRLPRHLROQTYIRKVGEQLNLVVPEFQGKPRPQVVWTKGGAPLDTSRVHVRTSDEDTVFEVRQAA
RSDSGEYELSVQIENMKDTATIRIRVVEKAGPPINVMVKEVWGTNALVEWQAPKDDGNSEIMGY
FVOKADKKTMEWEFNVYERNRHTSCTVSDLIVGNEYYFRVYTENICGLSDSPGVSKNTARILKTG
ITFKPFEYKEHDFRMAPKEFLTPLIDRVVVAGYSAALNCAVRGHPKPKVVWMKNKME IREDPKEL
ITNYQGVLTLNIRRPSPFDAGTYTCRAVNELGEALAECKLEVRVPQ
UPIO0015DF070 Mus muscul ~  ———————————————————————————

EEPTGIFLKKPDSVSVETGKDAVILAKVNGKELPGKPTIKWFKGKWQELGSKSGARFIFKESHD
STSNVYTVELHIGKVVLGDRGDYRLEIKAKDVCDSCSFNVDVEAPRQDSSGQSLESEFKRS———-—
————— GGKSEDAGELDFSGLLKKREVVE -
KKKDDDDLGIPPEIWELLKGAKKSEYEKIAFQYGITDLRGMLKRLKKAKVEVKKSAAFTKKLDP
AYQVDRGNKIKLVVEISDPDLPLKWEKNGOQEIKPSS-
KYVFENVGKKRILTINKCTLADDAAYEVAVOQDEKCFTELEFVKEPPVLIVTPLEDQQVEVGDRVE
MSVEVSEEGAQVMWMKDGVEMTREDSYKYRFKKDGKRHILIYSDVAQEDGGRYQVITNGGQCEA
ELIVEEKQLEVLODIADLTVKAAEQAVFKCEVSDEKVTGKWYKNGVEVRPSKRITISHVGREFHK
LVIDDVRPEDEGDYTEFVPDGYALSLSAKLNFLEIKVEYVPKQEPPKIHLDCSGKTSDSIVVVAG
NKLRLDVAITGEPPPTATWLRGDE--—-—-—-—-—-——-—-—-—————————————————
VETATEGRTHIEQRPDCSSEFVIESAERSDEGRYTIKVTNPVGEDVASIFLRVVDVPDPPEAVRV
TSVGEDWAILVWEPPKYDGGQPVTGYLMERKKKGSQRWMKINFEVFTDTTYESTKMIEGVLYEM
RVFAVNAIGVSQPSMNTKPEMPIAPTSAPQHLTVEDVTDTTTTLKWRPPDRIGAGGIDGYLVEY
CLEGSEEWVPANKEPVERCGEFTVKDLPTGARILFRVVGVNIAGRSEPATLLOPVTIREIVEQPK
IRLPRHLROTYIRKVGEALNLVIPFQGKPRPOQVVWTKGGAPLDTSRVNVRTSDEFDTVEEFVRQOAA
RSDSGEYELSVQIENMKDTATIRIRVVEKAGPAENVMVKEVWGTNALVEWQPPKDDGNSEITGY
FVOKADKKTMEWENVYEHNRHTSCTVSDLIVGNEYYFRIFSENICGLSDSPGVSKNTARILKTG
ITLKPLEYKEHDFRTAPKFLTPLMDRVVVAGY TAALNCAVRGHPKPKVVWMKNKME THEDPKEL
ITNYQGILTLNIRRPSPFDAGTYSCRAFNELGEALAECKLDVRAPQ
UPIO000D617F3 Homo sapie = ———————————————————————————

EEPTGVFLKKPDSVSVETGKDAVVVAKVNGKELPDKPTIKWEFKGKWLELGSKSGARFSFKESHN
SASNVYTVELHIGKVVLGDRGYYRLEVKAKDTCDSCGEFNIDVEAPRODASGOQSLESFKRT————
SKKSDTAGELDEFSGLLKKREVVEKKKKDDDDLGIPPEIWELLKGAKKSEYEKIAFQYGITDLRG
MLKRLKKAKVEVKKSAAFTKKLDPAYQVDRGNKIKLMVEISDPDLTLKWEKNGQETIKPSS—
KYVFENVGKKRILTINKCTLADDAAYEVAVKDEKCFTELFVKEPPVLIVTPLEDQQVEVGDRVE
MAVEVSEEGAQVMWMKDGVELTREDSFKYRFKKDGKRHILTFSDVVQEDRGRYQVITNGGQCEA
ELIVEEKQLEVLODIADLTVKASEQAVFKCEVSDEKVTGKWYKNGVEVRPSKRITISHVGRFHK
LVIDDVRPEDEGDYTFVPDGYALSLSAKLNFLETIKVEYVPKQEPPKIHLDCSGKTSEAIVVVAG
NKLRLDVSITGEPPPVATWLKGDE---——--—-—--—-—-————————————————



VFTTTEGRTRIEKRVDCSSEFVIESAQREDEGRYTIKVTNPVGEDVASTIFLQVVDVPDPPEAVRI
TSVGEDWAILVWEPPMYDGGKPVTGYLVERKKKGSQRWMKLNFEVFTETTYESTKMIEGILYEM
RVFAVNAIGVSQPSMNTKPEFMPIAPTSEPLHLIVEDVIDTTTTLKWRPPNRIGAGGIDGYLVEY
CLEGSEEWVPANTEPVERCGEFTVKNLPTGARILFRVVGVNIAGRSEPATLAQPVTIREIAEPPK
IRLPRHLROQTYIRKVGEQLNLVVPEFQGKPRPQVVWTKGGAPLDTSRVHVRTSDEDTVFEVRQAA
RSDSGEYELSVQIENMKDTATIRIRVVEKAGPPINVMVKEVWGTNALVEWQAPKDDGNSEIMGY
FVOKADKKTMEWENVYERNRHTSCTVSDLIVGNEYYFRVYTENICGLSDSPGVSKNTARILKTG
ITFKPFEYKEHDFRMAPKEFLTPLIDRVVVAGYSAALNCAVRGHPKPKVVWMKNKME IREDPKEL
ITNYQGVLTLNIRRPSPFDAGTYTCRAVNELGEALAECKLEVRGPQ
UPIO0015A4C30 Danio reri = = ———————————————————————————

GKDVTFVVKVDSTNLTRKPTMKWLKGKWMDLGSKAGKHIQLKETYDRNTKIYTYEMKLVKVVPG
DAGGYRCEVSAKDKCDSCTFEVTVEAAEQEQQADILSAFKRA-—————————
DAGEDEGDLDFSALLKAA-——--K--
KKKPEPELEVDVWELLKSAHPSEYEKIAFKYGITDLRGMLKRLKKMKVEPKFSEAFLRRLESAY
SVNKGKKIVMSVEVADPNAEVKWLRNGQEIKPSA-
KYIMEADGNIRTLTINKCSLADDAAYECVVGTDKCFTEVEFVKEPPITITKLLDDYHVVVGERVE
FEIEVSEEGAHVIWLFEDQQLSREDKSKYRFKKDGKRHCLIIQEATLEDNGMFEYVYTNGGQSKG
ELIVEEKELEVLQSIADLTVKSAEQAMFKCEVSDEKVTGKWFKDGVEVLPSDRIKISHIGRIHR
LTIDDVKPGDAGDYTFVPDGYALSISAKLNFLEIKIDYVPRQDPPKIHLDVSGNVSQTIIVVAG
NKLRLDVEITGEPAPTVCWMRDDK-—-—---—-—--""""""="—"—"—"—"—-"—-"—"——————
PVTDSEGRVRVENKKDLSCFIIEGAEREDEGNYTITVTNPAGEDKANLFIKIVDVPDPPENVKC
TGVGEDTANIVWDPPKFDGGAPLKGYLMERKKKGSSRWTKLNEFDVYESTTYEAKRMIEGILYEM
RVFAVNGIGISAPSLNSKPFMPIAPTSEPTKLTVDDVTDTTCSLKWLAPEKIGAGGLDGYIIEF
CKEGESEWHPANTDLVERQSFVVRNLPTGEKMNEFRVVAVNIAGRSPPALLGQPVTVREIMEHPK
IRLPRDLRTKYIRRVGEKINLVIPFQGKPRPIATWLKDGQPVDEKKVGVRNSNVDSILFIRAAE
RDHSGKYTLTLKIENMEDSATIEIRIVDKPGPPIGVHVTDVWGENAALEWKPPKDDGNCEITGY
TIQKAEKKTKEWEFTVYEHNRRTNCTVSDLIIGNEYMFRVYSENLCGLSEDPCMSKNNAIISKSV
LSIY--PSVRPSIHP-——-
FIHPCIDRAVTIGYSTAISCAVRAFPKPKIIWMKNKMIIGDDPKFLMONNOGVLTLNIRKPSTFE
DSGKYSCRAVNELGEDEVECKLEIKV--

UPIO0015A4C2E Danio reri = ———————————————————————————

GKDVTEVVKVDSTNLTRKPTMKWLKGKWMDLGSKAGKHIQLKETYDRNTKIYTYEMKLVKVVPG
DAGGYRCEVSAKDKCDSCTFEVTVEAAEQEQQADILSAFKRA-——-———————
DAGEDEGDLDFSALLKAA-——--K--
KKKPEPELEVDVWELLKSAHPSEYEKIAFKYGITDLRGMLKRLKKMKVEPKEFSEAFLRRLESAY
SVNKGKKIVMSVEVADPNAEVKWLRNGQEIKPSA-
KYIMEADGNIRTLTINKCSLADDAAYECVVGTDKCFTEVEVKEPPITITKLLDDYHVVVGERVE
FETEVSEEGAHVIWLFEDQQLSREDKSKYRFKKDGKRHCLITQEATLEDNGMEYVYTNGGQSKG
ELIVEEKELEVLQSIADLTVKSAEQAMFKCEVSDEKVTGKWEFKDGVEVLPSDRIKISHIGRIHR
LTIDDVKPGDAGDYTFVPDGYALSISAKLNFLEIKIDYVPRQDPPKIHLDVSGNVSQTITIVVAG
NKLRLDVEITGEPAPTVCWMRDDK---——=-——-—-——-—-——-——————————————



PVTDSEGRVRVENKKDLSCFITEGAEREDEGNYTITVTNPAGEDKANLFIKIVDVPDPPENVKC
TGVGEDTANIVWDPPKEDGGAPLKGYLMERKKKGSSRWTKLNEFDVYESTTYEAKRMIEGILYEM
RVFAVNGIGISAPSLNSKPEFMPIAPTSEPTKLTVDDVIDTTCSLKWLAPEKIGAGGLDGYIIEF
CKEGESEWHPANTDLVERQSEFVVRNLPTGEKMNFRVVAVNIAGRSPPALLGQPVTVREIMEHPK
IRLPRDLRTKYIRRVGEKINLVIPFQGKPRPIATWLKDGQPVDEKKVGVRNSNVDSILETIRAAE
RDHSGKYTLTLKIENMEDSATIEIRIVDKPGPPIGVHVTDVWGEFNAALEWKPPKDDGNCEITGY
TIQKAEKKTKEWFTVYEHNRRTNCTVSDLIIGNEYMERVYSENLCGLSEDPCMSKNNATIISKSV
LSIY--PSVRPSIHP-—-
FIHPCIDRAVTIGYSTAISCAVRAFPKPKITIWMKNKMIIGDDPKEFLMONNQGVLTLNIRKPSTF
DSGKYSCRAVNELGEDEVECKLEIK---

UPIO0006A07B4 Myosin bin ~ ———-————-——————m————

GKDIVLLASVDSSQLTVKPNIKWFKGKWLELGAKSGARFQFKETFDKEKKVYNFELRINKATVA
DNGGYRCEVISKDKCDSSMENIEVEGKRKTNR-
NVRNCYQKNVVLMFLPYSEKKDEDAGELDEFSGLLKKRVEDKEQKKDDDDCGIPPDVWELLKNAK
PSDFERIAFEHGITDLRGMLKRLKKVKKEVKKSEAFGKKLDPCYSVDKGNKIKMQVEVTNPDVQ
IKWFKNGQEIKPSANRFVFENIGLRRVLTINKCTLADDAAYECIIGDEKCYTELFVKEPPVLIT
KPLDDTQAFVGDKVELEVEVSEEGAQVIWMKDGTELTREETFKYRFKKDGKKHILIINEATLED
TGRYQVMTNGGKCEADLOQVEEKQLEVLOQGIADLTVKATDQAVFKCEVSDEKVTGKWYKNGVEIK
PSKRITMTHKGRIHKLVIDDVRPEDEADYTFIPDGYALTLSAKLNFLGISTSFSSKIEPPRIHL
DCSGGQHVTIVVVAGNKLRFDVPITGEPAPTVAWFRGNA-——-———————
CROCRITLGFKELIFTYKEFNELEGRVHVEIRNEMSSFIIEGAERADEGSYNIVVTNPVGEDKA
TLIVKVVDVPDPPENVRITSVGEDWAHVIWDPPLYDGGQAVTGYLIERKKKGSQRWMKMNFEVE
TGTEYESVKMIEGVLYEIRVFAVNTIGISQQANTSKPFMPIAPTSEPLHMTVEDVTDTTCTLKW
RPPDRIGAGGIDGYLIEYCREGSDEWIPSNKEPVERCGFTVKDLPTGEKVSEFRVRAVNIAGLSE
PAVLAQPVTIREIVQQOPKIRLPRHLRQTFIKKVGEQVNLVIPFQGKPRPVVTWAKEDKPLDPKQ
VSIRTSEVDSILFIRSAERAHSGKYVLSVKIENMEDSASINIRIVEKPGPAQVVTVKEVWGENT
LLEWQPPKDNGNSEITGYTIQKADKKTMEWEFTVYEHNRQTRCTISDLIMGNEYYFRVYSENICG
LSETPGVSKNTAYIQKTGLVYKPVDYKEHDYSFAPKFLTPLIDRTVVAGYSTALNCAVRGHPKP
KVIWMKNKVEIRDDPKFLMKHNQGVLTLNIRKPSPFDGGTYTCKAVNELGEAEVVCKLEVR---
UPIO0015A4C31 Danio reri = = ——————————————————————————-—

LNTGKDVTEVVKVDSTNLTRKPTMKWLKGKWMDLGSKAGKHIQLKETYDRNTKIYTYEMKLVKV
VPGDAGGYRCEVSAKDKCDSCTFEVTVEAAEQEQOADILSAFKRA-—-————————
DAGEDEGDLDFSALLKAA-——-
KNQKKKPEPELEVDVWELLKSAHPSEYEKIAFKYGITDLRGMLKRLKKMKVEPKEFSEAFLRRLE
SAYSVNKGKKIVMSVEVADPNAEVKWLRNGQEIKPSA-
KYIMEADGNIRTLTINKCSLADDAAYECVVGTDKCFTEVEFVKEPPITITKLLDDYHVVVGERVE
FEIEVSEEGAHVIWLFEDQQLSREDKSKYRFKKDGKRHCLITQEATLEDNGMEYVYTNGGQSKG
ELIVEEKELEVLQSIADLTVKSAEQAMFKCEVSDEKVTGKWEFKDGVEVLPSDRIKISHIGRIHR
LTIDDVKPGDAGDYTFVPDGYALSISAKLNFL-—-—-=——————
DPPKIHLDVSGNVSQTITVVAGNKLRLDVEITGEPAPTVCWMRDDK---=--=-=-=-==————————



PVTDSEGRVRVENKKDLSCEFITEGAEREDEGNYTITVTNPAGEDKANLFTIKIVDVPDPPENVKC
TGVGEDTANIVWDPPKEDGGAPLKGYLMERKKKGSSRWTKLNEDVYESTTYEAKRMIEGILYEM
RVFAVNGIGISAPSLNSKPFMPIAPTSEPTKLTVDDVTDTTCSLKWLAPEKIGAGGLDGYIIEF
CKEGESEWHPANTDLVERQSEFVVRNLPTGEKMNFRVVAVNIAGRSPPALLGOPVTVREIMEHPK
IRLPRDLRTKYIRRVGEKINLVIPFOQGKPRPIATWLKDGOPVDEKKVGVRNSNVDSILFIRAAE
RDHSGKYTLTLKIENMEDSATIEIRIVDKPGPPIGVHVTDVWGENAALEWKPPKDDGNCEITGY
TIOKAEKKTKEWETVYEHNRRTNCTVSDLIIGNEYMEFRVYSENLCGLSEDPCMSKNNAITISKSV
LSIY--PSVRPSIHP---

FIHPCIDRAVTIGYSTATISCAVRAFPKPKI IWMKNKMIIGDDPKEFLMONNQGVLTLNIRKPSTF
DSGKYSCRAVNELGEDEVECKLEIK-—-—

4

end;



Alignment 3 (MYH7 for MrBayes)
#NEXUS

begin data;
dimensions ntax=68 nchar=1935;
format datatype=protein missing=? gap=- matchchar=.;

matrix
P12883 Human Myosin 7

MGDSEMAVEFGAAAPYLRKSEKERLEAQTRPEFDLKKDVEVPDDKQEFVKAKIVSREGGKVTAETE
YGKTVITVKEDQVMQONPPKEFDKIEDMAMLTFLHEPAVLYNLKDRYGSWMIYTYSGLECVIVNPY
KWLPVYTPEVVAAYRGKKRSEAPPHIFSISDNAYQYMLTDRENQSILITGESGAGKTVNTKRVI
QYFAVIAATGDRSKKDQSPGKGTLEDQIIQANPALEAFGNAKTVRNDNSSREGKEFIRIHFGATG
KLASADIETYLLEKSRVIFQLKAERDYHIFYQILSNKKPELLDMLLITNNPYDYAFISQGETTV
ASIDDAEELMATDNAFDVLGFTSEEKNSMYKLTGAIMHFGNMKFKLKOQREEQAEPDGTEEADKS
AYLMGLNSADLLKGLCHPRVKVGNEYVTKGONVQQOVIYATGALAKAVYERMENWMVTRINATLE
TKOPROYFIGVLDIAGFEIFDENSFEQLCINFTNEKLOQFFNHHMEVLEQEEYKKEGIEWTEID
FGMDLQACIDLIEKPMGIMSILEEECMFPKATDMTFKAKLEDNHLGKSANFQKPRNIKGKPEAH
FSLIHYAGIVDYNIIGWLOKNKDPLNETVVGLYQKSSLKLLSTLFANYAGADAPIEKGKGKAKK
GSSFQTVSALHRENLNKLMTNLRSTHPHFVRCIIPNETKSPGVMDNPLVMHQLRCNGVLEGIRI
CRKGFPNRILYGDFROQRYRILNPAATPEGQFIDSRKGAEKLLSSLDIDHNQYKFGHTKVEFEKAG
LLGLLEEMRDERLSRIITRIQAQSRGVLARMEYKKLLERRDSLLVIQWNIRAFMGVKNWPWMKL
YFKIKPLLKSAEREKEMASMKEEFTRLKEALEKSEARRKELEEKMVSLLOEKNDLQLQVQAEQD
NLADAEERCDQLIKNKIQLEAKVKEMNERLEDEEEMNAELTAKKRKLEDECSELKRDIDDLELT
LAKVEKEKHATENKVKNLTEEMAGLDEI TAKLTKEKKALQEAHQOALDDLOQAEEDKVNTLTKAK
VKLEQQVDDLEGSLEQEKKVRMDLERAKRKLEGDLKLTQESIMDLENDKQQLDERLKKKDEFELN
ALNARIEDEQALGSQLOKKLKELQARIEELEEELEAERTARAKVEKLRSDLSRELEEISERLEE
AGGATSVQIEMNKKREAEFOQKMRRDLEEATLOHEATAAALRKKHADSVAELGEQIDNLQORVKQK
LEKEKSEFKLELDDVTSNMEQI IKAKANLEKMCRTLEDOQMNEHRSKAEETQRSVNDLTSQRAKL
QTENGELSRQLDEKEALISQLTRGKLTYTQQLEDLKRQLEEEVKAKNALAHALQSARHDCDLLR
EQYEEETEAKAELQRVLSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLOEAEEAVEAVN
AKCSSLEKTKHRLONETEDLMVDVERSNAAAAALDKKQORNFDKILAEWKQKYEESQSELESSQK
EARSLSTELFKLKNAYEESLEHLETFKRENKNLOEEISDLTEQLGSSGKTIHELEKVRKQLEAE
KMELQSALEEAEASLEHEEGKILRAQLEFNQIKAEIERKLAEKDEEMEQAKRNHLRVVDSLQTS
LDAETRSRNEALRVKKKMEGDLNEMETIQLSHANRMAAEAQKQVKSLOSLLKDTQIQLDDAVRAN
DDLKENIAIVERRNNLLOAELEELRAVVEQTERSRKLAEQELIETSERVQLLHSONTSLINQKK
KMDADLSQLOQTEVEEAVQECRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNMEQT IKD
LOHRLDEAEQIALKGGKKQLOKLEARVRELENELEAEQKRNAESVKGMRKSERRIKELTYQTEE
DRKNLLRLODLVDKLOLKVKAYKROAEEAEEQANTNLSKFRKVOHELDEAEERADIAESQVNKL
RAKSRDIGTKGLNEE



Q91973_C__CoturniX_Slow_ —————— ALLGAAAPFLRAPEGPH---
SAPPGDTRGLCFVPHPQLEFVRARITARAGNGVTIVTTETGETLTVPEADVHPONPPKFDRIEDM
AMLTFLHEPAVLYNLKERYASWMIYTYSGLECVTVNPYKWLPVYNAEVVAAYRGKKRTEVPPHI
FSISDNAYQONMLTDRENQSILITGESGAGKTVNTKRVIQYFASTIAAIGDR-
KKEVANSSGTLEDQIIQANPALEAFGNAKTVRNDNSSRFGKFIRIHFGATGKLASADIETYLLE
KSRVIFQLKAERNYHIFYQILSNKKPELLEMLLITNNPYDYSYVSQGEVTVASIDDSEELLATD
SAFDVLGFTAEEKAGVYKLTGAIMHFGNMKFKQKOREEQAEPDGTEDADKSAYLMGLNSADLLK
GLCHPRVKVGNEYVTKGQSVQQVYYSIGALAKAVYEKMFNWMVVRINNSLETKQPRQYFIGVLD
IAGFEIFDENSFEQLCINFTNEKLOQFFNHHMFVLEQEEYKKEGIEWEFIDFGMDLQACIDLIE
KPMGIMSILEEECMFPKASDMTFKAKLFDNHLGKSANFGKPRNVKGKSEAHEFSLIHYAGTVDYN
IIGWLEKNKDPLNETVVGLYQKSALKLLASLFSNYAGADGDSGKGKGAKKKGSSFQTVSALHRE
NLNKLMANLKTTHPHFVRCLIPNERKEPGVMDNSLVMHQLRCNGVLEGIRICRKGEPNRILYGD
FRORYRILNPTAIPEGQFIDSRKGAEKLLGSLDIDHNQYKFGHTKVFFKAGLLGLLEEMRDERL
SLITITRIQAQARGOQLMRIEFKKILERRDALLVIQWNIRAFMGVKNWPWMKLYFKIKPLLKSAET
EKEMOTMKEEFGHLKEALEKSEARRKELEEKMVSMLOEKNDLQLQVOAEQDNLADAEERCDQLI
KNKIQLEAKVKEMTERLEEEEEMNAELTAKKRKLEDECSELKKDIDDLELSLAKVEKEKHATEN
KVKNLTEEMAGLDENITKLTKEKKTLOQESHQQOALDDLQAEEDKVNTLAKAKVKLEQQADDLESS
LOQEKKIRMDLERAKRKLEGDLKLAQESVMDLENDKQOLEERLKKKDFELNTLNARIEDEQATA
AQLOKKLKELQARIEELEEELEAERTGRAKVEKLRSELLOQELEETSERLEEAGGATSVQLELNK
KREAEFQKLRRDLEEATLOQHEATAAALRKKHADSVAELSEQLDNMQRVKOQKLEKEKSELKLELD
DVSSNMEQLIKAKANLEKMCRSTEDOQMNEHRNKLEESQRTVTDLSTQRAKLOTENSELSRQLEE
KEAFINQLMRGKLTYTQOLEDLKROQLEEEAKAKNALAHALQSAQHDCDLLREQYEEEMEAKAEL
ORALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLQEAEEAVEAVNAKCSSLEKTKHRL
ONEIEDLMADVERSNAAAAALDKKQORNFDKILSEWKQKFEESQTELEASQKEARSLSTELFKLK
NAYEESLEHLETFKRENKNLQEEISDLTEQLGASQKSIHELEKVRKQLDAEKLELQAALEEAEA
SLEHEEGKILRAQLEFNQVKAEYERKLAEKDEEMEQSKRNHLRVVDSLQOQTSLDAETRSRNEALR
LKKKMEGDLNEMEIQLSHANRTAAEAQKQVKALQGYLKDTQLQLDDAVRANEDLKENIAIVERR
NNLLOSELEELRAMVEQSERARKLAEQELTEASERVOLLHSONTSLINQKKKMEADISQLQTEV
EEAIQECRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNMEQTVKDLOQLRLDEAEQLAL
KGGKKQLOKLEARVRELENELEAEQKHNAESIKGLRKSERRVKELSYQTEEDRKNMVRLQDLVD
KLOLKVKAYKRQAEEAEEQANSNLAKFRKAQHELDEAEERADIAESQVNKLRARSRDI SNKKGL
NE

Q5EC16 X laevis Cardiac
MGDAMMADFGAAAPFLRKSDKERLEAQTRIFDIKTEVEVPDTIQEFVKAKITSRDGGKVTAETA
DGKTVTVKDVDVHQONPPKFDKIEDMAMLTFLHEPAVLYNLKERYAAWMIYTYSGLFCVTVNPY
KWLPVYNSEVVNAYRGKKRSEAPPHIFSISDNAYQYMLTDRENQSILITGESGAGKTVNTKRVI
QOYFASIASVG--GKRDSSK--
GTLEDQIIQANPALEAFGNAKTVRNDNSSREGKFIRIHFGASGKLASADIETYLLEKSRVIFQL
KSERNYHIFYQILSNKKPELLDMMLVTNNPYDYSYISQGEVTVASIDDADELMATDSAFDVLGE
TAEEKVGVYKLTGAIMHSGNMRFKOKQREEQAEPDGTEEADKAAYLMGLNSADLLKGLCHPRVK
VGNEYVTKGONVQQOVYYSIGALGKSVYEKMFLWMVVRINSTLETKQPRQYFIGVLDIAGFEIFD
FNSFEQLCINEFTNEKLOOQFFNHHMFVLEQEEYKKEGIEWEFIDFGMDLQACIDLIEKPMGIMSI
LEEECMFPKASDMTEFKAKLYDNHLGKSNNFOQKPRNLKGKPEAHFALVHYAGTVDYNISGWLEKN
KDPLNETVVGLYQKSSLKLLANLESNYAAADDTGGKGKGGKKKGSSFQTVSALHRENLNKLMTN
LRTTHPHEFVRCIIPNERKAPGEMDNPLVMHQLRCNGVLEGIRICRKGEFPNRILYGDFRQRYRIL
NPAAIPEGQFIDSRKGSEKLLGSIDIDHTQYKFGHTKVFFKAGLLGLLEEMRDERLSRIITRIQ
AQSRVLLMRREFKKILERRDALLVIQWNIRAFMGVKNWPWMKLYFKIKPLLKTAETEKEMANMK



EEFHRLKEALEKSETRRKELEEKMVSLLOEKNDLQLOVQAEQDNLNDAEERCEQLIKNKIQLEA
KLKEQTERLDDEEEMNAELTAKKRKLEDECSELKKDIDDLELTLAKVEKEKHATENKVKNLTEE
MAGLDDIIAKLTKEKKALQEAHQQTLDDLQOAEEDKVNSLTKAKAKLEQQVDDLEGSLEQEKKLR
MDMERAKRKLEGDLKLTQENVMDLENDKQQLEEKTKKKEFE I SLLNSKIEDEQIMGMQQOQKKLK
EHQARIEELEEELEAERTARAKVEKLRSDLSRELEEISERLEEAGGATSVQOMELNKKREAEFLK
LKRDLEESTLQSEATAATLRKKHADSVAELSEQIDNLQRVKQKLEKEKSEFKLELDDVASNMEQ
VVKSKVNLEKLCRTLEDQMNEHRTKFEEVQRTLNDLSSQKAKLQTENGELTRRLDEKEALVSQM
TRGKQTYSQQLEDLKRQLEEESKAKNALAHGLQSARHDCDLLREQYEEEQEAKAELQRVLSKAN
AEVAQWRTKYETDATIQRTEELEEAKKKLAQRLQEAEEAVEAVNAKCSSLEKTKHRLONE IEDLM
VDLERSNAAAAALDKKQRNFDKILSEWKQKFEESQTELESSLKESRSLSTELFKLKNAYEESLE
HLETFKRENKNLQEEISDLTEQLGEGGKSIHELEKIRKQLEQEKMELQTALEEAEASLEHEEGK
ILRAQLEFNQLKSEIDRKIAEKDEEMEQVKRNNQRLVDALQTQLEAE TRSRNEALRVKKKMEGD
LNEMEIQLSQANRSAAEAHKHLKAAHGSLKDIQIQLDDTMRANDDLKENSAIVERRNMLLOAEL
EELRSILEQTERSRKLAEQELIETSERVOLLHSONTSLINQKKKTETDLAQLOTEVEEAVQECR
NAEEKAKKATTDAAMMAEELKKEQDTSAHLERMKKNMEQT IKDLQORLDEAEQTAMKGGKKQLQ
KLEGRVRELDNELEAEQKRNAESIKNMRKYERRIKELTYQTDEDKKNMARLODLVDKLQLKVKA
YKRQAEEAEEQANSNLSKFRKVQHELDEAEERADIAESQVNKIRAKTRDVGGKKTLHE
0910C5 G gallus Chick a = ------ ALLGAAAPFLRAPEGPR---

PTPAGDTRGLCFVPHPQLEFIRARVTARAGNGVTVTTEMGETLTVPEADVHPQNPPKFDRIEDM
AMLTFLHEPAVLYNLKERYASWMIYTYSGLFCVTVNPYKWLPVYNAEVVAAYRGKKRTEVPPHI
FSTSDNAYQONMLTDRENQSILITGESGAGKTVNTKRVIQYFASTAATGHR-
KKEVANSSGTLEDQIIQANPALEAFGNAKTVRNDNSSREGKFIRIHFGATGKLASADIETYLLE
KSRVIFQLKAERNYHIFYQILSNKKPELLEMLLITNNPYDYSYVSQGEVTVASIDDSEELLATD
SAFDVLGFTAEEKAGVYKLTGAIMHFGNMKFKQKQREEQAEPDGTEDCDKSAYLMGLNSADLLK
GLCHPRVKVGNEYVTKGQSVQQVYYSIGALAKAVYEKMFNWMVVRINNSLETKQPRQYFIGVLD
IAGFEIFDFNSFEQLCINFTNEKLQQFFNHHMFVLEQEEYKKEGIEWEFIDFGMDLQACIDLIE
KPMGIMSILEEECMFPKASDMTFKAKLFDNHLGKSANFGKPRNVKGKSEAHFSLIHYAGTVDYN
I IGWLEKNKDPLNETVVGLYQKSALKLLASLFSNYAGADGDGGKGKGAKKKGSSFQTVSALHRE
NLNKLMANLKTTHPHFVRCLIPNERKEPGVMDNPLVMHQLRCNGVLEGIRICRKGFPNRILYGD
FRQRYRIPNPTAIPEGQFIDSRKGAEKLLGSLDIDHNQYKFGHTKVFFKAGLLGLLEEMRDERL
SLIITRIQAQARGQLMRIEFKKILERRDALLVIQWNIRAFMGVKNWPWMKLYFKIKPLLKSAET
EKEMQTMKEEFGHLKEALEKSAARRKELEEKMVSMLOEKNDLOLQVQAEQDNLADAEERCDQLT
KNKIQLEAKVKEMTERLEEEEEMNAELAAKKRKLEDECSELKKDIDDLELSLAKVEKEKHATEN
KVKNLTEEMAGLDENITKLTKEKKILQESHQQOALDDLQAEEDKVNTLAKAKGKLEQQVDDLESS
LEQEKKIRMDLERAKRKLEGDLKLAQESIMDLENDKQQLEERLKKKDFELNTLNARTIEDEQATS
AQLQKKLKELQARIEELEEELEAERTGRAKVEKLRSELLQELEETSERLEEAGGATSVQLELNK
KREAEFQKLRRDLEEATLQHEATAATLRKKHADSVAELSEQLDNLQRVKQKLEKEKSELKLELD
DVNSNTEQLIKAKTNLEKMCRTTEDOMNEHRSKLEEAQRTVTDLSTOQRAKLQTENSELSRQLEE
KEAFINQLTRGKLTYTQQLEDLKRQLEEEAKAKNALAHALQSAQHDCDLLREQYEEEMEAKAEL
QORALSKANSEVAQWRTKYETDATQRTEELEEAKKKLAQRLQEAEEAVEAVNAKCSSLEKTKHRL
ONEIEDLMADVERSNAAAAALDKKQRNFDKILSEWKQKFEESQTELEASQKEARSLSTELFKLK
NAYEESLEHLETFKRENKNLQEEILDLTEQLGASQKSITHELEKVRKQLDAEKLELQAALEEAEA
SLEHEEGKILRAQLEFNQVKADYERKLAEKDEE TEQSKRNHLRVVDSLOTSLDAETRSRNEALR
LKKKMEGDLNEME IQLSHANRTAAEAQKQVKALQGYLKDTQLQLDDVVRANEDLKENIATVERR
NNLLQSELEELRAMVEQSERARKLAEQELIEASERVQLLHSQONTSLINQKKKMEADI SQLQTEV
EEATQECRNAEEKAKKATITDAAMMAEELKKEQDTSAHLERMKKNMEQTVKDLOLRLDEAEQLAL
KGGKKQLOKLEVRVRELENELEAEQKRNAESIKGLRKSERRVKELSYQTEEDRKNMVRLQDLVD



KLOLKVKAYKROQAEEAEEQANSNLAKFRKVOHELDEAEERADMAESQVNKLRARSRDIGAKKGL
NE

UPIO0015A4B13 Danio reri
MGDALMEEFGAAAPYLRKSDRERLEAQTRPEFDMKKECEFVPDTDEEYVKGSIISRDGDKVTCETE
KGKTVTVKECDVHPONPPKEFDKIEDMAMEFTFLHEPAVLENLKERYAAWMIYTYSGLECVIVNPY
KWLPVYNQEVVLAYRGKKRSEAPPHIFSISDNAYQYMLSDRENQSILITGESGAGKTVNTKRVI
QYFASTAAST---KKE-
TTEKGTLEDQIIQCNPALEAFGNAKTIRNDNSSRFGKEFIRIHFAANGKLASADIETYLLEKSRV
TFQLKAERDYHIFYQILSQKKPELLEMLLITANPYDYAFISQGETQVASINDADELMATDEAFED
VLGFTQEEKNSIYKLIGAIMHYGNMKFKOQKQREEQAEADGTEDADKSAYLMGLNSADLLKALCH
PRVKVGNEWVTKGONVQQVYYAVGALSKSVYEKMFLWMVVRINQSLDTRQPRQYFIGVLDIAGE
EIFDENTFEQLCINFTNEKLOQFEFNHHMEVLEQEEYKKEGIEWTFIDFGMDLOQACIDLIEKPMG
IMSILEEECMEFPKASDATFKAKLYDNHLGKSNNEFQKPRIVKGKPEAHFSLVHYAGTVDYNINNW
LVKNKDPLNETVVGLYQKSTMKLLSNLEANYTGADGGGGKTKEKKKKGSSEFQTVSALHRENLNK
LMTNLRSTHPHEVRCIIPNETKTPGAMENPLVMHQLRCNGVLEGIRICRKGFPNRILYGDFKQR
YRILNPAAIPDGQFIDSRKGAEKLLGSLDIDHNQYKFGHTKVEFFKAGLLGTLEEMRDDRLALITI
TNIQARSRGLLSRIEFQKLVDRRDALLVIQWNVRAFMGVKNWPWMKLYFKIKPLLRSAEAEKEM
ANMKEEFLKLKEAYAKSEARRKELEEKMVSLLOEKNDLOQLAVQAEQDNLCDAEERCEGLIKNKI
QLEAKAKELTERLEDEEEMNAELTAKKRKLEDECSELKKDIDDLELTLAKVEKEKHATENKVKN
LTEEMAALDEITARLTKEKKALQEAHQQOTLDDLOSEEDKVNTLTKAKAKLEQQVDDLEGSLEQE
KKLRMDLERAKRKLEGDLKLTQESVMDLENDKQOQLEERLKKKDFEISQLTSRIEDEQAMATQLQ
KKLKELQARIEELEEELEAERAARAKVEKQRADLSRELEEISERLEEAGGATAAQIEMNKKREA
EFQKLRRDLEEATLOHEATASTLRKKHADSVSDLGEQIDNLOQRVKOKLEKEKSELRLELDDVVS
NMEQLAKAKANLEKMCRTLEDOMSEYRTKYEEGQORSINDFTMOKARLOTENGELTRQLEEKDSL
VSQLTRSKOSYTQOIEDLKRQLEEEVKAKNALAHAVQSARHDSDLLREQYEEEQEAKAELQRSL
SKANSEVAQWRTKYETDAIQRTEELEDAKKKLAQRLODAEEAVEAVNAKCSSLEKTKHRLONET
EDLMVDVERSNAAAAALDKKQRNEDKVLAEWKQKYEESQSELESSQKEARSLSTELFKLKNSYE
ESLDHLESMKRENKNLQEETIADLTEQIGESGKNIHELEKMRKOLEQEKAETIQAALEEAEGSLEH
EEGKILRAQLEFSQIKADIERKLSEKDEEMEQAKRNQORMIDTLOSSLESETRSRNEALRLKKK
MEGDLNEMEIQLSQANRQASEAQKQLKSLOGHLKDAQMOLDDALRANDDLKENIAIVERRNNLL
QAELDELRSLVEQTERGRKLAEQELMDVSERVQLLHSONTSLLNQKKKLEGDNTQLOTEVEEAV
QECRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNMEQTIKDLOHRLDEAEQIAMKGGK
KOVOKLEARVRELENEVELEQKKASESVKGIRKYERRIKELTYQTEEDRKNLARLODLVDKLQL
KVKSYKRAAEEAEEQANSNLTKEFRKLOHELDEAEERADIAESQVNKLRAKSRDSGSKKGQ-E

UPIO0015A67FC Danio reri
MGDAEMSVEGAAAPYLRKSEKERLEAQTKAFDLKKECEVPDAIEEFVKATVVSREGDKVTVETQ
GGKTVTVKEADVLOQONPPKFDKIEDMAMLTFLHEPAVLENLKERYAAWMIYTYSGLFCVTVNPY
KWLPVYNQEVVIAYRGKKRTEAPPHIYSISDNAYQYMLADRENQSILITGESGAGKTVNTKRVI
QYFASIAASG———
KKDODKNKGTLEDQI IQANPALEAFGNAKT IRNDNSSREFGKFIRIHFDTRGKLASADIETYLLE
KSRVTFQLKAERDYHIFYQILSNKKPEILEMLLVTSNPYDYAFISQGETTVPSIDDSDELMATD
SAFDILGEFTQEEKNSVYKLTGAIMHYGNMKEFKOKOQREEQAEADGTEDADKSAYILMGLNSADLIK
GLCHPRVKVGNEWVTKGONVQQOVNYATGALSKAVYEKMELWMVVRINQSLETKQPRQYFIGVLD
IAGFEIFDENTFEQLCINFTNEKLOQOFFNHHMEVLEQEEYKKEGIEWEFIDFGMDLOQACIDLIE
KPMGIMSILEEECMEFPKASDATFKAKLYDNHLGKSNNFQKPRLVKGKPEAHFALVHYAGTVDYN
INNWLVKNKDPLNETVVGLYQKSSLKLLSNLFANYAGADTGDGGKKEKKKKGSSFQTVSALHRE
NLNKLMTNLRSTHPHFVRCLIPNETKTPGAMENPLVMHQLRCNGVLEGIRICRKGEFPNRILYGD



FKORYRILNPAAIPEGQFIDSKKGAEKLLGSLDIDHQQYRFGHTKVFFKAGLLGQLEEMRDERL
SKITITGIQAKSRGLLSRAEYIKMVERRDALLVIQWNVRAFMAVKNWPWMKLFFKIKPLLRSAEA
EKEMANMKEEFLKLKEAYAKSEARRKELEEKMVTLLOQEKNDLQLOQVQOAEQDNLCDAEERCEGLI
KNKIOMEAKAKELTERLEDEEEMNAELTAKKRKLEDECSELKKDIDDLELTLAKVEKEKHATEN
KVKNLTEEMAALDDI IAKLTKEKKALQEAHQQOQTLDDLOSEEDKVNTLTKAKVKLEQQVDDLEGS
LEQEKKIRMDLERAKRKLEGDLKLTQESIMDLENDKQOLEEKLKKKDFEISQLNSKIDDEQSIT
IQLOKKLKELQARVEELEEELEAERAARAKVEKQRADLARELEEISERLEEAGGATAAQIEMNK
KREAEFQKLRRDLEEATLOQHEATAATLRKKQADSVAELGEQIDNLQOQRVKQKLEKEKSELRLELD
DVASSMEHIVKSKTNMEKVNRTLEDOQMNEYRNKCEEYQRSLNDEFTTQKAKLOQAENDEFSRQLEE
KESLVSQLTRGKNSFSQQLEDLKROQLDEEIKAKNALAHALQSARHDTDLLREQYEEEQEAKAEL
ORSMSKANTEVAQWRTKYETDAIQRTEELEEAKKKLAQRLOQEAEEAVEAVNAKCSSLEKTKHRL
ONEIEDLMVDVERSNTAAASLDKKQRHFDKIISEWKQKYEESQCELESSQKEARSLSTELFKLK
NSYEESMDHLETMKRENKILQEEISDLTEQLGEGGKTIHELEKVRKQLEQEKAEIQAALEEAEG
SLEHEEGKILRTQLEFNQIKADIERKLSEKDEEMEQVKRNQORTIDTLOSALESETRSRNEALR
IKKKMEGDLNEMEIQLSQANRQAAEAQKQLKSVQAHLKDSQLOLDDSLRSNDDLKENTAIVERR
NALLQAELEELRAVLEQTERGRKLAEQELLDVTERVQLLHSONTSLINQKKKLETDLSQFQTEV
EEAVQECRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNMEQTIKDLQHRLDEAEQIAM
KGGKKQVOKLEARVRELECEVEAEQKRSSESVKGIRKYERRIKELTYQTEEDRKNIARLQDLVD
KLOLKVKAYKRAAEESEEQANVHLGKFRKLOQHELDEAEERADIAESQVNKLRAKSRDVGPK---
B6IDEO Danio rerio Slow

MGDAVMAEFGAAAPYLRKSDRERLEAQTRPFDMKKECEFVPDADEEYLKATVISRDGDKATCETS
KGTTVIVKECDVHPONPPKFDKIEDMAMEFTFLHEPAVLEFNLKERYAAWMIYTYSGLEFCVTVNPY
KWLPVYNQEVVVAYRGKKRSEAPPHIFSISDNAYQYMLSDRENQSILITGESGAGKTVNTKRVI
QYFASIAAST---KKE-

TTEKGTLEDQITIQCNPALEAFGNAKTIRNDNSSRFGKFIRIHFAASGKLASADIETYLLEKSRV
TFOLKAERDYHIFYQILSQKKPELLEMLLITANPYDYAFISQGETQVASINDADELMATDEAFD
VLGFTQEEKNSIYKLTGAIMHYGNMKFKQKOREEQAEADGTEDADKSAYLMGLNSADLIKALCH
PRVKVGNEWVTKGONVQOVYYATIGALSKSVYEKMFLWMVVRINQSLDTKQPRQYFIGVLDIAGFE
EIFDEFNTFEQLCINFTNEKLOOFFNHHMEVLEQEEYKKEGIEWTFIDFGMDLQACIDLIEKPMG
IMSILEEECMFPKASDATFKAKLYDNHLGKSNNFQKPRIVKGKPEAHFSLVHYAGTVDYNINNW
LVKNKDPLNETVVGLYQKSTMKMLSILFANYAGAEGGGGKTKEKKKKGSSFQTVSALHRENLNK
LMTNLRSTHPHFVRCIIPNETKTPGAMENPLVMHQLRCNGVLEGIRICRKGFPNRILYGDFKQR
YRILNPAAIPDGQFIDSRKGAEKLLGSLDIDHNQYKFGHTKVFFKAGLLGTLEEMRDDRLALIT
TNIQARARGLLSRVEFQKIVDRRDALLVIQWNVRAFMGVKNWPWMKLYFKIKPLLRSAEAEKEM
ANMKEEFLKLKEAYAKSEARRKELEEKMVSLLOQEKNDLOQLAVQTEQDNLCDAEERCEGLIKNKI
QLEAKAKELTERLEDEEEMNAELTAKKRKLEDECSELKKDIDDLELTLAKVEKEKHATENKVKN
LTEEMAALDEIIAKLTKEKKALQEAHQOTLDDLOSEEDKVNTLTKAKAKLEQQVDDLEGSLEQE
KKLRMDLERAKRKLEGDLKLTQESVMDLENDKQOLEERLKKKDFEISQLSSRIEDEQAMAAQLQ
KKLKELQARIEELEEELEAERAARAKVEKQRADLSRELEEISERLEEAGGATAAQIEMNKKREA
EFQKLRRDLEEATLOHEATASTLRKKHADSVSDLGEQIDNLOQRVKOKLEKEKSELRLELDDVVS
NMEQIAKAKANLEKMCRTLEDOMSEYRTKYEEGQRSINDEFTMKKAKLOTENGELSRQLEEKDSL
VSOQLTRGKQOSYTQOIEDLKRQLEEEVKAKNALAHAVQSARHDAELLREQYEEEQEAKAELQRSL
SKANSEVAQWRTKYETDAIQRTEELEDAKKKLAQRLODAEEAVEAVNAKCSSLEKTKHRLONE I
EDLMVDVERSNAAAAALDKKQORNEDKVLAEWKQKYEESQSELESSQKEARSLSTELFKLKNSYE
ESLDHLESMKRENKNLQEEIADLTEQIGESGKNIHELEKMRKOLEQEKAEIQTALEEAEGSLEH
EEGKILRAQLEFNQVKADIERKLSEKDEEMEQAKRNQORMIDTLQOSSLESETRSRNEALRLKKK



MEGDLNEMEIQLSQANRQASEAQKQLKSLHGHLKDAQLQLDDALRGNDDLKENIAIVERRNNLL
QAELDELRSLVEQTERGRKLAEQELMDVSERVQLLHSONTSLLNOQKKKLEGDNTQLOQTEVEEAV
QECRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNMEQTIKDLOQHRLDEAEQIAMKGGK
KOVOKLEARVRELESEVEMEQRKASDSVKGVRKYERRIKELTYQTEEDRKNLARLQDLVDKLQL
KVKSYKRTAEEAEEQANSNLGKFRKLOHELDEAEERADIAESQVNKLRAKSRDTGSKKGHDE
UPI00016278FC Danio reri
MGDAEMSVFGAAAPYLRKSEKERLEAQTKAFDLKKECFVPDAIEEFVKATVVSREGDKVTVETQ
GGKTVTVKEADVLQONPPKFDKIEDMAMLTFLHEPAVLFNLKERYAAWMIYTYSGLFCVTVNPY
KWLPVYNQEVVIAYRGKERTEAPPHIYSISDNAYQYMLADRENQSILITGESGAGKTVNTKRVI
QYFASVAASG——-—
KKDODKNKGTLEDQIIQANPALEAFGNAKTIRNDNSSREFGKFIRIHFDTRGKLASADIETYLLE
KSRVTFQLKAERDYHIFYQILSNKKPEILEMLLVTSNPYDYAFISQGETTVPSIDDSDELMATD
SAFDILGFTQEEKNSVYKLTGAIMHYGNMKFKQKOQREEQAEADGTEDADKSAYLMGLNSADLIK
GLCHPRVKVGNEWVTKGONVQQVNYAIGALSKAVYEKMFLWMVVRINQSLETKQPRQYFIGVLD
IAGFEIFDENTFEQLCINFTNEKLOOQFFNHHMFVLEQEEYKKEGIEWEFIDEFGMDLQACIDLIE
KPMGIMSILEEECMFPKASDATFKAKLYDNHLGKSNNFOQKPRLVKGKPEAHFALVHYAGTVDYN
INNWLVKNEDPLNETVVGLYQKSSLKLLSNLFANYAGADTGDGGKKEKKKKGSSFQTVSALHRE
NLNKLMTNLRSTHPHEFVRCLIPNETKTPGAMENPLVMHQLRCNGVLEGIRICRKGEPNRILYGD
FKORYRILNPAATIPEGQFIDSKKGAEKLLGSLDIDHQQYRFGHTKVFFKAGLLGQLEEMRDERL
SKIITGIQAKSRGLLSRAEYIKMVERRDALLVIQWNVRAFMAVKNWPWMKLEFFKIKPLLRSAEA
EKEMANMKEEFLKLKEAYAKSEARRKELEEKMVTLLOEKNDLQLQVOQAEQDNLCDAEERCEGLI
KNKIOMEAKAKELTERLEDEEEMNAELTAKKRKLEDECSELKKDIDDLELTLAKVEKEKHATEN
KVKNLTEEMAALDDIIAKLTKEKKALQEAHQQTLDDLOSEEDKVNTLTKAKVKLEQQVDDLEGS
LEQEKKIRMDLERAKRKLEGDLKLTQESIMDLENDKOOQLEEKLKKKDFEISQLNSKIDDEQSII
IQLOKKLKELQARVEELEEELEAERAARAKVEKPRADLARELEEISERLEEAGGATAAQIEMNK
KREAEFQKLRRDLEEATLOQHEATAATLRKKQADSVAELGEQIDNLQRVKQKLEKEKSELRLELD
DVASSMEHIVKSKTNMEKVNRTLEDOMNEYRNKCEEYQRSLNDETTOKAKLOAENDEFSRQLEE
KESLVSQLTRGKNSFSQOLEDLKROQLDEETIKAKNALAHALQSARHDTDLLREQYEEEQEAKAEL
ORSMSKANTEVAQWRTKYETDAIQRTEELEEAKKKLAQRLQEAEEAVEAVNAKCSSLEKTKHRL
ONETIEDLMVDVERSNTAAASLDKKQRHFDKIISEWKQKYEESQCELESSQKEARSLSTELFKLK
NSYEESMDHLETMKRENKILQEEISDLTEQLGEGGKTIHELEKVRKOQLEQEKAEIQAALEEAEG
SLEHEEGKILRTQLEFNQIKADIERKLSEKDEEMEQVKRNQORTIDTLOSALESETHSRNEALR
IKKKMEGDLNEMEIQLSQANRQAAEAQKQLKSVQAHLKDSQLOQLDDSLRSNDDLKENTAIVERR
NALLQAELEELRAVLEQTERGRKLAEQELLDVTERVQLLHSONTSLINQKKKLETDLSQFQTEV
EEAVQECRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNMEQTIKDLOHRLDEAEQIAM
KGGKKQVOKLEARVRELECEVEAEQKRSSESVKGIRKYERRIKELTYQTEEDRKNIARLQDLVD
KLOLKVKAYKRAAEESEEQANVHLGKFRKLOHELDEAEERADIAESQVNKLRAKSRDVGPK—---
B6IDE1 Danio rerio Slow

MGDAVMAEFGPAAPFLRKSDKERLEAQTRPFDMKKECFVPDPEVEYVKASVTSRDGDKVTVETE
FGKTVTVKEVDCHPONPPKFDKIEDMAMFTFLHEPAVLENLKERYAAWMIYTYSGLFCVTVNPY
KWLPVYNQEVVVAYRGKKRTEAPPHIFSISDNAYQYMLSDRENQSVLITGESGAGKTVNTKRVI
OYFASIAAAG——-
KKDPSQEKGTLEDQIIQCNPALEAFGNAKTIRNDNSSREFGKFIRIHFGVSGKLSSADIETYLLE
KSRVTYQLKAERDYHIFYQILSQRKPELLEMLLITNNPYDYSYISQGETQVASIDDRDELIATD
EAFDVLGEFTOQEEKNSIYKLTGAIMHYGNMKFKOKQREEQAEADGTEDADKVAYLMGLNSADLIK
GLCHPRVKVGNEWVTKGONVQQOVYYSIGALAKSVYEKMFLWMVVRINQSLDTKQPROQYFIGVLD



IAGFEIFDENTFEQLCINFTNEKLOQOFEFNHHMEFVLEQEEYKKEGIEWEFIDFGMDLQACIELTE
KPMGIMSILEEECMFPKASDATFKAKLYDNHLGKNPNFOQKPRIVKGRPEAHFALVHYAGTVDYN
ISNWLVKNKDPLNETVVGLEFQKSTLKLLGTLFANYAGAEGGKGKG-
GAKKKGSSFQTVSALHRENLNKLMTNLRSTHPHEFVRCLIPNETKTPGAMENPLVMHQLRCNGVL
EGIRICRKGEFPNRILYGDFKQRYRILNPSAIPEGQFIDNKKGAEKLLGSLDIDHNQYKLGHTKV
FFKAGLLGTLEEMRDDRLALTITGIQARARGILSRIEFQKIVERRDSLLVIQWNVRAFMGVKNW
PWMKLYFKIKPLLKTAETEKEMANMKEEFTKLKEAYAKSEARKKELEEKMVSLLOEKNDLQLAV
OSEQDNLADAEERCEGLIKSKIQFEAKVKELTERLEDEEEMNAELVAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAALDET TAKLTKEKKALOEAHQQTLDDLOSEEDKVNT
LTKAKAKLEQOQVDDLEGSLEQEKKIRMDLERAKRKLEGDLKLTQENLMDLENDKQOMEERTLKKK
DFEISQLNSKIEDEQALEAQLOKKLKELOQARIEELEEELEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATAAQTIEMNKKREAEFOKLRRDLEEATLOHEATASTLRKKHADSVSDLGEQIDNLQ
RVKOKLEKEKSELRLELDDVVSNMEQIVKAKANLEKMCRTLEDOMSEYRTKAEEGQRTINDETM
OKAKLQTENGELSROQLEEKDSLVSQLTRGKOSYTQQIEDLKROQLEEEVKAKNALAHAVQSARHD
AELLREQYEEEQEAKAELQRSLSKANSEVAQWRTKYETDATQRTEELEEAKKKLAQRLODAEEA
VEAVNAKCSSLEKTKHRLONETEDLMVDVERSNAAAAALDKKQRNFDKVLAEWKQKYEESQTEL
ESAQKESRSLSTELFKLKNSYEESLDHLESMKRENKNLQEEISDLTEQLGESGKNIHELEKVRK
QLEQEKQEIQTALEEAEGSLEHEEGKILRAQLEFNQVKADIERKLSEKDEEMEQAKRNQQRVVD
TLOSSLESETRSRNEALRLKKKMEGDLNEMEIQLSQANRQASEAQKQLKGLHGHLKDAQLQLDD
ALRGNDDLKENTATIVERRNNLLOAELDELRSLVEQTERGRKLAEQELMDVSERVQLLHSONTSL
LNQKKKLEGDNTQLOQTEVEEAVQECRNAEEKAKKATITDAAMMAEELKKEQDTSAHLERMKKNME
QTIKDLOHRLDEAEQIAMKGGKKQVOKLESRVRELESEVEMEQRKASDSVKGVRKYERRIKELT
YOTEEDRKNLARLODLVDKLOQLKVKSYKRTAEEAEEQANSNLGKFRKLOHELDEAEERADIAES
QVNKLRAKSRDSGSKKGADE

UPIO000D9BB5C M mulatta MTDAQMADFGAAAQ—-————————————

GESGAGKTVNTKRVIQYFASTAATIGDRGKKDNANANGTLEDQITIQANPALEAFGNAKTVRNDNS
SREGKFIRIHFGATGKLAFADIETYLLEKSRVIFOQLKAERNYHIFYQILSNKKPELLDMLLVTN
NPYDYAFVSQGEVSVASIDDSEELMATDSAFDVLGFTSEEKAGVYKLTGAIMHYGNMKEKQKQR
EEQAEPDGTEDADKSAYLMGLNSADLLKGLCHPRVKVGNEYVTKGQSVQQOVYYSTIGALAKAVYE
KMENWMVTRINATLETKQPROYFIGVLDIAGFEIFDENSFEQLCINFTNEKLOQFEFNHHMEVLE
QEEYKKEGIEWTFIDFGMDLQACIDLIEKPMGIMSILEEECMEFPKATDMTFKAKLYDNHLGKSN
NFQKPRNIKGKQEAHFSTLIHYAGTVDYNILGWLEKNKDPLNETVVALYQKSSLKLMATLFSSYA
SADGESGKSKGGKKKGSSFQTVSALHRENLNKLMTNLRTTHPHEVRCITIPNERKAPGVMDNPLV
MHQLRCNGVLEGIRICRKGEFPNRILYGDFRORYRILNPAATPEGQFIDSRKGSEKLLSSLDIDH
NOQYKFGHTKVFFKAGLLGLLEEMRDERLSRITITRMOAQARGOQLMRIEFKKIVERRDALLVIQWN
IRAFMGVKNWPWMKLYFKIKPLLKSAETEKEMATMKEEFGRIKETLEKSEARRKELEEKMVSLL
QEKNDLQLOVOAEQDNLNDAEERCDQLTITKNKIQLEAKVKEMNERLEDEEEMNAELTAKKRKLED
ECLELKKDIDDLELTLAKVEKEKHATENKVKNLTEEMAGLDETI IAKLTKEKKALQEAHQQALDD
LOVEEDKVNSLSKSKVKLEQQVDDLEGSLEQEKKVRMDLERAKRKLEGDLKLTQESTIMDLENDK
LOLEEKLKKKEFDINQONSKIEDEQALALQLOKKLKENQARTEELEEELEAERTARAKVEKLRS
DLSRELEEISERLEEAGGATSVQIEMNKKREAEFOQKMRRDLEEATLOHEATAAALRKKHADSVA
ELGEQIDNLQRVKQKLEKEKSEFKLELDDVTSNMEQTI ITKAKANLEKVSRTLEDQANEYRMKLEE
AQRSLNDFTTOQRAKLOTENGELARQLEEKEALTISQLTRGKLSYTQOMEDLKRQLEEEGKAKNAL
AHALQSARHDCDLLREQYEEETEAKAELQRVLSKANSEVAQWRTKYETDATQRTEELEEAKKKL



AQRLODAEEAVEAVNAKCSSLEKTKHRLONETIEDLMVDVERSNAAAAALDKKQRNFDKILAEWK
QKYEESQSELESSQKEARSLSTELFKLKNAYEESLEHLETFKRENKNLQEEISDLTEQLGEGGK
NVHELEKVRKQLEVEKLELQSALEEAEASLEHEEGKILRAQLEFNQIKAEIERKLAEKDEEMEQ
AKRNHQRVVDSLOTSLDAETRSRNEALRVKKKMEGDLNEMEIQLSHANRMAVEAQKQVKSLOSL
LKDTQIQLDDAVRANDDLKENIAIVERRNNLLOAELEELRAVVEQTERSRKLAEQELIETSERV
OQLLHSONTSLINQKKKMESDLTQLOSEVEEAVOQECRNAEEKAKKAITDAAMMAEELKKEQDTSA
HLERMKKNMEQTIKDLQHRLDEAEQIALKGGKKQLOKLEARVRELEGELEAEQKRNSESVKGMR
KSERRIKELTYQTEEDKKNLLRLODLVDKLOLKVKAYKROQAEEAEEQANTNLSKEFRKVQHELDE
AEERADIAESQVNKLRAKSRDIGAK-——-—--

Q2HX56 C carpio Myosin
MSDAVMAEFGPAASFLRKSDKERLEAQTRPEFDMKKECEVPDPEVEY IKASITSRDGDKVTVDTE
SGKTLTFKEADVHPONPPKFDKIGDMAMEFTFLHEPAVLENLKERYAAWMIYTYSGLECVTVNPY
KWLPVYDASVVKAYRGKKRTEAPPHIFSISDNAYQYMLSDRENQSVLITGESGAGKTVNTKRVI
QYFASIAAVG———
KKDAASEKGTLEDQITIQANPALEAFGNAKTIRNDNSSREFGKFIRIHFGVSGKLASADIETYLLE
KSRVTYQLKAERDYHIFYQILSQKKPELLEMLLITNNPYDYAYISQGETQGGVHDDAEELIATD
EAFDVLGFTAEEKAGIYKLTGAVMHYGNMKEFKOKOQREEQAEADGTEDADKVAYLMGLNSADLIK
GLCHPRVKVGNEWVTKGOSVQQVYYSIGALAKSVYEKMEFLWMVVRINQSLDTKQPRQYFIGVLD
IAGFEIFDENTFEQLCINFTSEKLOQFFNHHMEFVLEQEEYKKEGIEWEFIDFGMDLAACIELIE
KPMGIMSILEEECMFPKASDATFKAKLYDNHLGKNPTFQKPRIVKGKPEAHFSLVHYAGIVDYN
ISNWLVKNKDPLNETVVGLEQKSTVKLLSFLEFAGY SGADAKGGKG—-
GGKKKGSSFQTVSALHRENLNKLMTNLRSTHPHEFVRCLIPNETKTPGVMENPLVMHQLRCNGVL
EGIRICRKGEFPNRILYGDFKQRYRILNPSATIPEGQFIDNKKAAEKLLGSLDLDHSQYKLGHTKV
FFKAGLLGTLEELRDDRLALIITGIQARARGILSRIEFQKIVERRDSLLVIQWNVRAFMGVKNW
PWMKLYFKIKPLLKSAETEKEMANMKEEFTKLKEAYAKSEARKKELEEKMVSLLOEKNDLQLAM
OSEQDNLCDAEERCEGLIKSKIQLEAKVKELTERLEDEEEMNAELVAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMSALDEI TAKLTKEKKALQEAHQQOTLDDLOSEEDKVNT
LTKAKAKLEQQVDDLEGSLEQEKKLRMDLERVKRKLEGDLKLTQESIMDLENDKQOLDEKLKKK
DFEMSQLNSKIEDEQALGAQLOKKLKELQARIEELEEELEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATAAQIEMNKKREAEFOQKLRRDLEEATLOHEATAATLRKKHADSVADLGEQIDNLQ
RVKOKLEKEKSELKLELDDVVSNMEQTVKSKSNLEKMCRTLEDOQMSEYRTKAEEGQORTINDEFTM
OKAKLQTENGELSRQVEEKDSLVSQLTRGKQSYTQQIEDLKRQLEEETIKAKNALAHAVQSARHD
SDLLREQYEEEQEAKAELQRSLSKANSEVAQWRTKYETDAIQRTEELEDAKKKLAQRLODAEEA
VEAVNAKCSSLEKTKHRLOSEIEDLMVDVERSNAAAAALDKKQRNEDKVLAEWKQKYEESQSEL
ESVOKESRSLSTELFKLKNSYEEVLDHLETMKRENKNLOQEEISDLTEQLGESGKSTIHELEKIRK
QLEQEKAEIQTALEEAEGSLEHEEGKILRAQLEFNQVKADIERKLTEKDEEMEQSKRNQORMVD
TLOSSLESETRSRNEALRLKKKMEGDLNEME IQLSQANRQASEAQKQLKGLHGHLKDAQMQLDD
ALRGNDDLKENIATIVDRRNNLLOAELDELRSMVEQTERGRKLAEQELLDVSERVOLLHAQNTSL
LNOQKKKLEGDNSQLOTEVEEAVOECRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNME
QTIKDLOQHRLDEAEQIAMKGGKKQVOQKLEARVRELENEVELEQRKASESVKGVRKYERRIKELT
YOTEEDRKNLARLODLVDKLOLKVKSYKRAAEEAEEQANANLGKFRKIQHELDEAEERADIAES
QVNKMRAKSRDSGSKKGHDE

B8JLS3 Danio rerio Myosi
MGDALMAEFGKAAPFLRKSDKERLEAQTRAFDIKTECEVVDEKVEYVKGQIQONKDGGKVTVKTE
DGRTVTVKDGDVHPONPPKFDKIEDMAMLTFLHEPAVLENLKERYTAWMIYTYSGLEFCVTVNPY
KWLPVYDADVVAAYRGKKRTEAPPHIFSISDNAYQYMLTDRENQSVLITGESGAGKTVNTKRVI
QYFASTAAAGSAGKKDSSK--



GTLEDQITIQANPALEAFGNAKTLRNDNSSRFGKFIRIHFGTSGKLSSADIETYLLEKSRVTFQL
KSERNYHIFFQILSNEKPELLDMLLITNNPYDYSYISQGEVTVSSINDNEELIATDKAFDVLGF
TSEEKMGVYKLTGAIMHYGNMKFKQKQREEQAEPDGTEDADKAAY LMGLNSADLLKGLCHPRVK
VGNEYVTKGQSVDQVYYSIGALAKSVYEKMEFNWMVVRINQSLDTKQHRQYFIGVLDIAGFEIFD
FNTFEQLCINFTNEKLOQQFFNHHMEFVLEQEEYKKEGIDWEFIDFGMDLOSCIDLIEKPLGIMST
LEEECMFPKASDQTFKAKLYDNHLGKTNIFQKPRAVKGKAEAHFALSHYAGTVDYNIAGWLVKN
KDPLNETVVGLYQKSSLKLLSLLFSSYAGSDGEKSGGKGAKKKGSSFQTVSALHRENLNKLMTN
LKTTHPHEVRCLIPNESKIPGIMDNCLVMHQLRCNGVLEGIRICRKGFPNRILYGDFKQRYRIL
NASATPEGQFIENKKSAEKLLGSLDIDHTQYKFGHTKVFFKAGLLGTLEEMRDDQLARILTGIQ
AFARGLLMRVEYQKLVERRDALMVVOWNLRSFLGVKNWPWMKLFFKIKPLLKSAESEKEMANMK
DEFNKLKEALEKSDARRKELEEKMVSLLQEKNDLLLOQVQSEQDTLTDAEERCEQLIKSKIQLEA
KVKELSERIEDEEEINADLTAKRRKLEDECSELKKDIDDLELTLAKVEKEKHATENKVKNITEER
MASLDENIMKLTKEKKALQEAHQQTLDDLOSEEDKVNTLTKAKVKLEQQVDDLEGSLEQEKKVR
MDLERSKRKLEGDVKLTQENVMDLENDKQOLEDKLKKKDFEINQLNQRIEDEQMASVQLQKKLK
ENQARIEELEEELDAERAARAKVEKQRSDISRELEDISERLEEAGGATSAQVELNKKRDAEFQK
IRRDLEESTLOQHEATTASLRKKHADSVAELGEQIDNLQRVKQKLEKEKVELKLELDDLASNMES
IVKAKVNLEKMCRSLEDQMNEHRSKAEEAQRALNDVSTQKAKLLTENGELGRQLEEKECLISQL
TRGKTSYTQQLEDLRRQLEEEVKAKNALAHAVQSARHDCDLLREQFEEEQEAKAELQRALSKAN
TEVATWRARYETDGIQRTEELEDAKKKLVQKLQEAEEAVEAVNAKCSSLEKTKHRLONEIEDLM
LDLERSNAASAALDKKQRSFDKVMAEWKQKYEESQCELEGAQKEARSLSTELFKLKNSYEETLD
HLETIKRENKNLQEEISDLTDQVSEGRKSVHELEKLRKQLEQEKTELQSALEEADASVEHEEGK
ILRAQLEFNQLKADFERKMSEKDEEMEQARRNYQRMIESLQASLEAETRSRNEALRVKKKMEGD
LNEMETIQLSQANRQAADAQKQLKMVQSCLKETQLOMDDTLHSNDDLKENITLLERRNNLMQTEL
EELRGILEQTERVRKLAEQELTDATERMOQLLHSONTGLINQKKKQESDLLOLONELEELVQENR
NAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNMEQTIKDLQHRLDEAEQVAMKGGKKQLQ
KMEARIRELENELDAEQKRGSESVKGVRKFERRIKELTYQTDEDRKNLARLODLVDKLQLKVKS
YKRSAEEAEELANANTAKLRKLOHELEEAEERADIAESQVNKLRAKTRDGAPG—————
UPIO000EB3EAF Canis lupu -
SDOQEMATFGEAAPYLRKSEKERIEAQNRPFDAKTSVEFVAEPKESEFVKGTVQSREGGKVTVKTEA
GATLTVKEDQVFPMNPPKYDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSGLFCVTVNPYK
WLPVYNPEVVTAYRGKKRQEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVIQ
YFATIAVTGEKKKEEATSG-
GTLEDQIISANPLLEAFGNAKTVRNDNSSRFGKFIRIHFGTTGKLASADIETYLLEKSRVTFQL
KAERSYHIFYQITSNKKPELIEMLLITTNPYDYPFVSQGEISVASIDDQEELIATDSAIDILGEF
TNEEKVSIYKLTGAVMHYGNLKFKQKQREEQAEPDGTEVADKAAYLQSLNSADLLKALCYPRVK
VGNEFVTKGQTVEQVTNAVGALAKAVYEKMFLWMVTRINQQLDTKQPRQYFIGVLDIAGEFEIFED
FNSLEQLCINFTNEKLOQQFFNHHMEVLEQEEYKKEGIEWTFIDFGMDLAACIELTIEKPMGIFEFST
LEEECMFPKATDTSFKNKLYEQHLGKSANFQKPKVVKGKAEAHFSLIHYAGVVDYNITGWLDKN
KDPLNETVVGLYQKSSMKTLAYLFSGAQTAE-—--AKK-
GGKKKGSSFQTVSALFRENLNKLMTNLRSTHPHFVRCIIPNETKTPGAMEHELVLHQLRCNGVL
EGIRICRKGFPSRILYADFKORYKVLNASATIPEGQFIDSKKASEKLLASIDIDHTQYKFGHTKV
FFKAGLLGLLEEMRDDKLAQLITRTQARCRGFLARVEYQKMVERRESTFCIQYNTIRAFMNVKHW
PWMKLFFKIKPLLKSAETEKEMATMKEEFQKTKDELAKSEAKRKELEEKMVTLLKEKNDLQLQV
QAEAEGLADAEERCDQLIKTKIQLEAKIKEVTERAEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAGLDETIAKLTKEKKALQEAHQQTLDDLQAEEDKVNT
LTKAKIKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDIENEKQQLDEKLKKK
EFEMSNLOSKIEDEQALGIQLOKKIKELQARIEELEEETITEAERASRAKAEKQRSDLSRELEETS



ERLEEAGGATSAQIEMNKKREAEFQKMRRDLEEATLOHEATAATLRKKHADSVAELGEQIDNLQ
RVKOKLEKEKSEMKME IDDLASNVETVSKAKGNLEKMCRTLEDQVSELKSKEEEQQRLINDLTT
QRGRLOTESGEFSRQLDEKEALVSQLSRGKLAFTQOIEELKRQLEEE IKAKNALAHALQSSRHD
CDLLREQYEEEQESKAELQRALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLOAAEEH
VEAVNAKCASLEKTKOQRLONEVEDLMLDVERTNAACAALDKKORNEFDKILAEWKQKYEETHAEL
EASQKEARSLGTELFKMKNAYEESLDQLETLKRENKNLOQEEISDLTEQIAEGGKRIHELEKIKK
QVEQEKSEIQAALEEAEASLEHEEGKILRIQLELNQVKSEIDRKIAEKDEEIDQLKRNHIRVVE
SMOTMLDAEIRSRNDAIRLKKKMEGDLNEME IQLNHANRMAAEALRNYRNTQGILKDTQIHLDD
ALRGOEDLKEQLAMVERRANLLOAETIEELRATLEQTERSRKIAEQELLDASERVOLLHTONTSL
INTKKKLETDISQIQGEMEDIIQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNME
QTVKDLOHRLDEAEQLALKGGKKQIQKLEARVRELEGEVESEQKRNAEAVKGLRKHERRVKELT
YOTEEDRKNILRLODLVDKLOAKVKSYKROAEEAEEQSNTNLSKFRKLOHELEEAEERADIAES
QVNKLRVKSREVHTKVISEE
Q6DIX8 Myosin heavy pol -

SDAEMAVEFGPAAHFLRKSEKERIEAQNKPEFDARTSMEVVDTKESYVKGTLOSKEGGKATVKTEA
GOTVTVKDDQIFPMNPPKFDKIEDMAMMTHLNEPSVLYNLKERYAAWMIYTYSGLECVTVNPYK
WLPVYNPEVVNAYRGKKRQEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVIQ
YFATIAAAPDKKKEEVA-—--
GTLEDQITIQANPLLEAFGNAKTVRNDNSSREFGKEFIRIHFGTTGKLASADIETYLLEKSRVTFQL
KAERSYHIFYQIMSNKKPELIEMLLITTNPYDFPEFVSQGEISVASIDDTEELMATDSAIDILGE
NADEKVSIYKLTGAVMHYGNMRFKOKQREEQAEPDGTEVADKAAYLMCLNSADLLKALCYPRVK
VGNEYVTKGQTVQQOVYNSVGALGKAVYEKMFLWMVTRINEMLDTKQPROQYFIGVLDIAGEFEIED
FNSLEQLCINEFTNEKLOQFFNHHMEFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFEST
LEEECMFPKATDTSFKNKLYDQHLGKSNNFQKPKPAKGKAEAHFSLVHYAGTVDYNISGWLEKN
KDPLNDTVIGLFQKSSMKTLAYLFSSYAASE-—-—-AKK-
GGKKKGSSFQTVSALFRENLNKLMSNLRTTHPHFVRCIIPNETKTPGAMEHELVLHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKILNASAIPEGQFIDSKKASEKLLGSIDVDHTQYREGHTKV
FFKAGLLGTLEEMRDDRLAHVITRTQAMCRGYLMRVEFKKMMERREAVETIQYNIRSFMNVKHW
PWMKLYFKIKPLLKSAESEKEMONMKEEFEKTKELLAKSEAKRKELEEKMVKVLOEKNDLQLQV
OSESENLTDAEERCDQLIKSKIQLEAKMKELNERLEDEEESNAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAVLDETIVKLTKEKKALQEAHQQTLDDLQAEEDKVNT
LTKAKAKLEQQVDDLEGSLEQEKKLRMDLERSKRKLEGDLKLAQETIMDLENDRQOLDEKLKKK
EFEMSQYASKIEDEQALGAQLOKKIKELQARIEELEEEIEAERAARAKAEKQRSDLSRELEETS
ERLEEAGGATSAQIEMNKKREAEFQKMRRDLEEATLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKOKLEKEKSELKMEIDDLASNMENLSKAKANFEKICRTLEDQLSELKTKDEEHQRQINDLTA
ORARLOTENGEYARQLEERDSLISQLSRGKQAFTQQIEELKROQLEEEIKAKNALAHGLQSARHD
CDLLREQYEEEQEAKGELOQRSLSKANGEVAQWRTKYETDAIQRTEELEDAKKKLAQRLQEAEEH
TEAVNSKCASLEKTKOQRLONEVEDLMVDVERSNSACAALDKKQKNEDKILAEWKQKFEESQAEL
EASQKESRSLSTELFKMKNAYEESLDHLETTKRENKNLOQQEISDLTEQVSEVSKTLHEVEKAKK
ITEQEKTEIQSALEEAEASLEHEEGKILRIQLELNQVKSEIDRKIAEKDEETIDQLKRNHVRVVE
SMOSTLDAEIRSRNDALRLKKKMEGDLNEME IQLSHANRQASESQKQLRNVOQGLLKDVQIHLDD
SLRAQEDLKEQLAMVERRANLMOAETIEEMRAALEQTERSRKVAEQELLDASERVOLLHSONTSL
INTKKKMETDITQLOQTEVEEAIQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLD
QTVKDLOHRLDEAEQLAMKGGKKQIQKLEARVRELENEVDVEQKRSTEATKGVRKYERRVKELS
YOSEEDKKNILRLODLVDKLOMKVKAYKROQTEEIEEQSNINLTKYRKIQHELEEAEERADIAES
QVNKLRAKTREV-=-—————-



Q6DFQ6 Myosin heavy pol
MGDAEMAVEFGEAAPFLRKSDKERLEAQNKAFDAKNTCEVEDDKELYVKGLITAREGGKVTVKTE
DARNVTVKESQVYPONPPKFDKIEDMAMMTHLNEASVLYNLKERYAAWMIYTYSGLECVIVNPY
KWLPVYNPEVVAGYRGKKRQEAPPHIFSISDNAYQFMLODRENQSVLITGESGAGKTVNTKRVI
QYFATIAAIGDSNKKKEMSN-
GTLEDQITIQANPLLEAFGNAKTVRNDNSSREFGKFIRIHFGTTGKLASADIETYLLEKSRVTFEFQL
SAERSYHIFYQILTNKKPEIVEMLLLTTNPYDYAFISQGEIAVKSIDDEEELMATDSAIDILGE
TAEEKMGIYKMTGSVMHKGNMKEFKQOKOREEQAEPDGTEVADKIGYLMGLNSADLLKALCYPRVK
VGNEFVTKGOQTVOOVYNATIGALSKSVFEKLFLWMVTRINQQLDTKLPRQYFIGVLDIAGEFEIFED
LNSLEQLCINFTNEKLOQOFFNHHMFVLEQEEYKKEGIDWEFIDFGMDLAACIELIEKPMGILST
LEEECMFPKATDTSEFKNKLYDQHLGKCKNFEKPKPAKGKAEAHFSLVHYAGTVDYNICGWLDKN
KDPLNETVVGLYQKSSLKLLSFLYSSYAGTD--—-AKS-
GKKKKGSSFQTVSALFRENLNKLMTNLRSTHPHEFVRCLIPNESKTPGIMENHLIITHQLRCNGVL
EGIRICRKGEFPSRILYGDFKQRYKILNASAIPDGQFIDSKKACEKLLGSIDIDHTQYREGHTKV
FFKAGLLGTLEEMRDDKLAQLITRTQALCRGFLMRVEFKKMIERRDATFVIQYNVRSEFMNVKHW
PWMKLYFKIKPLLKSAETEKEMANMKEEFEKTKEALTKSDARRKELEEKMVALLQEKNDLMLQC
QOSENESLADAEERCEGLIKNKINLEAKIKELTERLEDEEESNAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAGLDETISKISKEKKALQEAHQQOTLDDLOAEEDKVSS
LSKAKTKLEQQVDDLEGSLEQEKKLRLDLERAKRKLEGDLKLAQETIMDLENDKQOQTEEKLKKK
DFELSQLOGKIEDEQSVGCQLOKKIKELQARIEEVEEETEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATSAQIEMNKKREAEFQKLRRDLEESTLOHEATSAALRKKHADSVAELGEQIDNLQ
RVKOKLEKEKSELKMEIDDLASNLENVSKSKANLEKLSRVLEDQLSEIKSRDDEHQRIINDLTA
OKARLQTENGELSRQLEEKESLVSQLTRGKQGFTQOQTEELKRQLEEETKAKNALAHALQSSRHD
CDLLREQYEEEQEAKAELQRSLSKANTEVSQWRTKYETDAIQRTEELEEAKKKLAQRLOEAEEQ
VEAVNSKCASLEKTKQRLOAEVEDLMVDVERANSAAAALDKKQRNEDKVLVEWKQKYEESQAEL
EASQKESRSLSTEIFKMKNAYEEALEHLETMKRENKNLOQQEISDLSEQIGESAKTTMELEKAKK
QVEQERGDLOAALEEAEGSLEHEEAKILRIQLELNQVKSEVDRKIAEKDEEIEQLKRNSQRVID
TMOSTLDSEIRSRNDALRLKKKMEGDLNELE IQLGHANRQAGEAQKQLRNVQAQLKDTQIHLDD
SVRAQEDLKEQLAVVDRRTTLOQOAETIEEMRVALEQTERSRKMAEQELLDASERVOLLHSONTSL
INTKKKLETDAGTLONEMEEAVOQEARNAEEKAKKAITDAALMAEELKKEQDTSAHLERMKKNLE
QTVKDLOQHRLDEAEQLAMKGGKKQLOKLESRVRELENELDNEQKRSVEAVKGVRKYERRVKELT
YOSEEDRKNVLRLODLVDKLOLKVKAYKROAEESEEQANAHLARFRKVOHELEESEERADIAES
QVNKLRAKSRDIGSK—-———--

B4FoYl Putative uncharac -
SDAEMATIFGVAAQFLRKTEKERIEAQNRPFDAKTSVEVIDPKOMYVKGIVQSKEGGKATVKKED
MSTVIVKDDEIFPMNPPKYDKIEDMAMMTHLNEPSVLYNLKERYAAWMIYTYSGLFCATVNPYK
WLPVYNPEVVNAYRGKKRQEAPPHIFSISDNAYQFMLTDRDNQSILITGESGAGKTVNTKRVIQ
YFATIAAIGDKKKEEAAPG-
GTLEDQIIQANPLLEAFGNAKTVRNDNSSREFGKFIRIHFGTTGKLSSADIETYLLEKSRVTFEFQL
SAERSYHIFYQIMSNKRPELIDMLLITTNPYDFPYVSQGEITVASIDDQEELMATDSAIDILGE
NADEKVGIYKMTGAVMHYGNMRFKOKOQREEQAEPDGTEVADKAAYLMGLNSADLLKALCYPRVK
VGNEFVTKGQTVQQVYNSVGALGKSVYEKMFLWMVIRINQQLDTKQPROHFIGVLDIAGEFETIFED
FNSLEQLCINEFTNEKLOQFFNHHMEVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFESI
LEEECMFPKATDTSEFKNKLYDQHLGKSNNFQKPKPGKGKAEAHEFSLVHYAGTVDYNISGWLDKN
KDPLNETVIGLYQKSSVKLLSFLYSAYSGTD---GKK-
GGKKKGSSFQTVSALFRENLNKLMSNLRSTHPHFVRCLIPNETKTPGAMDHY LVMHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKILNASATIPEGQFIDSKKASEKLLGSIDVDHTQYKFGHTKV



FFKAGLLGTLEEMRDERLAQLITRTQAMCRGYLMRVEFROMMERRESTFCIQYNVRSEFMNVKHW
PWMKLYFKIKPLLKSAESEKEMONMKEEFEKTKEALAKSEAKRKELEEKMVAILQEKNDLQLQV
TSESEGLADAEERCEGLIKAKIQLEAKIKEANERLEDEEESNAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAVLDETTAKLTKEKKALQEAHQQOQTLDDLOQAEEDKVNT
LTKAKTKLEQQVDDLEGSLEQEKKLRMDMERAKRKLEGDLKLAQESTMDLENDRQQLDEKVKKK
EFETISQLOSKIEDEQALAAQLOKKIKELQARTEELEEETEAERAARAKAEKQRSDLSRELEETS
ERLEEAGGATSAQIEMNKKREAEFQKMRRDLEEATLOQHEATASALRKKQADSVAELGEQIDNLQ
RVKQKLEKEKSELKMEIDDLASNMESVSKAKSNLEKMCRTLEDQFSEVKTKEDEHLRVINDINA
QRARLHTENGEYARQLEEKESLISQLSRGKQAFTOQOQTEELKROQLEEETKAKNALAHGLQOSARHD
CDLLREQYEEEQEAKGELQRSLSKANSEVSQWRTKYETDAIQRTEELEEAKKKLAQRLQEAEEQ
IEAVNSKCASLEKTKQRLOQGEVEDLMVDVERSNSACAALDKKQKNEFDKVLADWKQKFEESQAEL
EASQKESRSLSTEVEFKMKNSYEEALDQLETLKRENKNLOQQEISDLTEQVAEAGKSTHE ITEKAKK
QIESEKSDLOQAALEEAEGSLEHEEAKILRIQLELNQVKGEIDRKIAEKDEETEQLKRNSQRALE
SMOSTLDAEIRSRNDALRLKKKMEGDLNEMETQLSHANRQAAESQKQLRNVQGLLKDTQLHLDD
AQRGNDDLKEQLAIVERRNNLMTAEIEEMRSALEQTERGRKVAEQELIDVTERVQLLHSQONTSL
INTKKKIEADVSQLOSEVEEAVQEARNADEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
QTVKDLQHRLDEAEQLAMKGGKKQLOKLEARVRELENELDAEQKRGSDAIKGVRKFERRVKELS
YOSEEDKKNVFRLODLVDKLOLKVKAYKRQSEDVEEQANVHLSRFRKAQHELEEAEERADIAES
QVNKLRAKSRDIGKKA-—--

UPIO0006A2578 Myosin he
MGDAEMAVFGEAAPFLRKSDKERLEAQNKAFDAKNTCEFVEDDKELYVKGLITAREGGKVTVKTE
DARNVTVKESQVYPONPPKFDKIEDMAMMTHLNEASVLYNLKERYAAWMIYTYSGLECVTVNPY
KWLPVYNPEVVAGYRGKKRQEAPPHIFSISDNAYQFMLODRENQSVLITGESGAGKTVNTKRVI
QYFATIAAIGDSNKKKEMSN-
GTLEDQTITIQANPLLEAFGNAKTVRNDNSSREGKFIRIHFGTTGKLASADIETYLLEKSRVTFQL
SAERSYHIFYQILTNKKPEIVEMLLLTTNPYDYAFISQGEIAVKSIDDEEELMATDSAIDILGE
TAEEKMGIYKMTGSVMHKGNMKEFKQKQREEQAEPDGTEVADKIGYLMGLNSADLLKALCYPRVK
VGNEFVTKGQTVQOVYNSIGALSKSVFEKLFLWMVTRINQQLDTKLPRQYFIGVLDIAGFETIFED
LNSLEQLCINFTNEKLQQFFNHHMEFVLEQEEYKKEGIDWEFIDFGMDLAACIELTIEKPMGILST
LEEECMFPKATDTSEFKNKLYDQHLGKCKNFEKPKPAKGKAEAHFSLVHYAGTVDYNICGWLDKN
KDPLNETVVGLYQKSSLKLLSFLYSSYAGTD---AKS—
GKKKKGSSFQTVSALFRENLNKLMTNLRSTHPHFVRCLIPNESKTPGIMENHLITHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKILNASAIPDGQFIDSKKACEKLLGSIDIDHTQYRFGHTKV
FFKAGLLGTLEEMRDDKLAQLITRTQALCRGFLMRVEFKKMIERRDATFVIQYNVRSEFMNVKHW
PWMKLYFKIKPLLKSAETEKEMANMKEEFEKTKEALTKSDARRKELEEKMVALLQEKNDLMLQC
QSENESLADAEERCEGLIKNKINLEAKIKELTERLEDEEESNAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAGLDETISKISKEKKALQEAHQQTLDDLQAEEDKVSS
LSKAKTKLEQQVDDLEGSLEQEKKLRLDLERAKRKLEGDLKLAQETIMDLENDKQQTEEKLKKK
DFELSQLOGKIEDEQSVGCOQLOKKIKELQARIEEVEEETEAERAARAKVEKQRADLSRELEETS
ERLEEAGGATSAQIEMNKKREAEFQKLRRDLEESTLQHEATSAALRKKHADSVAELGEQIDNLQ
RVKOKLEKEKSELKMEIDDLASNLENVSKSKANLEKLSRVLEDQLSETIKSRDDEHQRIINDLTA
QKARLOTENGELSRQLEEKESLVSQLTRGKQGFTQQOQTEELKROQLEEETKAKNALAHALQSSRHD
CDLLREQYEEEQEAKAELQRSLSKANTEVSQWRTKYETDAIQRTEELEEAKKKLAQRLQEAEEQ
VEAVNSKCASLEKTKQRLOAEVEDLMVDVERANSAAAALDKKQRNFDKVLVEWKQKYEESQAEL
EASQKESRSLSTEIFKMKNAYEEALEHLETMKRENKNLQQEISDLSEQIGESAKTTMELEKAKK
QVEQERGDLOQAALEEAEARLA-
SATNALRWSLELNQVKSEVDRKIAEKDEETEQLKRNSQRVIDTMQSTLDSEIRSRNDALRLKKK



MEGDLNELEIQLGHANRQAGEAQKQLRNVOAQLKDTQITHLDDSVRAQEDLKEQLAVVDRRTTLQ
QAEIEEMRVALEQTERSRKMAEQELLDASERVOLLHSONTSLINTKKKLETDAGTLONEMEEAV
QEARNAEEKAKKAITDAALMAEELKKEQDTSAHLERMKKNLEQTVKDLOHRLDEAEQLAMKGGK
KOLOKLESRVRELENELDNEQKRSVEAVKGVRKYERRVKELTYQSEEDRKNVLRLODLVDKLQL
KVKAYKROAEESEEQANAHLARFRKVOHELEESEERADIAESQVNKLRAKSRDIGSK—-—-—-—--

Q75UEl L japonica Myosi -=
MGDLHEFGKAAPFLRKSEKERLEAQTRPFDMKKNCEFVDDPKIEFVKATIKSSEGGKVTVDTENG
QTVTVREDQVHQOMNPPKFDKIEDMVMLTFLNEPSVLENLKERYAAWMIYTYSGLECVIVNPYKM
LPVYDPIVVAGYRGKKRQEAPPHIFSISDNAYQFMLSDRENQSILITGESGAGKTVNTKRVIQY
FATTIAALGDSAKKKQEGKIGTLEDQIVEANPLMEAFGNAKTVRNDNSSREFGKFIRTHFGATGKL
ASADIETYLLEKSRVTEFQLPTERNYHIFFQILSQOKPELLDMLLVTTNPYDYPFISQGEITVSS
IDDKEELMATDSATEILGFTNEEKMSIYKLTGSIMHYGNMKFKOKOQREEQAEPDGSEDADKACE
LMGINSADLLKALCLPRVKVGNEYVTKGQTVPQVYNNIGALGKACFERLFLWMVIRINQSLDTK
QARQHFIGVLDIAGFEIFDENTFEQLCINFTNEKLOQOFFNHHMEFVLEQEEYKKEGIDWVEIDEG
MDLQACIDLIEKPLGIMSILEEQCMEFPKANDQTFKEKLYDQHLGKNKFFOQKPKPSKGKHEAHFES
LGHYAGNVDYNIAGWLEKNKDPLNDSVVQVYQKASLKVLGALFATFAGADADSGAK-
KGKKKGSSFQOTVSALHRENLSKLMTNLKTTHPHEVRCLIPNETKTPGTMDNNLVMHQLRCNGVL
EGIRICRKGEFPNRIVYGDFKQRYRVLNPNAMPEGQFVDSKKACEKLMASLELDETQYKFGHTKV
FFRAGLLGTLEEMRDDRLSLLLTRTQALGRGYLSRVEFKKMLERRESLIVIQYNIRAFMGVKNW
PWMNLYFKIKPLLKSAESEKEMANMKEEFTKTKEALEKSEARRKELEEKMI SVVQEKNDLLMQV
QSGEDSINDSEERCDQLIKAKIQLESKLKEMOQERIEEEEEMNSELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAVLDENVSKLTKEKKALOQEAHQQTLDDLQAEEDKVNS
LTKAKAKLEQQVDDLEGSLEQEKKVRMDIERTKRKLEGDFKMAQES IMDLENDKQQTIDEKTKKK
DFEISQLNSKIEDELALSAQLOKKIKELQARIEELEEEIEAERAARAKVEKQRSDLSRELEETIS
ERLEEAGGATSAQIEMNKKREAEFQKLRRDLEESTLOQHEATAAALRKKQADSVAELGEQIDNLQ
RVKOQKLEKEKSEFKMEVDDLSSNMEQITKSKVNLEKLSRSLEDQLSELKTKDDENIRTINDITA
ORARLQTESGELTRKLEEKEVLVVQLSRGKOSYTQOVEDLKROLEEEVKAKNALAHAVQSARHD
CDLLREQFDEEQEAKGELORAMSKANAEVAQWRTKYETDAIQRTEELEDAKKKLAARLQDAEEQ
VEAANSKCASLEKTKQRLOGEVEDLMIDVERAHSAAAALDKKQKAFDKVLSEWKQKFEESQAEL
EAAQKESRSLGTELFKLKNAYEETLDHLETFKRENKNLOQEEISDLTEQLGESSKSLHELEKNRK
ATEQEKSDIQAALEEAEASLEHEEGKILRVQLELNQVKAEVDRKIAEKDEEIDQIKRGFQRTVE
SMOATLDSETKSRNEALRLKKKMEGDLNEMETQLNHANRQAAESQKHLRNVQGQIKDLQVHLDD
ALRANEDHKEQAAMLERRNNLLVAEVEEMRSALEQTEKARKLAEQELLGATERVQLLHSONTSL
INTKRKLEGDLSQLOSEVEESTIQESRNADEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNME
QTVKDLOQHRLDEAEQTIAMKGGKKQLOKLETRVRELESELDAEQRRTAETIKGSRKYERRIKELS
YOTEEDRKNNLRLODLVDKLOQLKVKAYKROSEESEEQANTNLSKYRKLOHELEEADERADIAES
QVNKLRARSRDSGV—-=-=——--

A6QPA6 Bos taurus MYH3 p -
SDTEMEVFGIAAPFLRKSEKERIEAQONQPEFDAKTYCEVVDSKEEYAKGRIKSTQDGKVTVETED
NRTLVVKPEDVYAMNPPKFDRIEDMAMLTHLNEPAVLYNLKDRYTSWMIYTYSGLECVTVNPYK
WLPVYNPEVVEGYRGKKRQEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVIQ
YFATIAATGDLAKKKDS-—--
GTLEDQITISANPLLEAFGNAKTVRNDNSSREGKFIRIHFGTTGKLASADIETYLLEKSRVTEFQL
KAERSYHIFYQILSNKKPELIELLLITTNPYDYPFISQGEILVASIDDAEELLATDSAIDILGE
TPEEKSGLYKLTGAVMHYGNMKFKOKQREEQAEPDGTEVADKTAYLMGLNSSDLLKALCEFPRVK
VGNEYVTKGQTVDQVHHAVNALSKSVYEKLFLWMVTRINQQLDTKLPROQHFIGVLDIAGFEIFE
YNSLEQLCINFTNEKLOQFFNHHMEFVLEQEEYKKEGIEWTFIDFGMDLAACIELTIEKPMGIFST



LEEECMFPKATDTSFKNKLYDQHLGKSANFOQKPKVVKGRAEAHFSLTIHYAGTVDYSVSGWLEKN
KDPLNETVVGLYQKSSNRLLAHLYATFTTAD---KKK-
VAKKKGSSFQTVSALFRENLNKLMSNLRTTHPHFVRCIIPNETKTPGAMEHSTLVLHQLRCNGVL
EGIRICRKGFPNRILYGDFKOQRYRVLNASATIPEGQFIDSKKACEKLLASIDIDHTQYKFGHTKV
FFKAGLLGTLEEMRDDRLAKLITRTQAVCRGFLMRVEFQKMVQRRESTIFCIQYNIRAFMNVKHW
PWMKLEFFKIKPLLKSAETEKEMATMKEEFQKTKDELAKSEAKRKELEEKLVTLVQEKNDLQLQV
QAESENLLDAEERCDQLIKAKFQLEAKIKEVTERAEDEEEMNAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEELAGLDETIAKLTREKKALQEAHQQTLDDLQAEEDKVNS
LSKIKSKLEQQVDDLESSLEQEKKLRVDLERNKRKLEGDLKLAQESILDLENDKQQOLDERLKKK
DFEYCQLOSKVEDEQTLGLOFOQKKIKELQARIEELEEEIEAERATRAKTEKQRSDYARELEELS
ERLEEAGGVTSTQIELNKKREAEFLKLRRDLEEATLOQHEAMVAALRKKHADSVAELGEQIDNLQ
RVKOQKLEKEKSEFKLELDDLGSNVESVSKSKANLEKICRTLEDQLSEARGKNEETQRSLSELST
QKSRLOTEAGELSRQLEEKESTVSQLSRSKQAFTQQIEELKRQLEEESKAKSALAHATLQSARHD
CDLLREQYEEEQEAKAELQRALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLODSEEQ
VEAVNAKCASLEKTKQRLOQAEVEDLMVDVDRANSLAAALDKKQRNEFDKVLAEWKTKGEESQAEL
EASLKESRSLSTELFKLKNAYEEALDQLETVKRENKNLEQETADLTEQIAESGKTIHELEKSRK
QIELEKADIQLALEEAEAALEHEEAKILRIQLELTQVKSEIDRKMAEKDEETIEQLKRNYQRTVE
TMQSALDAEVRSRNEATRIKKKMEGDLNETETQLSHANRQAAETVRHLRSVQGQLKDTQLHLDD
ALRGQEDLKEQLAIVERRANLLQAEVEELRATLEQTERSRKIAEQELLDASERVQLLHTONTSL
IHTKKKLETDLAQLQSEVEDASRDARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
QTVKDLQHRLDEAEQLALKGGKKQIQKLETRIRELESELEGEQKKNTESVKGLRKYERRVKELT
YOSEEDRKNVLRLODLVDKLOMKVKSYKRQAEEADEQANAHLTKFRKAQHELEEAEERADIAES
QVNKLRAKTRDFTS—————-—

UPI0000E81268 G gallus_ -
SDAEMATIFGEAAPYLRKSEKERTEAQNRPEFDAKAACEFVVDQKOMYVKGTIQSREGGKVTVKTYD
DTTVTVKDDEVEFPMNPPKYDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSGLECVTVNPYK
WLPVYNPEVVSGYRGKKRQEAPPHIFSTISDNAYQFMLTDRDNQSILITGESGAGKTVNTKRVIQ
YFATIAVIGEKKKDQQPS--
GTLEDQIISANPLLEAFGNAKTVRNDNSSRFGKFIRIHFGTTGKLASADIETYLLEKSRVTFQL
ASERSYHIFYQIMSNKKPELIDLLLISTNPYDFAYVSQGEITVASIDDSEELLATDNAVDILGE
SPDEKVGMYKLTGAVMHYGNMKFKQKQREEQAEPDGTEVADKAAYLMGLNSAELLKALCYPRVK
VGNEYVTKGONVQQOVYNSVGALAKSVYEKMEFLWMVTRINQQLDTKQPRQHFIGVLDIAGEFEIFD
FNSLEQLCINFTNEKLOQOQFFNHHMEVLEQEEYKKEGIDWEFIDFGMDLAACIELIEKPMGIFST
LEEECMFPKATDTSFKNKLYDQHLGKSNNFQKPKPAKGKAEAHFSLVHYAGTVDYNISGWLEKN
KDPLNETVVGLYQKSSLKLLSFLFSNYAGAE-—--GKK-
GAKKKGGSFQTVSAVFRENLNKLMTNLRSTHPHEFVRCLIPNETKTPGEMDHY LVMHQLRCNGVL
EGIRICRKGFPSRILYADFKOQRYKILNASAIPEGQFIDSKKASEKLLSSIDVDHNQYRFGHTKV
FFKAGLLGLLEEMRDEKLVNLITHMOQAMCRGYLMRTEFKKMNARRESTYITQYNVRAFMNVKHW
PWMKLYFKMKPMLKSVESEKEMANMKEEFEKTKEELAKSEAKRKELEEKMVTLLOEKNDLQLQV
QSESENLADAEERCEGLIKSKIQLEARIKELNERMEDEEEMNAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAATLDENISKLTKEKKALQEAHQQTLDDLQAEEDKVST
LTKTKTKLEQQVDDLEGSLEQERKQRMDLERAKRKLDGDLKMSQDSIMDLENDKQOMDEKLKKK
DFEISQLQSKIEDEQAQSSQLOKKIKELQARTEELEEEIEAERATRAKTEKQRADLSRELEETIS
ERLEEAGGATAAQIEMNKKREAEFQKMRRDLEEATLOQHEATAAATLRKKHADSTAELGEQIDNLQ
RVKOQKLEKEKSELKMEIDDLASNMESVSKAKSNLEKMCRALEDQYSEVRTKDDEHMRLINDMNT
QKTRLOQTENGELTRQLEEKESLISQLTRGKQAITQQTEELKRQLEEENKAKNALAHALQSARHD
CDLLREQYEEEQEAKSELQRALSKANSEVAQWRTKYETDAIQCMEELEDAKKKLAQRLODSEEQ



IEAVNSKCASLEKTKQRLOQGEVDDLMIAVERSNAACAAFDKKQKNEFDKVMAEWRQKYQESQAEL
EAAQKESRTLSTEIFOMKNAYEEVLDOQVETVRRENKNLQQEISDLTEQLAEAGKASHGLEKAKK
QTEQEKYDLOQAALEEAEGSLEHEEGKILRVQLELNQVKSDVDRRSAEKDEE IQQLKKNHQRVLE
SMOTTLDAEIRSRNDALRLKKKMEGDLNDMETQLSRANCQVAETQKHLKVVQGQLKDSQLHELDD
ALRENDDLKEQLAVIERRNNLMMTELEQMRAALEQTERARKVSEQELTDASERVQITLHSONTSL
ILNTKKKLEVDITHLONEVEDSIQEARNAEEKAKKATTDAAMMAEELKKEQDTSAHLERMKRNLE
OMVKDLOHRLDEAEQLALKGGKKQLOKLEARIHELENELDIEQKRGTESLKGARKYERRLKELT
YOSEEDKKNILRLONLVDKLQLKVKAYKKQAEEAEEQASTNLSRCRKTQHELEEAEERADIAEC
QVNKLRAKSRDVG—==————--

Q6NX33 Myosin heavy chai
MGDGEMSIFGEAAQFLRKSEKERLEAQSKPFDAKNTVEVDDVKELYVKGMVTAREDGKITVKTD
DGRTVTVKENQTIYPONPPKFDKIEDMAMMTHLNEASVLYNLKERYAAWMIYTYSGLEFCATVNPY
KWLPVYNPEVVAGYRGKKRMEAPPHIFSLSDNAYQAMLTDRENQSVLITGESGAGKTVNTKRVI
QYFATIAALGD--KKKESSN-
GNLEDQITQANPLLEAFGNAKTVRNDNSSREGKFIRITHFGTTGKLSSADIETYLLEKSRVTFQL
SAERSYHIFYQILTNKKPEIVEMLLLTTNPYDYPSISQGELVVKSINDEEELMATDSAIDVLGE
NQEEKMGIYKMTGAVMHHGNLKFKOQKQREEQAEPDSTEVADKIAYLLGLNSADLLKGLCYPRVK
VGNEFVTKGQTVPQVYNSVGALCKSVFEKLFLWMVTRINQQLDTKQPRQFFIGVLDIAGFEIFED
FNSLEQLCINFTNEKLOQFFNHHMEVLEQEEYKKEGIDWEFIDFGMDLAACIELIEKPLGIFST
LEEECMFPKATDTSFKNKLYEQHLGKCKNFEKPKPGKGKAEAHFSLVHYAGTVDYNISGWLEKN
KDPLNESVVQLYQKSSVKLLSLLYSSYAATDDAGGKG—
GKKKKGSSFQTVSGLFRENLNKLMTNLRSTHPHFVRCLIPNETKTPGIMDNHLLIHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKVLNASATIPEGQFIDSKKACEKLLGSIDVDHTQYKFGHTKV
FFKAGLLGTLEEMRDEKLAQLITRTQALCRGYLMRLEFTKMMERREAIYVIQYNLRSFMNVKHW
PWMKLYFKIKPLLKSAETEKEMANMKEEFEKTKEALVKAEARKKELEEKMVAMLQEKNDLVLQV
QSESETLADSEERCEGLIKVKIQLESKIKELTERLEDEEESNAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAVLDENISKLSKEKKALQEAHQQTLDDLQAEEDKVSS
LSKAKTKLEQQVDDLEGSLEQEKKLRLDLERAKRKLEGDLKLTQETVMDLENDKOQTEEKLKKK
DFEISQLOGKIEDEQSLGTQLOKKIKELQARIEEVEEEIEAERAARAKVEKQRADLSRELEETS
ERLEEAGGATSAQIEMNKKREAEFOKLRRDLEEATLOHEATAGALRKKHADSVAELGEQIDNLOQ
RVKQKLEKEKSELKMEIDDLASNLENVSKSKANLEKVNRVIEDQLSEVKAKDDEHQRLLNDLST
QKARLQTETGELSRQLEERESLISQLSRGKQGFTQOVEELKRQLEEETKAKNALAHALQSARHD
CDLLREQFEEEQEAKAELORSLSKANGEVSOQWRTKYETDAIQRTEELEEAKKKLAQRLODAEEQ
VEAVNSKCASLEKTKQRLOSEVEDLMVDVERANSAAAALDKKQRNEFDKVLVEWKQKYEEGQAEL
EAALKESRSLSTEIFKMKNAYEEALEHVETLKRENKNLQQEISDLTEQIGESGKSVVELEKAKK
QVEQEKNDLOAALEEAEGSLEHEEAKILRIQLELNQVKSEVDRKIAEKDEETIEQLKRNSQRSID
TMOSTLDSEIRSRNDALRLKKKMEGDLNELEIQLGHANRQASEAQKQLRNVQGQFKETQLQOLDE
ATRAQEDLKEQVAVTERRNNLFOAETIEENRAGLEQTERSRKIAEQELLDASERLOQLLHSONTSL
INSKKKLESDICQLONEAEEAVOEARNAEEKAKKAITDAALMAEELKKEQDTSAHLERMKKNLE
QTVKDLOQHRLDEAEQLAMKGGKKQLOKLESRVRELENELDNEQKHGVEAVKGVRKYERRVKELT
YOTEEDKKNILRLODLVDKLOSKVKAYKROAEEAEEQANTHLGRFRKVOHELEEAEERADIAES
QVNKLRTKSRDIGGKKESEE

090339 C carpio Myosin
MGDGEMECFGPAAVYLRKTERERIEAQNTPFDAKTAFEFVVDPDEMY LKGTLVSKEGGKATVKTH
SGKTVTVKEDEIFPMNPPKFDKIEDMAMMTHLNEPAVLENLKERYAAWMIYTYSGLEFCVTVNPY
KWLPVYDAVVVGGYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVI
QYFATVGAMSGPKKPEPVPG-



GSLEDQIVAANPLLEAYGNAKTVRNDNSSREGKFIRITHFGTTGKLASADIETYLLEKSRVTFQL
SAERSYHIFYQIMTGHKPELLEALLITTNPYDYPMISQGEITVKSINDVEEFIATDTAIDILGE
TADEKISIYKLTGAVMHHGNMKFKOKQREEQAEPDGTEVADKIAYLMGLNSADMLKALCEFPRVK
VGNEMVTKGQTVPQVNNAVSALSKSVYEKMFLWMVIRINEMLDTKQPRQFFIGVLDIAGFEIFED
FNSLEQLCINFTNEKLQQFFNHHMEFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFST
LEEECMFPKATDTSFKNKLHDQHLGKTAAFQKPKPAKGKAEAHFSLVHYAGTVDYNIVGWLDKN
KDPLNDSVVQLYQKSSLKVLAFLYATGAE--GGGGKK--
GKKKGGSFQTVSALFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENYLVIHQLRCNGVLE
GIRICRKGFPSRILYGDFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVDHTQYKFGHTKVE
FKAGLLGALEEMRDEKLALLVTMTQALCRGYVMRKEFVKMMERRESTYSTIQYNIRSEFMNVKHWP
WMKLYFKIKPLLKSAETEKEMAAMKENYEKMKEDLTKALAKKKELEEKMVSLLOEKNDLQLQVT
AESENLSDAEERCEGLIKSKIQLEAKLKETNERLEDEEETNAELTAKKRKLEDECSELKKDIDD
LELTLAKVEKEKHATENKVKNLTEEMASQDESTAKLTKEKKALQEAHQOTLDDLOAEEDKVNTL
TKAKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENEKQQSDEKIKKKD
FEISQLLSKIEDEQSLGAQLQKKIKELQARIEELEEEIEAERAARAKVEKQRADLSRELEEISE
RLEEAGGATAAQIEMNKKREAEFQKMRRDLEESTLQHEATAAALRKEQADSVAELGEQIDNLQR
VKOQKLEKEKSEYKME IDDLTSNMEAVAKAKANLEKMCRTLEDQLSETIKTKSDENVRQLNDMNAQ
RARLQTENGEFSRQLEEKEALVSQLTRGKQAYTQQIEELKRHIEEEVKAKNALAHAVQSARHDC
DLLREQYEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLODAEEST
EAVNSKCASLEKTKOQRLQGEVEDLMIDVERANSLAANLDKKQRNEFDKVLAEWKQKYEESQAELE
GAQKEARSLSTELFKMKNSYEEALDHLETLKRENKNLOQQEISDLTEQLGETGKSIHELEKAKKT
VESEKSEIQTALEEAEGTLEHEESKILRVOQLELNQVKSEIDRKLAEKDEEMEQIKRNSQRVIDS
MOSTLDSEVRSRNDALRVKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVQGOLKDAQLHLDEA
VRGQEDMKEQVAMVERRNSLMQAEIEELRAALEQTERGRKVAEQELVDASERVGLLHSONTSLT
NTKKKLEADLVQVQGEVDDAVQEARNAEEKAKKATTDAAMMAEELKKEQDTSAHLERMKKNLEV
TVKDLOHRLDEAESLAMKGGKKQLOKLESRVRELEAEVEAEQRRGADAVKGVRKYERRVKELTY
QTEEDKKNVIRLODLVDKLOLKVKVYKRQAEEAEEQTNTHLSRYRKVQHELEEAQERADVAESQ
VNKLRAKSRDAG—-—=-—-—-——

Q076A8 Canis lupus Devel -
SDTEMEVFGIAAPFLRKSEKERIEAQNQPFDAKTYCEVVDSKEEYAKGRIKSSQDGKVTVETED
NRTLVVKPEDVYAMNPPKFDRIEDMAMLTHLNEPAVLYNLKDRYTSWMIYTYSGLEFCVTVNPYK
WLPVYNPEVVEGYRGKKRQEAPPHIFSTISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVIQ
YFATIAATGDLAKKKDS---
GTLEDQITSANPLLEAFGNAKTVRNDNSSREGKFIRITHFGTTGKLASADIETYLLEKSRVTFQL
KAERSYHIFYQILSNKKPELTIELLLITTNPYDYPFISQGEILVASIDDAEELLATDSAIDILGE
TPEEKSGLYKLTGAVMHYGNMKEFKQKQREEQAEPDGTEVADKTAYLMGLNSSDLLKALCFPRVK
VGNEYVTKGQTVDQVHHAVNALSKSVYEKLFLWMVTRINQQLDTKLPRQHFIGVLDIAGFEIFE
YNSLEQLCINFTNEKLQQFEFNHHMEVLEQEEYKKEGIEWTFIDFGMDLAACIELTIEKPMGIFST
LEEECMFPKATDTSEFRKNKLYDQHLGKSSNFQKPKVVKGRAEAHFSLTIHYAGTVDYSVSGWLEKN
KDPLNETVVGLYQKSSNRLLAHLYATFATAD---KKK-
VAKKKGSSFQTVSALFRENLNKLMSNLRTTHPHEVRCIIPNETKTPGAMEHSLVLHQLRCNGVL
EGIRICRKGEFPNRILYGDFKOQRYRVLNASATIPEGQFIDSKKACEKLLASIDIDHTQYKFGHTKV
FFKAGLLGTLEEMRDDRLAKLITRTQAVCRGFLMRVEFQKMVORRESTIFCIQYNIRAFMNVKHW
PWMKLEFFKIKPLLKSAETEKEMATMKEEFQKTKDELAKSEAKRKELEEKLVTLVQEKNDLQLQV
QAESENLLDAEERCDQLIKAKFQLEAKIKEVTERAEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEELAGLDETIAKLTREKKALQEAHQQOALDDLQAEEDKVNS
LTKIKSKLEQQ---



LESSLEQEKKLRVDLERNKRKLEGDLKLAQESILDLENDKQOLDERLKKKDFEYSQLOSKVEDE
QTLGLOFQKKIKELQARIEELEEEIEAERATRAKTEKQRSDYARELEELSERLEEAGGVTSTQI
ELNKKREAEFQKMRRDLEEATLOHEAMLATLRKKHADSVAELGEQIDNLQRVKOKLEKEKSEFK
LEIDDLSSNVESVSKSKANLEKICRTLEDQLSEARGKNEEIQRSMSELATQKSRLOTEAGELSR
QLEEKESIVSQLSRSKQAFTQQOIEELKRQLEEESKAKNALAHALQSSRHDCDLLREQYEEEQEG
KAELQRALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLODSEEQVEAVNAKCASLEKT
KORLOGEVEDLMVDVERANSLAAALDKKQORNEDKVWAEWKTKCEESQAELEASLKESRSLSTEL
FKLKNAYEEALDQLETVKRENKNLEQEIADLTEQIAENGKTIHELEKSRKQIELEKADIQLALE
EAEAALEHEEAKILRIQLELTQVKSEIDRKIAEKDEEIEQLKRNYQRTVETMQSALDAEVRSRN
EATRLKKKMEGDLNEIETIQLSHANRQAAETLKHLRSVQGQLKDTQLHLDDALRGQEDLKEQLAM
VERRANLLQAEVEELRASLEQTERARKLAEQELLDANERVOLLHTONTSLIHTKRKLEADLTQL
OSEVEDASRDARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNMEQTVKDLOHRLDEAE
QLALKGGKKQIQKLETR-——=====———=———————
SVKGLRKYERRVKELTYQSEEDRKNVLRLODLVDKLOVKVKSYKRQAEEADEQANAHLTKEFRKA
QHELEEAEERADIAESQVNKLRAKTRDFTS—————-

Q4T2B5 T nigroviridis C
MSDSLMAEFGKAAPYLRKSEKERLEAQTRAFDIKTECEFVVDEKVEYVKGQIQSRDGGMVTVRRE
DGATVSVPESGVHPONPPKFDKIEDMAMFTFLHEPAVLENLKERYAAWMIYTYSGLEFCVTVNPY
KWLPVYDAEVVAAYRGKKRSEAPPHIFSISDNAYQYMLSDRENQSVLITGESGAGKTVNTKRVI
QYFASTAAVGGSSRKDASK--

QGEVTVASINDSEELMATDSAFDVLGFTPEEKMGVYKLTGATIMHYGNMKFKOQROQREEQAEPDGT
EAADKSAYLMGLNSSDLIKGLCHPRVKVGNEYVTKGQSVDQVYYALGALAKSVYEKMENWMVVR
INQSLDTKQHROQYFIGVLDIAGFEIFDENTFEQLCINFTNEKLOQFFNHHMEVLEQEEYKKEGI
DWEFIDFGMDLQACIDLTIEKPLGILSTILEEECMFPKASDQTFKSKLYDNHLGKNKMFEKPRAAK
GRAEAHFALVHYAGTVDYNITNWLVKNKDPLNETVVGLYQKSSLKLLSLLESTYSSDSSDKGGS
KGAKKKGSSFQTVSALHRENLNKLMTNLKTTHPHEVRCLIPNERKSPGVMDNCLVMHQLRCNGV
LEGIRICRKGFPNRVLYGDFKQRYRILNAAATIPEGQFIDCKKSAEKLLGSLDIDHTQYKEFGHTK
VEFFKAGLLGTLEEMRDEQLSRILTRIQANARGILMRARFAKMVEQRDALMVIQWNLRSEFLGVKN
WPWMKLFFKIKPLLKSAEAEKEMASMKDEFNKLKEALEKSESRRKELEEKIVTLLOEKNNLTLQ
IQSEQDTLTDAEERCEQLIKSKIHLEAKLKEMAERLEDEEEMNADLTAKRRKLEDECSELKKDI
DDLELTLAKVEKEKHATENKVKNLIEEMASQODATIAKLSKEKKALQEAHQOTLDDLOSEEDKAN
SLSKAKAKLEQQVDDLEGSLEQEKKVRMDMERSKRKLEGDLKLLOQESMMDLDNDKQQLEEKLKK
KDFETVQLNSRLEDEQAAASQLOKKLKESQARMEELEEELEAERAARAKVEKQRADLSRELEDT
SERLEEAGGATSAQAELNKKRDAEFOQKLRRELEELTLOHESTAAALRKKHADSVAELGEHIDNL
QRVKOKLEKEKRELKLELDDLCSNVETLVKAKSNAEKMCRAMEDGMNEHKHQODEAQRSTIGELS
SHRAKLLSESAELARRLEEKESLVSQLSRAKVSYKQQAEDLRROLDEEAKAKSALAHAVQSARH
DCDLLREQLEEEQEAKAELQRALSRANAEVSTWRSRYESDGIQRAEELEEAKKKLVORLOEAEE
AVEAANAKSSSLEKTKQRLOQAEMEDLMVDLERSNAASAALDKKQRLEFDKTLAEWKQKFEESQCE
LEASQKEARSLSTELFKLKNAYEECLEHLETMKRENKNLOEEISELSEQLGEGGRSAHELEKAR
KOLEQERAELOAALEEAEGSLEHEESKILOSOQLELNQVKADVERKLSEKDEEMEQAKRNYQRVL
DSLOASLESETRSRNEALRVKKKMESDLNEMETQLSQANRQAAEGQKQVRSLOASLKDLOTQLD
EAHHANQDSRENAALLERRHNLLOAELEEVRAALEQMDRSRKLAEQELSEASERVOQLLHAQNTS
LINQKKKHEADLLOLOAEAEEAVQEERNAEEKAKKAINDAAVMAEELKKEQDTCAHLERMKRNM
EQTIKDLOORLDEAEQVAMKGGKKQLHKLEARIKELEAELEAEQRRGTESTKGIRKYERRIKEL



AYQSQEDRKNLGRLOELVDKLQLKVKSYKRAGEEAEEAAAANAAKLRKLOQHQLEEAEERADMAE
AQAGKLKARSRD-—-————-—-—-—

UPIOOO0OD9E163 M mulatta -
SDTETEVFGIAAPFLRKSEKERIEAQNQPFDAKTYCFVVDSKEEYAKGKIKSSQDGKVTVETED
NRTLVVKPEDVYAMNPPKFDRIEDMAMLTHLNEPAVLYNLKDRYTSWMIYVSKG-
FCRASPLYKFIPKKHKIIIKAYRGKKROQEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGK
TVNTKRVIQYFATIAATGDLAKKKDS——-—
GTLEDQIISANPLLEAFGNAKTVRNDNSSRFGKFIRIHFGTTGKLASADIETYLLEKSRVTFQL
KAERSYHIFYQILSNKKPELIELLLITTNPYDYPFISQGEILVASIDDAEELLATDSAIDILGEF
TPEEKSGLYKLTGAVMHYGNMKFKOKQREEQAEPDGTEVADKTAYLMGLNSSDLLKALCFEFPRVK
VGNEYVTKGQTVDQVHHAVNALSKSVYEKLFLWMVTRINQQLDTKLPRQHFIGVLDIAGFEIFE
YNSLEQLCINFTNEKLQQFFNHHMEVLEQEEYKKEGIEWTFIDFGMDLAACIELIEKPMGIFEFSI
LEEECMFPKATDTSFKNKLYDQHLGKSNNFOQKPKVVKGRAEAHFSLIHYAGTVDYSVSGWLEKN
KDPLNETVVGLYQKSSNRLLAHLYATFATAD---KKK-
VAKKKGSSFQTVSALFRENLNKLMSNLRTTHPHEVRCIIPNETKTPGAMEHSLVLHQLRCNGVL
EGIRICRKGFPNRILYGDFKQRYRVLNASAIPEGQFIDSKKACEKLLASIDIDHTQYKFGHTKV
FFKAGLLGTLEEMRDDRLARLITRTQAVCRGEFLMRVEFQKMVQRRESIFCIQYNIRSEMNVKHW
PWMKLFFKIKPLLKSAETEKEMATMKEEFQKTKDELAKSEAKRKELEEKLVTLVQEKNDLQLQV
QOAESENLLDAEERCDQLIKAKFQLEAKIKEVTERAEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEELSGLDETIAKLTREKKALQEAHQQOALDDLQAEEDKVNS
LNKTKSKLEQOVEDLESSLEQEKKLRVDLERNKRKLEGDLKLAQESILDLENDKQQLDERLKKK
DFEYCQLQOSKVEDEQTLGLQFQKKIKELQARIEELEEEIEAERATRAKTEKQRSDYARELEELS
ERLEEAGGVTSTQIELNKKREAEFLKLRRDLEEATLOHEAMVATLRKKHADSVAELGEQIDNLQ
RVKOQKLEKEKSEFKLEIDDLSSSMESVSKSKANLEKICRMLEDQLSEARGKNEEIQRSLSELTT
OKSRLOTEAGELSRQLEEKESIVSQLSRSKQAFTOQOQIEELKRQLEEENKAKNALAHALQSSRHD
CDLLREQYEEEQEGKAELQRALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLODSEEQ
VEAVNAKCASLEKTKQRLOGEVEDLMVDVERANSLAAALDKKQRNEFDKVLAEWKTKCEESQAEL
EASLKESRSLSTELFKLKNAYEEALDQLETVKRENKNLEQEIADLTEQIAENGKTIHELEKSRK
QIELEKSDIQLALEEAEAALEHEEAKILRIQLELTQVKSEIDRKIAEKDEEIEQLKRNYQRTVE
TMOSALDAEVRSRNEATRLKKKMEGDLNEIEIQLSHANRQAAETLKHLRSVQOGQLKDTQLHLDD
ALRGQEDLKEQLAIVERRANLLOQAEVEELRATLEQTERARKLAEQELLDSNERVQLLHTQONTSL
IHTKKKLETDLMQLQSEVEDASRDARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
QOTVKDLOQHRLDEAEQLALKGGKKQIQKLETRIRELEFELEGEQKKNTESVKGLRKYERRVKELT
YOSEEDRKNVLRLODLVDKLOQVKVKSYKRQAEEADEQANAHLTKFRKAQHELEEAEERADIAES
QVNKLRAKTRDFTS————--—

UPIO0015A3FF2 Danio reri
MGDGEMECFGPAAIYLRKTERERIEAQNTPFDAKTAYEFVVDADEMY LKGTLOSKEGGKATVKTH
SGKTVTVKEDEIFPMNPPKFDKIEDMAMMTHLNEPCVLYNLKERYAAWMIYTYSGLEFCVTVNPY
KWLPVYDAIVVAGYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVI
OYFATVGAMSGAKKQEPVAG-
GSLEDQIVAANPLLEAYGNAKTVRNDNSSREGKFIRIHFGTTGKLASADIETYLLEKSRVTFEFQL
SAERSYHIFYQLMTGHKPELLEALLITTNPYDYPMISQGEITVKSINDVEEFIATDTAIDILGEF
TADEKIAIYKLTGAVMHHGSMKFKOKQREEQAEPDGTEVADKIAYLMGLNSADMLKALCYPRVK
VGNEMVTKGQTVPQVNNAVSALCKSVYEKMFLWMVIRINEMLDTKQPROQFFIGVLDIAGEFEIFEFD
FNSLEQLCINEFTNEKLOOQFFNHHMFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFSI
LEEECMFPKATDTSEFKNKLHDQHLGKCSAFQKPKPAKGKAEAHFSLVHYAGTVDYNIVGWLDKN
KDPLNDSVVQLYQKSSLKVLAFLYASGGE --GGGGKK-



GGKKKGGSFQTVSALFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGEFPSRILYGDFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVDHTQYKEGHTKV
FFKAGLLGTLEEMRDEKLASLVTMTQALCRGYVMRKEFVKMMERREATIYSIQYNIRSEFMNVKHW
PWMKLYFKIKPLLKSAETEKEMAAMKENYEKMKEDLTKALAKKKELEEKMVSLLOEKNDLQLQV
ASEGENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTAKLTKEKKALQEAHQOTLDDLOQAEEDKVNT
LTKSKSKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESTIMDLENDKQOSEEKIKKK
DFEISQFLSKIEDEQSLGAQLOKKIKELQARIEELEEEIEAERAARAKVEKQRADLSRELEETIS
ERLEEAGGATAAQIEMNKKREAEFQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKQKLEKEKSEYKMEIDDLSSNMEAVAKAKANLEKMCRTLEDQLSEIKTKSDENIRQLNDMNA
QRARLOQTENGEFSROQLEEKEALVSQLTRGKQAYTQQIEELKRHVEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLODAEES
IEAVNSKCASLEKTKQRLOGEVEDLMIDVERANALAANLDKKORNEDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTEIFKMKNSYEEALDOQLETLKRENKNLOQQEISDLTEQLGETGKSIHELEKAKK
TVESEKVEIQTALEEAEGTLEHEESKILRVOQLELNQVKSEIDRKLAEKDEEIEQIKRNSQRVLD
AMQOSTLDSEVRSRNDALRVKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVOGQLKDAQLHLDE
AVRGQEDMKEQVAMVERRNNLMOQAETEELRAALEQTERGRKVAEQELVDASERVGLLHSQONTSL
INTKKKLEADLVQIQGEVDDAVQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
VIVKDLOQHRLDEAENLAMKGGKKQLOKLESRVRELESEVEAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVTRLODLVDKLOLKVKAYKROAEEAEEQANTHLSRYRKVOQHEMEEAQERADIAES
QVNKLRAKSRDAGKKTQHEE
B1AR69 Mus musculus Myos -

SDAEMATIFGEAAPYLRKPEKERIEAQNRPFDSKKACFAVDDKEMYVKGMIQSRENDKVIVKTLD
DRELTLNSDQVEPMNPPKFDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSGLECVTVNPYK
WLPVYNPEVVAAYRGKKRQEAPPHIFSISDNAYQFMLTDRDNQSILITGESGAGKTVNTKRVIQ
YFATIAVTGDKKKEQQPG—--
GTLEDQITIQANPLLEAFGNAKTVRNDNSSRFGKFIRIHFGATGKLASADIETYLLEKSRVTFQL
SSERSYHIFYQIMSNKKPELIDLLLISTNPFDEPEVSQGEVTVASIDDSEELLATDNAIDILGE
SPEEKVGIYKLTGAVMHYGNMKFKOKOQREEQAEPDGTEVADKAGY LMGLNSAEMLKGLCCPRVK
VGNEYVTKGONVQQOVTNSVGALAKAVYEKMELWMVTRINQQLDTKQPROYFIGVLDIAGEFEIED
FNSLEQLCINEFTNEKLOQFFNHHMEFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFEST
LEEECMFPKATDTSEFKNKLYDQHLGKSNNFQKPKPTKGKAEAHEFSLVHYAGTVDYNIAGWLDKN
KDPLNETVVGLYQKSSLKLLSFLESNYAGAE---GKK-
GGKKKGSSFQTVSAVFRENLNKLMTNLRSTHPHFVRCLIPNETKTPGVMDHY LVMHQLRCNGV L
EGIRICRKGFPSRILYADFKQRYRILNASAIPEGQFIDSKNASEKLLNSIDVDREQFRFGHTKV
FFKAGLLGLLEEMRDEKLVTLMTRTQAVCRGYLMRVEFKKMMERRESTFCIQYNVRSEFMNVKHW
PWMNLFFKIKPLLKSAEAEKEMATMKEDFERAKEDLARSEARRKELEEKMVSLLOEKNDLQLQV
OSETENLMDAEERCEGLIKSKIQLEAKVKELNERLEEEEEMNSELVAKKRNLEDKCSSLKRDID
DLELTLTKVEKEKHATENKVKNLSEEMTALEETISKLTKEKKSLOEAHQOTLDDLOQVEEDKVNG
LIKINVKLEQQTDDLEGSLEQEKKLRADLERVKRKLEGDLKMSQESIMDLENDTQQLEEKLKKK
EFEMSQLOTRIDDEQVLSLOLOKKIKELQARTEELEEEIEAEHTVRAKIEKQRSDLARELEETS
ERLEEASGATSAQIEMNKKRESEFQKLRRDLEEATLOHEATAATLRKKHADTVAELGEQIDNLQ
RVKQOKLEKEKSELKMEIDDMASNIETVSKSKSNMERMCRSVEDQFNE IKAKDDQOQTQLIHDLNM
OKARLOQTONGELSHQVEEKESLVSQLTKSKOQALTQQLEELKROQLEEETKAKNALAHALQSSRHD
CDLLREQYEEEQEGKAELQRALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLQEAEEN
TEASNSKCASLEKTKOQRLOGEVDDLMLDLERANTACATLDKKQRNEDKVLAEWKQKLDESQAEL
EAAQKESRSLSTEIFKMRNAYEEVVDOQLETLRRENKNLOQEEISDLTEQIAETGKNLOQEVEKTKK



QVEQEKSDLOAALEEVEGSLEHEESKILRVOLELSQVKSELDRKVTEKDEEIEQTIKRNSQRAVE
AMQSVLDAEIRSRNDALRLKKKMEGDLNEMEIQLSHANRQVAETQKHLRTVQGQLKDSQLHLDD
AQRSNEDLKEQLAIVERRNGLLOEELEEMKVALEQTERTRRLSEQELLDSSDRVQLLHSQONTSL
INTKKKLEADLAQCQAEVENSIQESRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
QTVKDLOHRLDEAEQLALKGGKKQIQKLEARVRELESELDAEQKRGAEALKGAHKYERKVKEMT
YOAEEDRKNILRLODLVDKLOAKVKSYKROAEEAEEQANTQLSRCRRVOHELEEAEERADIAES
QVNKLRAKSRDVGGQOKMEE -

ABROQ4 H molitrix Myosi -
GDPEMECFGPAAIYLRKPEKERLEAQNTPEFDAKTAYFVAEPKEMYLKGVLKSREGGKATVQTLC
GKTITVKEDDIFSMNPPKEFDKIEDMPMMTHLNEPTVLYNLKERYAAWMIYTYSGLECVTVNPYK
WLPVYDSVVVTAYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVIQ
YFATIAV-SGOQKKVEPAAG-
GSLEDQITAANPLLEAYGNAKTVRNDNSSREGKFIRIHFGTTGKLASADIETYLLEKSRVTEQL
SAERSYHIFYQLCTGHKPELLEALLITTNPYDYPMISHGEITVKSINDVEEFVATDTAIDILGE
TAEEKMGIYKLTGAVMHHGNMKFKOQKQREEQAEPDGTEVADKIAYLMGLNSADMLKALCEFPRVK
VGNEYVTKGQTVPQVNNAAMALCKSVYEKMFLWMVVRINEMLDTKQPROQYFIGVLDIAGEFEIED
YNSLEQLCINFTNEKLOQFFNHHMEFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFEST
LEEECMFPKATGMTLKNKLHDOQHLGKTPCFQKPKPVKGKAEAHEFSLVHYAGTVDYNITGWLDKN
KDPLNDSVVQLYQKSSMKLLAHLYAAAS---AESGKK-
GGKKKGGSFQTVSALFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
GGIRICRKGEFPSRILYGDFKQRYKVLNASVIPEGXFIDNKKASEKLLGSIDVDHSQYKEFGHTKV
FFKAGLLGTLEEMRDEKLVILVTMTQALCRGYVMRKEFVKMMERREATIYSIQYNVRSEFMNVKHW
PWMKLYFKIKPLLKSAETEKEMAAMKENFEKMKEDLAKALAKKKELEEKMVSLLOEKNDLQLQV
AAETENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMTSQDEAIVKLTKEKKALQEAHQQTLDDLOQAEEDKVNT
LTKAKAKLEQQVDDLEDSLEQEKKLRMDLERAKRKLEGDFKLSQESTIMDLENDKQOLEEKLKKK
DFESSQLLSRIEDEQSLGIQLOKKIKELQARIEELEEETIEAERAARAKVEKQRSDLARELEEIS
ERLEEAGGATSAQIEMNKKREAEFOQKLRRDLEESTLOHEATAAALRKKQADTVAELGEQIDNLQ
RVKQOKLEKEKSEYKMEIDDLSSNMEAVAKSKGNLEKMCRTLEDQLSELRTKHDEHVRHINDLSA
OKARFQTENGEMGROQLEEKEALVSQLTRSKQAYTQQIEELKRQIEEEVKAKNALAHAVQSSRHD
CDLLREQYEEEQEAKSELQRSMSKANSEVAQWRAKYETDAIQRTEELEEAKRKLAQRLODAEES
IEAVNAKCASLEKTKQRLONEVEDLMIDVERANALAANLDKKQORNEDKVLAEWKQKYEESQAEL
EGSLKETRSLSTELFKMKNSYEEALDQLETLKRENKNLOQOQEISDLTEQLGETGKTIHELEKGKK
TAETIEKSEIQAALEEAEATLEHEESKILRVOQLELNQVKGEIDRKLAEKDEEIEQIKRNSQRIID
SMOTTLDAEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQAVEAQKQLRNVQOGQLKDAQLHLDE
ALRAQEDMREQVAMVERRNNLMOAETEELRVALEQTERGRKVAEQELVDASERVTLLHSONTSL
INTKKKLEADLVQIQGEMEDVVQESRNADEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLD
ITVKDLOHRLDEAESLAMKGGKKQLOKLEARVRELESEVEAEQRRSADAVKGVRKYERRVKELT
YOTEEDKKNIIRLODLVDKLOLKVKAYKROSEDAEEQANTHLTRFRKVOHELEEAQERADIAES
QVNKLRAKSRELG-—-———--

UPIO000D9E161 M mulatta -
SDAEMATFGEAAPYLRKPEKERIEAQNRPFDSKKACEVADDKEMYVKGMIQSRENDKVIVKTLD
DRTLTLNNDQVFPMNPPKEFDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSGLECVIVNPYK
WLPVYNPEVVAAYRGKKROQEAPPHIFSISDNAYQFMLTDRDNQSILITGESGAGKTVNTKRVIQ
YFATIAVTGDKKKETQPG--
GTLEDQIIQANPLLEAFGNAKTVRNDNSSREFGKFIRIHFGATGKLASADIETYLLEKSRVTFEQL
SSERSYHIFYQILSNKKPELIDLLLISTNPEDFPEVSQGEVIVASIDDSEELLATDNAIDILGE



SSEEKVGIYKLTGAVMHYGNMKEFKOKQREEQAEPDGTEVADKAGY LMGLNSAEMLKGLCCPRVK
VGNEYVTKGONVQQOVTNSVGALAKAVYEKMEFLWMVTRINQQLDTKQPRQYFIGVLDIAGEFEIFED
FNSLEQLCINFTNEKLOQOQFFNHHMEVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFEST
LEEECMFPKATDTSEFKNKLYDQHLGKSNNFQKPKPAKGKPEAHFSLVHYAGTVDYNIAGWLDKN
KDPLNETVVGLYQKSSLKLLSFLEFSNYAGAD---SKK-
GGKKKGSSFQTVSAVFRENLNKLMTNLRSTHPHFVRCLIPNETKTPGVMDHYLVMHQLRCNGVL
EGIRICRKGFPSRILYADFKOQRYRILNASAIPEGQFIDSKNASEKLLNSIDVDREQFRFGNTKV
FFKAGLLGLLEEMRDEKLVTLMTRTQAVCRGYLMRVEFKKMMERRDSIFCIQYNIRSEMNVKHW
PWMNLFFKIKPLLKSAEAEKEMATMKEDFERTKEELARSEARRKELEEKMVSLLOQEKNDLQLQV
OSETENLMDAEERCEGLIKSKILLEAKVKELTERLEEEEDMNSELVAKKRNLEDKCCSLKRDID
DLELTLTKVEKEKHATENKVKNLSEEMTALEENISKLTKEKKSLOEAHQQTLDDLQVEEDKVNG
LIKINAKLEQOQTDDLEGSLEQEKKLRADLERAKRKLEGDLKMSQESIMDLENDKQQIEEKLKKK
EFEISQLOAKIDDEQVHSWOQFOKKMKELQARIEELEEEIEAEHTLRAKIEKQRSDLARELEEIS
ERLEEASGATSAQIEMNKKREAEFOKMRRDLEEATLOQHEATAATLRKKHADSVAELGEQIDNLQ
RVKOQKLEKEKSELKMEIDDMASNIEAISKSKSNIERTCRTVEDQFSEIKAKDEQQTQLIHDLNM
OKARLQTONGELSHQVEEKESLISQLTKSKQALTOQQLEELKROMEEETKAKNALAHALQSSRHD
CDLLREQYEEEQEAKAELQRVLSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLQEAEEN
TETANSKCASLEKTKQRLOGEVDDLMLDLERSHTACATLDKKQRNFDKVLAEWKQKLDESQAEL
EAAQKESRSLSTELFKMRNAYEEVVDOLETLRRENKNLQEEISDLTEQIAETGKNLQEVEKTKK
LVEQEKSDLOQVALEEVEGSLEHEESKILRVQLELSQVKSELDRKVIEKDEEIEQLKRNSQRATE
AMQOSVLDAEIRSRNDALRVKKKMEGDLNEMEIQLGHSNROQVAETQKHLRTVQGQLKDSQLHLDD
ALRSNEDLKEQLAIVERRNGLLLEELEEMKVALEQTERTRRLSEQELLDASDRVQLLHSQNMSL
INTKKKLEADIAQCQAEVENSIQESRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
OTVKDLQHRLDEAEQLALKGGKKQIQKLENRVRELENELDVEQKRGAEALKGAHKYERKVKEMT
YOADEDRKNILRLODLVDKLOQAKVKSYKROQAEEAEEQANTQLSRCRRVOHELEEAAERADIAES
QVNKLRAKSRDVGGQKMEE -

UPI0001761474 Danio reri
MGDGEMECFGPAAIYLRKPERERIEAQNTPFDAKTAYFVVDADEMY LKGTLOSKEGGKATVKTH
SGKTVTVKEDEIFPMNPPKFDKIEDMAMMTHLNEPAVLYNLKERYAAWMIYTYSGLEFCVTVNPY
KWLPVYDSVVVTGYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVI
OYFATIAVSGGAKKQEPVPG-
GSLEDQIIAANPLLEAYGNAKTVRNDNSSREFGKFIRIHFATTGKLASADIETYLLEKSRVTFQL
SAERSYHIFYQLMTGHKPELLEALLITTNPFDYPMISQGEVTVKSINDVEEFIATDTAIDILGEF
TAEEKIAIYKLTGAVMHHGGMKEFKOKQREEQAEPDGTEVADKIAYLMGLNSADMLKALCYPRVK
VGNEMVTKGQTVPOQVNNAVSALCKSVYEKMFLWMVVRINEMLDTKQPRQFFIGVLDIAGFEIFD
YNSLEQLCINFTNEKLOOFFNHHMEFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFST
LEEECMFPKATDTSEFKNKLHDOQHLGKSSAFQKPKPAKGKAEAHFSLVHYAGTVDYNIVGWLDKN
KDPLNDSVVQLYQKSSVKLLSFLYAAAGA--GGGGKK-
GGKKKGGSFQTVSALFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYGDFKOQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVDHTQYKFGHTKV
FFKAGLLGTLEEMRDEKLATLVTMTQALCRGEFVMRKEFVKMMERREAIYSIQYNIRSFMNVKHW
PWMKLYFKIKPLLKSAETEKEMAAMKENFEKMKEDLTKALAKKKELEEKMVSLLOEKNDLQLQV
ASESENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTAKLTKEKKALQEAHQQTLDDLOQAEEDKVNT
LTKSKSKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENDKQOSEEKIKKK
DFEISQFLSKIEDEQSLGAQLOKKIKELOQARIEELEEEIEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATAAQIEMNKKREAEFOQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ



RVKQKLEKEKSEYKMEIDDLSSNMEAVAKAKANLEKMCRTLEDQLSEIKTKSDENIRQLNDMNA
QRARLOQTENGEFSRQLEEKEALVSQLTRGKQAYTQQIEELKRHVEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLQDAEES
TIEAVNSKCASLEKTKQRLOGEVEDLMIDVERANALAANLDKKORNEDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTEIFKMKNSYEEALDQLETLKRENKNLOQQEISDLTEQLGETGKSIHELEKAKK
TVESEKVEIQTALEEAEGTLEHEESKILRVOQLELNQVKSEIDRKLAEKDEEIEQIKRNSQRVMD
SMOSTLDSEIRSRNDALRVKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVQOGOLKDAQLHLDE
AIRGQEDMKEQVAMVERRNNLMOAEIEELRAALEQTERGRKVAEQELVDASERVGLLHSQONTSL
INANMILEPDVVHIPVQVEDSVOEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
VTIVKDLOQHRLDEAENLAMKGGKKQLOKLESRVRELESEVEAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVTRLODLVDKLOLKVKAYKROAEEAEEQANTHLSRYRKVOHEMEEAQERADIAES
QVNKLRAKSRDVG———————

Q9GJPY9 O cuniculus Skel -
SDAEMAIFGEAAPYLRKPEKERIEAQNRPEDSKKACFAVDDKEMYVKGMIQSRENDKVTVKTLD
DRTLTLNSDQVFPMNPPKEFDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSGLECVIVNPYK
WLPVYNPEVVTAYRGKKRQEAPPHIFSISDNAYQFMLTDRDNQSILITGESGAGKTVNTKRVIQ
YFATIAVTGDKKKEQQPG—-
GTLEDQITIQANPLLEAFGNAKTVRNDNSSREFGKFIRIHFGATGKLASADIETYLLEKSRVTFEFQL
SSERSYHIFYQIMSNKKPELIDLLLISTNPEFDEPEVSQGEVIVASIDDSEELLATDNAIDILGE
SSEEKVGIYKLTGAVMHYGNMKFKOKQREEQAEPDGTEVADKAGY LMGLNSAEMLKGLCCPRVK
VGNEYVTKGONVQOVTNSVGALAKAVYEKMELWMVTRINQQLDTKQPROYFIGVLDIAGEFEIED
FNSLEQLCINFTNEKLOQQFFNHHMFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFEST
LEEECMFPKATDTSEFKNKLYDQHLGKSNNFQKPKPAKGKAEAHEFSLVHYAGTVDYNIAGWLDKN
KDPLNETVVGLYQKSALKLLSFLESNYAGAE--—-SKK-
GGKKKGSSFQTVSAVFRENLNKLMTNLRSTHPHEFVRCLIPNETKTPGVMDHY LVMHQLRCNGVL
EGIRICRKGFPSRILYADFKQRYRILNASATIPEGQFIDSKNASEKLLNSIDVDREQYRFGHTKV
FFKAGLLGLLEEMRDEKLVTLMTRTQALCRGYLMRVEFKKMMERRDSIFCIQYNIRAFMNVKHW
PWMNLFEFKIKPLLKSAEAEKEMATMKEDFERAKEELARSEARRKELEEKMVTLLOEKNDLQLQV
OSETENLMDAEERCEGLIKSKIQLEAKVKELNERLEEEEEMNSDLVAKKRTLEDKCCSLKRDID
DLELTLTKVEKEKHATENKVKNLSEEMTALEENISKLTKEKKSLOEAHQOTLDDLOQVEEDKVNG
LIKINAKLEQQTDDLEGSLEQEKKLRADLERVKRKLEGDLKMAQESIMDLENDKQOVEEKLKKK
EFEISQLOTKIDDEQVOSLOLOKKIKELQARTEELEEEIEAEHTLRAKIEKQRSDLARELEETS
ERLEEASGATSAQIEMNKKREAEFOQKLRRDLEEATLOHEATAATLRKKHADSVAELGEQIDNLQ
RVKOKLEKEKSELKMEIDDLASNIETVSKSKSNVERMCRSVEDQFNE IKAKDDQOTQLIHDLNM
OKARLOQTONGELNHQVEEKESLISQLTKGKQALSQQLEEVKRQLEEETKAKNALAHALQSSRHD
CDLLREQYEEEQEAKAELQRALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLQEAEEN
TETANSKCASLEKTKORLOGEVDDLMLDLERANTACGTLDKKQRNEFDKVLAEWKQKLDESQAEL
EAAQKESRALSTEIFKMRNAYEEVVEQLETLRRENKNLOQEETIADLTEQMAETGKNLOEVEKTKK
QVEQEKSDLOAALEEAEGSLEHEESKILRVOLELNQVKSELDRKLTEKDEEMEQLKRNSQRAAE
ALQSVLDAEIRSRNDALRLKKKMEGDLNEMEIQLGHASRQVAETQKHLRTVQGQLKDSQLHLDD
ALRSNEDLKEQLAMVERRNGLLOEELEEMKVALEQTERTRRLSEQELLDASDRVQOLLHSONTSL
INTKRKLEADLAQCQAEVENSLOESRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
QTVKDLQHRLDEAEQLALKGGKKQIQKLENRVRELETELDAEQKRGAEALKGAHKYERKVKEMT
YOAEEDRKNFLRLODLVDKLOQAKVKSYKROAEEAEEQANTQLSRCRRVOHELEEAEERADIAES
QVNKLRAKSRDVGGQKMEE -

UPIOO0015A3FB7 Danio reri
MGDGEMECEFGPAATYLRKPERERIEAQNTPEDAKTAYEFVVDADEMY LKGTLOSKEGGKATVKTH



SGKTVTVKEDEIFPMNPPKFDKIEDMAMMTHLNEPAVLYNLKERYAAWMIYTYSGLFCVTVNPY
KWLPVYDSVVVTGYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVI
QYFATIAVSGGAKNL-—-—----
GSLEDQITAANPLLEAYGNAKTVRNDNSSREGKFIRIHFATTGKLASADIETYLLEKSRVTFEFQL
SAERSYHIFYQLMTGHKPELLEALLITTNPFDYPMISQGEVTVKSINDVEEFIATDTAIDILGE
TAEEKTATIYKLTGAVMHHGGMKFKOKQREEQAEPDGTEVADKIAYLMGLNSADMLKALCYPRVK
VGNEMVTKGOTVPQVNNAVSALCKSVYEKMFLWMVVRINEMLDTKQPROQFFIGVLDIAGFETED
YNSLEQLCINFTNEKLOQFFNHHMFVLEQEEYKKEGIEWEFIDFGMDLAACIELTEKPMGIFSI
LEEECMFPKATDTSFKNKLHDOQHLGKSSAFOQKPKPAKGKAEAHFSTLVHYAGTVDYNIVGWLDKN
KDPLNDSVVQLYQKSSVKLLSFLYAAAGA--GGGGKK-
GGKKKGGSFQTVSALFRENLGKLMTNLRSTHPHEFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKVLNASVIPEGOQFIDNKKASEKLLGSIDVDHTQYKFGHTKV
FFKAGLLGTLEEMRDEKLATLVTMTQALCRGEFVMRKEFVKMMERREAIYSIQYNIRSEFMNVKHW
PWMKLYFKIKPLLKSAETEKEMAAMKENFEKMKEDLTKALAKKKELEEKMVSLLOEKNDLQLOV
ASESENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTIAKLTKEKKALQEAHQQTLDDLQAEEDKVNT
LTKSKSKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESTMDLENDKQQSEEKTKKK
DFEISQFLSKIEDEQSLGAQLOKKIKELQARIEELEEETEAERAARAKVEKQRADLSRELEETS
ERLEEAGGATAAQIEMNKKREAEFQKLRRDLEESTLOQHEATAAALRKKQADSVAELGEQIDNLQ
RVKOQKLEKEKSEYKMETIDDLSSNMEAVAKAKANLEKMCRTLEDQLSETIKTKSDENIRQLNDMNA
QRARLQTENGEFSRQLEEKEALVSQLTRGKQAYTQQIEELKRHVEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDATQRTEELEESKKKLAQRLQDAEES
IEAVNSKCASLEKTKQRLOQGEVEDLMIDVERANALAANLDKKQRNEFDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTEIFKMKNSYEEALDQLETLKRENKNLQQOEISDLTEQLGETGKSIHELEKAKK
TVESEKVEIQTALEEAEGTLEHEESKILRVOLELNQVKSEIDRKLAEKDEEIEQIKRNSQRVMD
SMOSTLDSEIRSRNDALRVKKKMEGDLNEMETQLSHANRQAAEAQKQLRNVQGQLKDAQLHLDE
ATRGQEDMKEQVAMVERRNNLMOAETEELRAALEQTERGRKVAEQELVDASERVGLLHSONTSL
INANMILEPDVVHIPVQVEDSVOQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
VTVKDLOQHRLDEAENLAMKGGKKQLOQKLESRVRELESEVEAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVTRLODLVDKLOQLKVKAYKROAEEAEEQANTHLSRYRKVOHEMEEAQERADIAES
QVNKLRAKSRDVG—==—=———--—

UPIOO00DA3582 R norvegi -=
DAEMATFGEAAPYLRKPEKERIEAQNRPEFDSKKACFAVDDKEMYVKGMIQSRENDKVIVKTLDD
RELTLNSDQVFPMNPPKFDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSGLFCVTVNPYKW
LPVYNPEVVTAYRGKKRQEAPPHIFSISDNAYQFMLTDRDNQSILITGESGAGKTVNTKRVIQY
FATIAVTIGEKKKEQQPG--
GTLEDQITQANPLLEAFGNAKTVRNDNSSREGKFIRIHFGATGKLASADIETYLLEKSRVTEFQL
SSERSYHIFYQIMSNKKPELIDLLLISTNPEFDEFPEVSQGEVTVASIDDSEELLATDNAIDILGE
SPEEKVGIYKLTGAVMHYGNMKEFKOQKOREEQAEPDGTEVADKAGY LMGLNSAEMLKGLCCPRVK
VGNEYVTKGONVQQVTNSVGALAKAVYEKMFLWMVTRINQQLDTKQPRQYFIGVLDIAGFEIFD
FNSLEQLCINFTNEKLOQOFFNHHMEFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFST
LEEECMFPKATDTSFKNKLYDOQHLGKSNNFOKPKPAKGKAEAHFSTLVHYAGTVDYNIAGWLDKN
KDPLNETVVGLYQKSSLKLLSFLFSNYAGAE---GKK-
GGKKKGSSFQTVSAVFRENLNKLMTNLRSTHPHEVRCLIPNETKTPGVMDHY LVMHQLRCNGVL
EGIRICRKGFPSRILYADFKQRYRILNASATPEGQFIDSKNASEKLLNSIDVDREQFRFGHTKV
FFKAGLLGLLEEMRDEKLVTLMTRTQAVCRGYLMRVEFKKMMERREATFCIQYNVRSFMNVKHW
PWMNLFFKIKPLLKSAEAEKEMATMKEDFERAKEELARSEARRKELEEKMVSLLOEKNDLQLOQV



OSETENLMDAEERCEGLIKSKIQLEAKVKELNERLEEEEETNSELVAKKRNLEDKCSSLKRDID
DLELTLTKVEKEKHATENKVKNLSEEMTALEETISKLTKEKKSLOQEAHQQTLDDLQVEEDKVNG
LMKINVKLEQOTDDLEGSLEQEKKLRADLERVKRKLEGDLKMSQESIMDLENDAQQLEEKLKKK
EFEMSQLOTRIDDEQILSLOLOKKIKELQARTEELEEEIEAEHTVRAKIEKQRSDLARELEETIS
ERLEEASGATSAQIEMNKKREAEFOQKLRRDLEEATLOQHEATAATLRKKHADTVAELGEQIDNLQ
RVKOQKLEKEKSELKMEIDDMASNIEAVSKSKSNMERMCRSVEDQEFNEIKAKDDQQTQLIHDLNM
OKARLOQTONGELNHQVEEKESLVSQLTKSKQALTOQQLEELKRQLEEETKAKNALAHALQSSRHD
CDLLREQYEEEQEGKAELQRALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLQEAEEN
TEASNSKCASLEKTKQRLOGEVDDLMLDLEKANTACATLDKKQRNFDKVLAEWKQKLDESQAEL
EAAQKESRSLSTEIFKMRNAYEEVVDOQLETLRRENKNLQEEISDLTEQIAETGKNLQEVEKTKK
OMEQEKSDLOAALEEVEGSLEHEESKILRVQLELSQVKSELDRKVTEKDEEIEQIKRNSQRAVE
AMQOSVLDAEIRSRNDALRLKKKMEGDLNEMEIQLSHANRQVAETQKHLRTVQGQLKDSQLHLDD
AQRSNEDLKEQLAIVERRNGLLOQEELEEMKVALEQTERTRRLSEQELLDSSDRVQLLHSQNTSL
INTKKKLEADLAQCQAEVENSIQESRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
OTVKDLQHRLDEAEQLALKGGKKQIQKLEARVRELESELDAEQKRGAEALKGAHKYERKVKEMT
YOAEEDRKNILRLODLVDKLOQAKVKSYKROQAEEAEEQANTQLSRCRRVOHELEEAEERADIAES
QOVNKLRAKSRDVGGQKMEE -

B8A569 Danio rerio Novel -
DAEMAVYGKAAIYLRKPEKERIEAQNKPEDAKTACYVVDDKELYVKGTIKSRDGGKVTVITLTK
EERVAKEDDVHPMNPPKEFDKIEDMAMMTHLNEPSVLYNLKERYAAWMIYTYSGLFCATVNPYKW
LPVYDAEVVAAYRGKKRMEAPPHIFSVSDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVIQY
FATVAVQGPEKKKEQAAG-
GSLEDQIIAANPLLEAYGNAKTVRNDNSSREGKFIRIHFGTSGKLASADIETYLLEKSRVTFEFQL
PDERGYHIFYOMMTNHKPELIEMTLITTNPYDFPMCSQGQITVASIDDKEELVATDTAIDILGF
NAEEKMGIYKFTGAVLHHGNMKEFKQKOQREEQAEPDGTEEADKIAYLLGLNSADMLKALCYPRVK
VGNEFVTKGQTVPOQVYNSVSALSKSIYERMFLWMVIRINOMLDTKQORNFFIGVLDIAGFEIFD
FNSMEQLCINEFTNEKLOQFFNHHMFVLEQEEYKKEGIVWEFIDFGMDLAACIELIEKPLGIFSI
LEEECMFPKATDTSEFKNKLYDQHLGKCNAFQKPKPAKGKAEAHFSLVHYAGTVDYNISGWLDKN
KDPLNESVVQLYQKSSVKLLATLYPPVE---TGGGKK-
GGKKKGGSMQTVSSQFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVNHDEYRFGHTKV
FFKAGLLGTLEEMRDEKLASLVTMTQALCRAYLMRREFVKMMERRESIYTIQYNIRSFMNVKHW
PWMKVYYKIKPLLKSAETEKELATMKEDFVKCKEALAKAEAKKKELEEKMVALLOQEKNDLQLAV
ASESENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAAQDESIGKLTKEKKALQEAHQQTLDDLOAEEDKVNT
LTKSKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENDKQOSEEKLKKK
DFETSQLLSKIEDEQSLGAQLOKKIKELOQARIEELEEEIEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATAAQIEMNKKREAEFOQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKQKLEKEKSEYKMEIDDLSSNMEAVAKAKANLEKMCRTLEDQLSEIKSKNDENIRQINDLSA
ORARLQTENGEFGRQLEEKEALVSQLTRGKQAFTOQQIEELKRQIEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLQEAEEQ
IEAVNSKCASLEKTKORLOQGEVEDLMI DVERANALAANLDKKOQRNEFDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEETLDOQLETLKRENKNLQQEISDLTEQLGETGKSIHELEKSKK
AVETEKAEIQTALEEAEGTLEHEESKILRVQLELNQVKSEIDRKLAEKDEEIEQIKRNSQRVTE
SMOSTLDSEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVQAQLKDAQLHLDD
AVRGQEDMKEQVAMVERRNTLMOSEIEELRAALEQTERGRKVAEQELVDASERVGLLHSONTSL
LNTKKKLEADLVQIQSEVEDTVQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE



ITVKDLOHRLDEAENLAMKGGKKQLOKLESRVRELETEIEAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVNRLODLVDKLOLKVKAYKROSEEAEEQANSHLSKLRKVOHELEEAEERADIAES
QVNKLRAKSRDAG———————

Q05K05 O latipes Fast s -
DAEMEAYGPAAIYLRKPEKERIEAQAAPFDAKTAYEFVAEPEEMYLKGKLIKREGGKATVETVTG
KTLTVKEEDIHPMNPPKFDKIEDMAMMTHLNEPAVLYNLKERFASWMIYTYSGLECVVVNPYKW
LPVYDAQVVNAYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVIQY
FATIAV-AGGKKSEGSSG-
GSLEDQITAANPLLEAYGNAKTVRNDNSSREFGKFIRIHFGSTGKLASADIETYLLEKSRVTFEFQL
SAERSYHIFYQOLMTGHKPELLEALLITTNPYDYPMISQGEITVKSINDVEEFIATDTAIDILGE
SAEEKMGIYKLTGAVMHHGNMKEKQKOREEQAEPDGTEVADKIAYLMGLNSADMLKALCYPRVK
VGNEMVTKGQTVPQVNNAVSALCKSVYEKMFLWMVIRINEMLDTKQPROQFFIGVLDIAGEFEIED
YNSLEQLCINFTNEKLOQFFNHHMFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIEST
LEEECMFPKATDTSEFKNKLHDQHLGKTKAFEKPKPAKGKAEAHFALVHYAGTVDYNITGWLDKN
KDPLNDSVVQLYQKSSNKLLCYLYAAAGA-—-
GGAKKGGGKKKGGSFQTVSALFRENLGKLMTNLRSTHPHEVRCLIPNESKTPGLMENFLVIHQL
RCNGVLEGIRICRKGFPSRILYGDFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVDHSQYK
FGHTKVEFFKAGLLGTLEEMRDEKLAELVTMTQALCRGFLMRKEFVKMMERRDATFTIQYNVRSF
MNVKNWPWLKLYFKIKPLLKSAETEKELQEMKGNYEKMKTDLAAALAKKKELEEKMVSLLOEKN
DLOLOVAAETENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSE
LKKDIDDLELTLAKVEKEKHATENKVKNLTEEMASQDESIAKLTKEKKALQEAHQOTLDDLOAE
EDKVNTLTKAKTKLEQQVDDLEGSLEQEKKIRMDLERAKRKLEGDLKLAQESIMDLENDKQQSD
EKIKKKDFEISQLLSKIEDEQSLGAQLOKKIKELQARIEELEEEIEAERAARAKVEKQRADLSR
ELEEISERLEEAGGATAAQIEMNKKREAEFQKLRRDLEESTLOHEATAAALRKKQADSVAELGE
QIDNLQORVKOKLEKEKSEYKMEIDDLSSNMEAVAKSKGNLEKMCRTLEDQLSELKAKNDENVROQ
LNDINVOKARLOQTENGEFARQLEEKEALVSQLTRGKQAFTQQIEELKRHVEEEVKAKNALAHAV
OSARHDCDLLREQFEEEQEAKAELORGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRL
QEAEESTIEAVNSKCASLEKTKQRLOGEVEDLMIDVERANSLAANLDKKOQRNEFDKVLAEWKQOKYE
ESQAELEGAQKEARSLSTELFKMKNSYEEALDQLETMKRENKNLOQQEISDLTEQIGENGKSIHE
LEKAKKTVENEKIELQTALEEAEGTLEHEESKILRVOQLELNQVKGEIDRKLAEKDEEMEQIKRN
SQRVIESMQOSTLDAEVRSRNDALRVKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVQGQLKDA
OQLHLDDALRGQEDMKEQVAMVERRNGLMLAETIEELRAALEQTERGRKVAEQELVDASERVALLH
SONTSLLNTKKKLEADEFVQVQGEVDDAVQEARNAEEKAKKAITDAAMMAEELKKEQDTSSHLER
MKKNLEVTVKDLOHRLDEAENLAMKGGKKQLOKLESRVRELEAEVETEQRRGADAVKGVRKYER
RVKELTYQTEEDKKNVSRLODLVDKLOLKVKAYKROQAEEAEEQANTHMARLRKVQHELEEAQER
ADIAETQVNKLRAKSRDIG-==————-

Q9UKX3 Homo sapiens Myos -
SDAEMATIFGEAAPYLRKPEKERIEAQNRPFDSKKACEVADNKEMYVKGMIQTRENDKVIVKTLD
DRMLTLNNDQVFPMNPPKEFDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSGLECVITVNPYK
WLPVYKPEVVAAYRGKKRQEAPPHIFSISDNAYQFMLTDRDNQSILITGESGAGKTVNTKRVIQ
YFATIAVTGDKKKETQPG—--
GTLEDQITIQANPLLEAFGNAKTVRNDNSSREFGKFIRIHFGATGKLASADIETYLLEKSRVTFEFQL
SSERSYHIFYQIMSNKKPELIDLLLISTNPEDFPEVSQGEVIVASIDDSEELLATDNAIDILGE
SSEEKVGIYKLTGAVMHYGNMKEFKOKOQREEQAEPDGTEVADKAGY LMGLNSAEMLKGLCCPRVK
VGNEYVTKGONVQQOVTNSVGALAKAVYEKMELWMVTRINQQLDTKQPRQYFIGVLDIAGEFEIED
FNSLEQLCINEFTNEKLOQFFNHHMEVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFESI
LEEECMFPKATDTSEFKNKLYDQHLGKSNNFQKPKPAKGKAEAHFSLVHYAGTVDYNIAGWLDKN



KDPLNETVVGLYQKSSLKLLSFLESNYAGAE——-SKK-
GGKKKGSSFQTVSAVFRENLNKLMTNLRSTHPHFVRCLIPNETKTPGVMDHYLVMHQLRCNGVL
EGIRICRKGFPSRILYADFKOQRYRILNASAIPEGQFIDSKNASEKLLNSIDVDREQFREGNTKV
FFKAGLLGLLEEMRDEKLVTLMTSTQAVCRGYLMRVEFKKMMERRDSIFCIQYNIRSFMNVKHW
PWMNLFFKIKPLLKSAEAEKEMATMKEDFERTKEELARSEARRKELEEKMVSLLQEKNDLQLQV
OSETENLMDAEERCEGLIKSKILLEAKVKELTERLEEEEEMNSELVAKKRNLEDKCSSLKRDID
DLELTLTKVEKEKHATENKVKNLSEEMTALEENISKLTKEKKSLOQEAHQQOTLDDLQVEEDKVNG
LIKINAKLEQOTDDLEGSLEQEKKLRADLERAKRKLEGDLKMSQESIMDLENEKQQIEEKLKKK
EFELSQLOARIDDEQVHSLOQFOKKIKELQARIEELEEEIEAEHTLRAKIEKQRSDLARELEETIS
ERLEEASGATSAQIEMNKKREAEFOQKMRRDLEEATLOHEATAATLRKKQADSVAELGEQIDNLQ
RVKQOKLEKEKSELKMEIDDMASNIEALSKSKSNIERTCRTVEDQFSEIKAKDEQQTQLIHDLNM
OKARLOQTONGELSHRVEEKESLISQLTKSKQALTOQQLEELKROMEEETKAKNAMAHALQSSRHD
CDLLREQYEEEQEAKAELQRALSKANSEVAQWKTKYETDAIQRTEELEEAKKKLAQRLQEAEEK
TETANSKCASLEKTKQRLOGEVEDLMRDLERSHTACATLDKKQRNFDKVLAEWKQKLDESQAEL
EAAQKESRSLSTELFKMRNAYEEVVDOQLETLRRENKNLQEEISDLTEQIAETGKNLQEAEKTKK
LVEQEKSDLOQVALEEVEGSLEHEESKILRVQLELSQVKSELDRKVIEKDEEIEQLKRNSQRAAE
ALQSVLDAEIRSRNDALRLKKKMEGDLNEMEIQLGHSNROMAETQRHLRTVQGQLKDSQLHLDD
ALRSNEDLKEQLAIVERRNGLLLEELEEMKVALEQTERTRRLSEQELLDASDRVQLLHSQONTSL
INTKKKLEADIAQCQAEVENSIQESRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
OTVKDLQHRLDEAEQLALKGGKKQIQKLENRVRELENELDVEQKRGAEALKGAHKYERKVKEMT
YOAEEDRKNILRLODLVDKLOQAKVKSYKRQAEEAEEQANTQLSRCRRVOQHELEEAAERADIAES
QOVNKLRAKSRDVGSQKMEE -

UPIO0015A7E7F Danio reri -
DAEMAIYGKAAIFLRKPEKERIEAQSKPFDAKTACYVVDDKELYVKGTIKSKDGGKVTVVTLTQ
T_
KVVKEDDVHPMNPPKFDKIEDMAMMTHLNEPSVLYNLKERYAAWMIYTYSGLEFCATVNPYKWLP
VYDAEVVAAYRGKKRMEAPPHIFSVSDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVIQYFA
TVAVQGGDKKKEQAAG—
GSLEDQIIAANPLLEAYGNAKTVRNDNSSREGKFIRIHFGTSGKLASADIETYLLEKSRVTFEFQL
PDERGYHIFYOMMTNHKPELIEMTLITTNPYDEPMCSQGQITVASIDDKEELVATDTAIDILGE
TGEEKMGIYKFTGAVLHHGNMKFKOKQREEQAEPDGTEEADKIAYLLGLNSADMLKALCYPRVK
VGNEFVTKGQTVPOQVYNSVSALSKSIYERMFLWMVIRINOMLDTKQORNFEFIGVLDIAGFEIFD
FNSMEQLCINEFTNEKLOQFFNHHMFVLEQEEYKKEGIVWEFIDFGMDLAACIELIEKPLGIFSI
LEEECMFPKATDTSEFKNKLYDOQHLGKCNAFQKPKPAKGKAEAHFSLVHYAGTVDYNISGWLDKN
KDPLNESVVQLYQKSSVKLLATLYPPVEG--TGGGKK-
GGKKKGGSMQTVSSQFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYGDEFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVNHDEYRFGHTKV
FFKAGLLGTLEEMRDEKLATLVTMTQALCRAYLMRREFVKMMERRESIYTIQYNIRSFMNVKHW
PWMKVYYKIKPLLKSAETEKELATMKEDFVKCKEALAKAEAKKKELEEKMVALLOQEKNDLQLAV
ASESENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTAKLTKEKKALQEAHQQTLDDLOQAEEDKVNT
LTKSKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENDKQOSEEKIKKK
DFETAQLLSKIEDEQSLGAQLOQKKIKELQARIEELEEEIEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATAAQIEMNKKREAEFOQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKOQKLEKEKSEYKMEIDDLSSNMEAVAKAKANLEKMCRTVEDQLSEIKSKNDENLRQINDLSA
ORARLOQTENGEFGRQLEEKEALVSQLTRGKQAFTOQQIEELKRQIEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLQEAEEQ



IEAVNSKCASLEKTKQRLOGEVEDLMIDVERANALAANLDKKQORNEDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEETLDOQLETLKRENKNLOQQEISDLTEQLGETGKSIHELEKAKK
TVETEKAEIQTALEEAEGTLEHEESKILRVQLELNQVKGEIDRKLAEKDEEMEQIKRNSQRVTE
AMQOSTLDSEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVQAQLKDAQLHLDD
AVRGQEDMKEQVAMVERRNTLMOSEIEELRAALEQTERGRKVAEQELVDASERVGLLHSQONTSL
LNTKKKLETDLVQIQSEVEDTVQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
VIVKDLOQHRLDEAENLAMKGGKKQLOKLESRVRELESEVEAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVNRLODLVDKLOLKVKAYKROSEEAEEQANSHLSKLRKVOQHELEEAEERADIAES
QVNKLRAKSRDAG——————-—

UPIOOO0OEBDD42 Bos taurus -
SDAEMAIFGEAAPYLRKSEKERIEAQNRPEDSKKACFAVDDKELYVKGMIQGRENDKVTVKTLD
DRTLTLNSEQVFPMNPPKFDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSGLECVITVNPYK
WLPVYNPEVVAAYRGKKRQEAPPHIFSISDNAYQFMLTDRDNQSILITGESGAGKTVNTKRVIQ
YFATIAVTGDKKKEQQPG—-
GTLEDQIIQANPLLEAFGNAKTVRNDNSSRFGKFIRIHFGATGKLASADIETYLLEKSRVTFEFQL
SSERSYHIFYQIMSNKKPELIDLLLISTNPFDEPEVSQGEVIVASIDDSEELLATDNAIDILGE
SSEEKVGIYKLTGAVMHYGNMKEFKQKOREEQAEPDGTEVADKAGY LMGLNSAEMLKGLCCPRVK
VGNEYVTKGONVQOVTNSVGALAKAVYEKMELWMVTRINQQLDTKQPROYFIGVLDIAGEFEIED
FNSLEQLCINFTNEKLOQQFFNHHMFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFEST
LEEECMFPKATDTSEFKNKLYDQHLGKSNNFQKPKPAKGKAEAHFSLVHYAGTVDYNIAGWLDKN
KDPLNETVVGLYQKSSLKLLSFLESNYAGAE-—--SKK-
GGKKKGSSFQTVSAVFRENLNKLMTNLRSTHPHEFVRCLIPNETKTPGVMDHHLVLHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYRILNASATIPEGQFIDSKNASEKLLNSIDVDREQYRFGHTKV
FFKAGLLGLLEEMRDEKLVTLMTRTQALCRGYLMRVEFKKMMERRDSIFCIQYNIRSFMNVKHW
PWMNLFFKIKPLLKSAEAEKEIATMKEDFERAKEELARSEARRKELEEKMVSLLOEKNDLQLQV
OQTETENLMDAEERCEGLIKSKIQLEAKVKELNERLEEEEEMNSELVAKKRNLEDKCSSLKRDID
DLELTLTKVEKEKHATENKVKNLSEEMTALEENISKLTREKKSLOETHQOTLDDLOVEEDKVNG
LIKINAKLEQQTDDLEGCLEQEKKLRADLERAKRKLEGDLKLCQESIMDLENDKQOMEEKLOKK
DFEISQLOTKIEDKQVHSLOLOKKIKELQARTEELEEEVEAEHTLRGKIEKQRADLSRELEETIS
ERLEEASGATSVQIEMNKKREAEFQKLLRDLEEATLOHEATTTTLRKKHADSVAELGEQIDNLQ
RVKQOKLEKEKSELKMEIDDMASNIETVSKSKSNVERMCRTVEDQFNE IKAKDDQOTQLIHDLNM
OKARLOQTONGELSHQVEEKAALISQLTKGKQVLTQQLEDLKRQLEEETKAKSALAHALKSARHD
CDLLREQYEEEQEGKAELQRAMSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLQEAEEN
TEAASSKCASLEKTKORLOGEVDDLMLDLERANTACACLDKKQRNEDKVISEWKQKLDESQAEL
EAAQKESRSHSTEVEFKMRNAYEEVVDOQLETLRRENKNLOQEEISDLTMQIAETNKNLOQEVEKTKK
QAEQEKSDLOAALEEVEGSLEHEESKILHVOLELNQVKSELDRRLTEKDEE IEQLKRSSQRAAE
AMQSILDAEIRSRNDALRLKKKMEGDLNEMEIQLGHSNROMAETQKHLRSVQGQLKDSQLHLDD
ALRSNEDLKEQLAMVERRNGLLOEELEEMKVALEQTERTRKLSEQELLDASNRMOLLHSONTSL
INTKKKLEADIAQCQAEVENSIQESKNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
QTVKDLQHRLDEAEQLALKGGKKQIHKLENRVRELESELDAEQKRGAEALKGAHRYERKVKEMT
YOAEEDRKNILRLODLVDKLOAKVKAYKROAEEAEEQANTQLSRCRRVOHELQEAEERADIAES
QVNKLRAKSRDVGAQKMEE -

Q508P7 Danio rerio Fast --
DAEMAVYGKAATIYLRKPEKERIETONKPFDAKSACYVVDDKELYVKGTIKSKDGGKVTVITLTK
EERVVKEDDVHPMNPPKYDKIEDMAMMTHLNEPSVLYNLKERYAAWMIYTYSGLECATVNPYKW
LPVYDAEVVAAYRGKKRMEAPPHIFSVSDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVIQY
FATVAVQGGDKKKEQAPG-



GSLEDQITAANPLLEAYGNAKTVRNDNSSREFGKFIRIHFGTTGKLASADIETYLLEKSRVTFQL
PDERGYHIFYQOMMTNHKPELIEMTLITTNPYDEFPMCSQGQITVASIDDKEELMATDSAIDILGE
TGEEKMGIYKFTGAVLHHGNMKEFKOKQREEQAEPDGTEEADKISYLLGLNSAELLKALCYPRVK
VGNEFVTKGQTVPQVYNSVSALSKSIYEKMFLWMVIRINOMLDTKQORNFFIGVLDIAGEFEIFED
FNSMEQLCINFTNEKLOQQFFNHHMFVLEQEEYKKEGIVWEFIDFGMDLAACIELIEKPMGIEST
LEEECMFPKATDVSEFKNKLYDQHLGKCNAFQKPRPOKGKAEAHEFSLVHYAGTVDYNVNGWLDKN
KDPLNESVVQLYQKSSVKLLATLYPPVE---TGGGKK-
GGKKKGGSMQTVSSQFRENLGKLMTNLRSTHPHEFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVNHDEYREGHTKV
FFKAGLLGTLEEMRDEKLATLVTMTQALCRAYLMRREFVKMMERRESTIYTIQYNIRSFMNVKHW
PWMKVYYKIKPLLKSAETEKELATMKEDEVKCKEDLVKAEAKKKELEEKMVALLQEKNDLQLAV
ASEAENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESIAKLTKEKKALQEAHQQTLDDLOAEEDKVNT
LTKSKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENDKQOQSEEKIKKK
DFETAQLLSKIEDEQSLGAQLOKKIKELQARIEELEEETEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATAAQIEMNKKREAEFQKLRRDLEESTLOQHEATAAALRKKQADSVAELGEQIDNLQ
RVKOKLEKEKSEYKMEIDDLSSNMEAVAKAKANLEKMCRTVEDQLSEIKSKNDENLRQINDLSA
ORARLOQTENGEFGROLEEKEALVSQLTRGKQAFTQQIEELKRQIEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLQEAEEQ
IEAVNSKCASLEKTKQRLOGEVEDLMIDVERANALAANLDKKORNEDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEETLDOQLETLKRENKNLOQQEISDLTEQIGETGKSIHELEKAKK
TVETEKAEIQTALEEAEGTLEHEESKILRVQLELNQVKGEIDRKLAEKDEETIEQIKRNSQRVTE
AMOSTLDSEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVQAQLKDAQLHLDD
AVRGQEDMKEQVAMVERRNTLMOSEIEELRAALEQTERGRKVAEQELVDASERVGLLHSONTSL
LNTKKKLESDLVQIQGEVEDTVQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
ITVKDLOHRLDEAENLAMKGGKKQLOKLESRVRELESEVEAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNINRLODLVDKLOLKVKAYKROSEEAEEQANSHLSKLRKVOHELEEAEERADISES
QVNKLRAKSRDAG—-=——---

Q6SNTZ2 S chuatsi Fast s --
DAEMEAYGPAAVYLRKPEKERIEAQASPFDAKTAYEVVDADEMY LKGKLVKKEGGKATVETDTG
KTVTVKEEDIHPRNPPKYDKIEDMVMMTHLNEPCVLYNLKERYASWMIYTYSGLECVVVNPYKW
LPVYDAVVVGAYRGKKRIEAPPHIFSISDNAYQFMHTDRENQSVLITGESGAGKTVNTKRVIQY
FATIAA-IGAKKAEPTPG-
GSLEDQIVAANPLLEAYGNAKTVRNDNSSREFGKFIRIHFGSTGKLASADIETYLLEKSRVTFEFQL
SAERSYHIFYQLMTGHKPELLEALLITTNPYDYPMISQGEITVKSINDVEEFIATDTAIDILGE
TAEEKMGIYKLTGAVMHHGNMKFKOKQREEQAEPDGTEVADKISYLLGLNSADMLKYLCYPRVK
VGNEMVTKGQTVPQVNNAVSALCKSVYEKMELWMVIRIDEMLDTKQARQFYIGVLDIAGEFEIED
YNSLEQLCINFTNEKLOQOFFNHHMEFVLEQEEYKKEGIQWEFIDFGMDLASCIELIEKPMGIEFST
LEEECMFPKASDTTFKNKLHDOQHLGKTKAFEKPKPGKGKAEAHFSLVHYAGTVDYNITGWLEKN
KDPLNDSVVQLYQKSSNKLLAFLYASGAA---ASGKK-
GGKKKGGSFQTVSAVFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKVLNASVIPEGQFMDNKKASEKLLGSIDVDHTQYMEGHTKV
FFKAGLLGALEEMRDEKLAALVTMTQALCRGYVMRKEFVKMMERRESTIYSTIQYNIRSEMNVKNW
PWLKLYFKIKPLLKSAETEKELSQMKENYDKMKTDLATALAKKKELEEKMVSLLOEKNDLQLQV
ASEVENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESIAKLTKEKKALQEAHQQTLDDLQAEEDKVNT
LTKAKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENDKQQOSDEKIKKK



EFETSQLLSKIEDEQSLGAQLOKKIKELQARIEELEEEIEAERAARAKVEKQRADLSRELEETIS
ERLEEAGGATAAQIEMNKKREAEFOKLRRDLEEATLOQHEATASALRKKQADSVAELGEQIDNLQ
RVKOKLEKEKSEYKMEIDDLSSNMEAVAKAKGNLERKMCRTLEDQFSELKSKNDETVRQLNDINA
QOKARLQTENGEYSROLEEKEALVSQLTRGKQAFTOQQIEEFKRHVEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRSKYETDAIQRTEELEEAKKKLAQRLQDAEES
IEAVNSKCASLEKTKORLOGEVEDLMIDVERANALAANLDKKOQRNEFDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEESLDQLETMKRENKNLQQEISDLTEQIGETGKSIHELEKAKK
TVETEKTEIQSALEEAEGTLEHEEAKILRVQLELNQIKGEVDRKLAEKDEEMEQIKRNSQRVMD
SMOSALDSEVRSRNDALRVKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVOGQLKDAQLHLDD
AVRGQEDMKEQVAMVERRNGLMLAEIEELRVALEQTERGRKVAEQELVDASERVGLLHSQONTSL
MNTKKKLEADLVQVQGEVEDSVQEARNAEEKAKKAITDAAMMAEELKKEQDTSSHLERMKKNLE
VTVKDLOHRLDEAENLAMKGGKKQLQKLESRVRELEAEVDAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVVRLODLVDKLOQLKVKAYKROQAEEAEEQANTHMSRLRKVOQHEMEEAQERADIAES
QVNKLRAKSRDAGKTDIAE-

B8A561 Danio rerio Novel -
DAEMAVYGKAAIYLRKPEKERIEAQNKPEDAKTACYVVDDKELYVKGTIKSRDGGKVTVITLTK
EERVAKEDDVHPMNPPKFDKIEDMAMMTHLNEPSVLYNLKERYAAWMIYTYSGLFCATVNPYKW
LPVYDAEVVAAYRGKKRMEAPPHIFSVSDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVIQY
FATVAVQGPEKKKEQAAG-
GSLEDQIIAANPLLEAYGNAKTVRNDNSSREGKFIRIHFGTSGKLASADIETYLLEKSRVTFEFQL
PDERGYHIFYOMMTNHKPELIEMTLITTNPYDEFPMCSQGQITVASIDDKEELVATDTAIDILGE
NNEEKMGIYKFTGAVLHHGNMKEFKQKOQREEQAEPDGTEEADKIGYLLGLNSADMLKALCYPRVK
VGNEFVTKGQTVPQVYNSVSALSKSIYERMFLWMVVRINOMLDTKQORNFFIGVLDIAGFEIFD
FNSMEQLCINFTNEKLOQOQFFNHHMEVLEQEEYKKEGIVWEFIDEFGMDLAACIELIEKPLGIFEFST
LEEECMFPKATDTSFKNKLYDQHLGKCNAFQKPKPAKGKAEAHFSLVHYAGTVDYNISGWLDKN
KDPLNESVVQLYQKSSVKLLATLYPPVE---TGGGKK-
GGKKKGGSMQTVSSQFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYADFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVNHDEYRFGHTKV
FFKAGLLGTLEEMRDEKLASLVTMTQALCRAYLMRREFVKMTERRDAIYTIQYNVRSFMNVKHW
PWMKVYYKIKPLLKSAETEKELATMKEDFVKCKEDLAKAEAKKKELEEKMVALLOQEKNDLQLAV
ASESENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAAQDESIGKLTKEKKALQEAHQQTLDDLOAEEDKVNT
LTKSKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENDKQOSEEKLKKK
DFETSQLLSKIEDEQSLGAQLOKKIKELOQARIEELEEEIEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATAAQIEMNKKREAEFOQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKQKLEKEKSEYKMEIDDLSSNMEAVAKAKANLEKMCRTLEDQLSEIKSKNDENLRQLNDLSA
ORARLQTENGEFGROQLEEKEALVSQLTRGKQAFTOQQIEELKRQIEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLQEAEEQ
IEAVNSKCASLEKTKORLOQGEVEDLMIDVERANALAANLDKKQRNEFDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEETLDOQLETLKRENKNLQQEISDLTEQIGETGKSIHELEKSKK
AVETEKAEIQTALEEAEGTLEHEESKILRVOQLELNQVKSEIDRKLAEKDEEIEQIKRNSQRITD
SMOSTLDSEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVQAQLKDAQLHLDD
AVRGQEDMKEQVAMVERRNTLMOSEIEELRAALEQTERGRKVAEQELVDASERVGLLHSONTSL
LNTKKKLEADLVQIQSEVEDTVQEARNAEDKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
VTVKDLOQHRLDEAENLAMKGGKKQLOKLESRVRELESEVEAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVNRLODLVDKLOQLKVKAYKROSEEAEEQANSHLSKLRKVOHELEEAEERADIAES
QVNKLRAKSRDSG———————



042352 C carpio Myosin
MGDGEMECFGPAAIYLRKPERERIEAQTAPFDAKTAFFVTDAAEMYLKSTLVSREGGKATVKTH
CGKTVTVKEDEIFQMNPPKEFDKMEDMAMMTHLNEPSVLENLKERYAAWMIYTYSGLFCATVNPY
KWLPVYDAVVVAGYRGKKRIEAPPHTIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVI
QYFATVAM-SGPKKTEAVPG-
GSLEDQITAANPLLEAYGNAKTIRNDNSSREGKFIRTHFGTTGKLAKADIETYLLEKSRVTFQL
SAERSYHIFYQLMTGHKPELLEALLITTNPYDYPMISQGEITVKSIDDVEEFTIATDTAIDILGE
TADEKISIYKLTGAVMHHGSMKFKQKQREEQAEPDGNEAADKIAYLLGINSADMLKALCYPRVK
VGNEMVTKGQTVPQVNNAVSALCKSIYEKMFLWMVVRINEMLNTTNPREFYIGVLDIAGFEIFD
YNSLEQLCINFTNEKLOOFFNHTMFVLEQEEYKKEGIEWAFIDFGMDLAACIELIEKPMGIFST
LEEECMFPKATDTSFKNKLHDQHLGKSAAFQKPKPAKGKPEAHFSLLHYAGTVDYNIAGWLEKN
KDPLNDSVVQLYQKSALKVLALLYVAPE---EGGGKK-
AGKKKGGSFQTVSALFRENLAKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRIHYGDFKQRYKILNASVIPEGHFIDNKKATEKLLGSIDVDHTQYKFGHTKV
FFKAGLLGALEEMRDEKLVNLVTMTQALARGYVMRKEFVKMMERREATFSTIQYNIRSEFMNVKHW
PWMKVYFKIKPLLKTAESEKEMASMKENFEKMKEDLTKALAKKKELEEKMVSLVQEKNDLLLQV
TSESENLCDAEERCEGLIKSKIQLEGKLKETNERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMACQDESTAKLTKEKKALQEAHQQTLDDLQAEEDKVNT
LTKAKTKLEQQVDDLEGSLEQEKKLRMDLERVKRKLEGDLKLAQESIMDLENEKQQSDEKIKKK
DFEISQFLSKIEDEQSLGAQLOQKKIKELQARIEELEEETIEAERSARAKVEKQRADLSRELEETIS
ERLEEAGGATAAQIEMNKKREADFOKMRRDLEESTLOHEATAAALRKKQADTVAELGEQIDNLQ
RVKQKLEKEKSEYKMEIDDLTSNMEAVAKAKGNLEKMCRTLEDQLSEIKAKSDENSRQLNDMNA
QRARLQTENGEFSRQLEEKEALVSQLTRGKQAFTQQIEDLQRHVEEEVKAKNALAHAVQSARHD
CDLLREQYEEEQEAKTELQRGMSKANSEVAQWRAKYETDAIQRTEELEEAKKKLAQRLQDAEES
IEAVSSKCASLEKTKQRLQGEVEDLMIDGERANALAANLDKKQRNFDKVLAEWKQKYEESQAEL
EAAQKEARSLSTELFKMKNSYEEALDHLETLKRENKNLOQEISDLSEQLGETGKSIHELEKAKK
IVESEKAEIQTALEEAESTLEHEESKILRVQLELNQVKSEIDRKLAEKDEETIEQIKRNSQRVMD
SMOSTLDSEIRSRNDALRVKKKMEGDLNEMEVQLSHANRQAAEAQKQLRNVQOGQLKDAQLHLDE
AVRGQEDMKEQVAMVERRNTLMQAETEELRAALEQTERGRKVAEQELVDASERVGLLHSONTSL
INTKKKLETDLLOQVQGEVDDAVQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNME
VTIVKDLQHRLDEAESLAMKGGKKQLOKLESRVHELEAEVEAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKSVTRLODLVDKLQLKVKAYKRQAEEAEEQANTHLSRYRKVQHELEESHERADIAES
QVNKLRAKSREAG-=——=---

UPIO001796E5B E caballu -
SDAEMATFGEAAPYLRKPEKERIEAQNRPFDSKKACFAVDDKELYVKGMIQSRENDKVTVKTVD
DRTLTLNSDQVEFPMNPPKFDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSGLECVTVNPYK
WLPVYNPEVVTAYRGKKRQEAPPHIFSISDNAYQFMLTDRDNQSILITGESGAGKTVNTKRVIQ
YFATIAVIGDKKKEQQPG--
GTLEDQITQOANPLLEAFGNAKTVRNDNSSREGKFIRTIHFGSTGKLASADIETYLLEKSRVTEFQL
SSERSYHIFYQIMSNKKPELIDLLLISTNPFDFPFMSQGEVTVASIDDSEELLATDNAIDILGE
SSEEKVGIYKLTGAVMHYGNMKEFKQKQREEQAEPDGTEVADKAGYLMGLNSAEMLKGLCCPRVK
VGNEYVTKGONVQOVTNSVGALAKAVYEKMFLWMVARINQQLDTKQPRQYFIGVLDIAGFEIFD
FNSLEQLCINFTNEKLOQQFFNHHMEVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFST
LEEECMFPKATDTSEFKNKLYDQHLGKSSNFQKPKPTKGKAEAHFSLIHYAGTVDYNISGWLDKN
KDPLNETVVGLYQKSSLKLLSFLFSNYAGAE—-—--SKK-
GGKKKGSSFQTVSAVFRENLNKLMTNLRSTHPHFVRCLIPNETKTPGVMDHHLVLHQLRCNGVL
EGIRICRKGFPSRILYADFKOQRYRILNASATIPEGQFIDSKNASEKLLNSIDVDREQYRFGHTKV



FFKAGLLGLLEEMRDEKLVTLMTRTQALCRGYLMRVEFKKMIERRDSIFCIQYNIRSFMNVKHW
PWMNLFFKIKPLLKSAEAEREMATMKEDFERAKEELARSEARRKELEEKMVTLLQEKNDLQLQV
QSETENLMDAEERCEGLIKSKIQLEAKVKELSERLEEEEEANSELVAKKRNLEDKCSSLKRDID
DLELTLTKVEKEKHATENKVKNLSEEMTALEGNISKLTKEKKSLOEAHQQTLDDLOVEEDKVNG
LIKINAKLEQOTDDLEGCLEQEKKLRADLERVRRKLEGDLKMCQESIMDLENDKQQAEEKLKKK
EFEICQLOTKIDDEQVLSLOLOKKIKELQARTEELEEEIEAEHTLRGKIEKQRSDLARELEETIS
ERLEEASGATSAQIEMNKKREAEFOQKLRRDLEEATLOHEATTAALRKKHTDSVAELGEQIDNLQ
RVKQOKLEKEKSELKMEIDDMASNMETVSKSKSNIERMCRTVEDQFNEIKAKDDQOTQLIHDLNM
OKARLOQTONGELSHOMEEKESLISQLTKSKQALTQQLEDLKROQLEEETKAKNALAHALQSSRHD
CDLLREQYEEEQESKAELQRALSKANSEVAQWRTKYETDAIQRMEELEEAKKKLAQRLQEAEEN
TEAVSSKCASLEKTKQRLOQGEVDDLMLDLERAHTACTTLDKKQRNEFDKVLADWKQKLDESKAEL
EAAQKESRSLSTELFKMRNAYEEVVDOQLETLRRENKNLQEEISDLTEQIAETSKNLQEMEKSKK
OVEQEKSDLOQAALEEAEGSLEHEESKILRVQLELSQVKAELDRKVTEKDEEIEQLKRNSQRAAE
ATQSMLDAEIRSRNDALRLKKKMEGDLNEMEIQLGHSTRQAGETQKHLRTVQGQLKDSQLHLDD
ALRSNEDLKEQLAIVERRNGLLLEELEEMKVALEQTERTRRLSEQELLDASDRVQLLHSQONTSL
INTNKKLEADIAQCQAEMENSIQESRNAEEKAKKAITDVAMMAEELKKEQDTSAHLERMKKNLE
OTVKDLQHRLDEAEQLALKGGKKQIQKLENRVRELENELDAEQKRGAEALKGAHKYERKVKEMT
YOAEEDRKNILRLODLVDKLOQAKVKAYKRQAEEAEEQANMQLSRCRRVOHKLEEAEERADIAES
QOVNKLRAKSRDVGGQKMEE -

UPIO0015A7E8A Danio reri -
DAEMAVYGKAATIYLRKPEKERIEAQNKPFDAKSACYVVDDKELYVKGTIKSRDGGKVTVITLTK
EERVAKEEDVHPMNPPKFDKIEDMAMMTHLNEPSVLYNLKERYAAWMIYTYSGLFCATVNPYKW
LPVYDAEVVAAYRGKKRMEAPPHIFSVSDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVIQY
FATVAVQGGDKKKEQTPG-
GSLEDQIIAANPLLEAYGNAKTVRNDNSSRFGKFIRIHFGTTGKLASADIETYLLEKSRVTFQL
PDERGYHIFYOMMTNHKPELIEMTLITTNPYDEFPMCSQGQITVASIDDKEELVATDTAIDILGE
TGEEKMGIYKFTGAVLHHGNMKFKOKQREEQAEPDGTEEADKISYLLGLNSAEMLKALCYPRVK
VGNEFVTKGQTVPOQVYNSVSALSKSIYERMFLWMVIRINOMLDTKQORNFEFIGVLDIAGFEIFD
FNSMEQLCINEFTNEKLOOQFFNHHMFVLEQEEYKKEGIVWEFIDFGMDLAACIELIEKPMGIFSI
LEEECMFPKATDTSEFKNKLYDQHLGKCNAFQKPRPOKGKAEAHFSLVHYAGTVDYNVSGWLDKN
KDPLNESVVQLYQKSSVKLLATLYPPVE---IDTSKK-
GGKKKGGSMQTVSSQFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYADFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVNHDEYRFGHTKV
FFKAGLLGTLEEMRDEKLASLVTMTQALCRAYLMRREFVKMMERRESIYTIQYNIRSFMNVKHW
PWMKVYYKIKPLLKSAETEKELANMKEDFVKCKEDLVKAEAKKKELEEKMVALLOQEKNDLQLAV
ASEAENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTAKLTKEKKALQEAHQQTLDDLOAEEDKVNT
LTKSKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENDKQOSEEKIKKK
DFETSQLLSKIEDEQSLGAQLOKKIKELQARIEELEEETIEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATAAQIEMNKKREAEFOQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKQKLEKEKSEYKMEIDDLSSNMEAVAKAKANLEKMCRTLEDQLSEIKSKSDENLRQINDLSA
ORARLQTENGEFGROQLEEKEALVSQLTRGKQAFTOQIEELKRQIEEEGRAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLQEAEEQ
IEAVNSKCASLEKTKORLOGEVEDLMIDVERANSLAANLDKKOQRNEFDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEETLDOQLETLKRENKNLQQEISDLTEQIGETGKSIHELEKAKK
TVETEKAEIQTALEEAEGTLEHEESKILRVQLELNQVKGEIDRKLAEKDEEIEQIKRNSQRVTE
AMOSTLDSEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVQSQLKDAQLHLDD



AVRAQEDMKEQVAMVERRNTLMQSEIEELRAALEQTERGRKVAEQELVDASERVGLLHSQONTSL
LNTKKKLESDLVQIQSEVEDTVQEARNAEEKAKKATITDAAMMAEELKKEQDTSAHLERMKKNLE
ITVKDLQHRLDEAENLAMKGGKKQLOKLESRVRELESEIDAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNINRLODLVDKLOLKVKAYKROQSEEAEEQANSHLSKLRKVOQHELEEAEERADISES
QVNKLRAKSRDAG———————

Q90YF6 P forsteri Myosi --
DAEMEQYGPAATYLRKSEKERIEAQTAPFDAKTAFFVADVDEMY LKGKLAKREGGKATVDTDSG
KSLTVKEDDIHPRNPPKYDKIEDMAMMTHLNEPCVLYNLKERYASWMIYTYSGLECVVVNPYKW
LPVYDAQVVAAYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVIQY
FATIAA-LGAKKAEPTPG-
GSLEDQIVAANPLLEAYGNAKTVRNDNSSREGKFIRIHFGTTGKLSSADIETYLLEKSRVTEFQL
SAERSYHIFYQIMTGHKPELLEGLLITTNPYDYPMISQGEITVKSINDVEEFIATDTAIDILGE
NAEEKIGIYKLTGAVMHHGNMKEFKQKOREEQAEPDGTEVADKIAYLLGLNSADMLKALCYPRVK
VGNEMVTKGQTVPQVNNAVSALCKSVYEKMFLWMVIRINEMLDTKQPRSYFIGVLDIAGFEIFD
FNSLEQLCINFTNEKLOQFFNHHMEFVLEQEEYKKEGIDWEFIDFGMDLAACIELIEKPMGIFST
LEEECMFPKASDTTFKNKLHDQHLGKTKAFEKPKPGKGKAEAHFALVHYAGTVDYNI SGWLDKN
KDPLNDSVVQLYQKSSNKLLAMLYAAAGA--—--GGKK-
GGKKKGGSFQTVSALFRENLGKLMTNLRSTHPHFVRCLIPNETKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVDHTQYKFGHTKV
FFKAGLLGTLEEMRDDKLATLVTMTQALCRGYVMRKEYVKMTERRESTIYSTIQYNIRSEFMNVKNW
PWLKLYFKIKPLLKSAETEKELQOMKENYDKMTSDLAAALAKKKELEEKMVSLLOEKNDLQLQV
AAEVENLGDAEERCEGLIKSKIQLEAKLKETGERLEDEEEINAELTAKKRKLEDECSQLKKDID
DLELTLAEVEKEKHATENKVKNLTEEMASQDETVAKLTKEKKALQEAHQQTLDDLQAEEDKVNT
LTKAKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLSQESIMDLENDKQQSDEKIKKK
DFETSQLLSKIEDEQSLGAQLOKKIKELQARIEELEEETEAERAARAKVEKQRADLSRELEETS
ERLEEAGGATAAQIEMNKKREAEFQKLRRDLEESTLQHEATASALRKKQADSVAELGQQIDNLQ
RVKOQKLEKEKSEYKMEIDDLSSNMEAVAKAKGNLEKMCRTVEDQLSELKAKNDENVRQLNDINA
QKARLQTENGEYSRQLEEKEALVSQLTRGKQAFTQQIEELKRHVEEEVKAKNALAHGVQSSRHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRSKYETDAIQRTEELEEAKKKLAQRLQEAEES
IEAVNSKCASLEKTKQRLOQGEVEDLMIDVERANALAANLDKKQRNEFDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEEALDHLETMKRENKNLQQEISDLTEQIGETGKSTHELEKAKK
TVETEKTEIQSALEEAEGTLEHEEAKILRVOLELNQIKGEVDRKMAEKDEEMEQIKRNSQRVID
SMOSTLDSEVRSRNDALRVKKKMEGDLNEMETQLSHANRQASEAQKQLRNVQOGQLKDAQLHLDD
AVRGQEDMKEQVAMVERRNGLMMAEIDELRVALEQTERGRKVAEQELVDASERVGLLHSQONTSL
MNTKKKLEADLVQVQGEVDDTVQEARNAEDKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
VTVKDLOQHRLDEAENLAMKGGKKQLOQKLESRVRELESEVEAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVNRLODLVDKLOLKVKSYKRQSEEAEEQANTHMSRLRKVOQHELEEAQERADIAES
QVNKLRAKSRETGKTDLAE -

UPIO00175F75C Danio reri -=
DAEMAVYGKAAIYLRKPEKERIEAQNKPFDAKTACYVVDDKELYVKGTIKSRDGGKVTVITLTK
EERVAKEDDVHPMNPPKFDKIEDMAMMTHLNEPSVLYNLKERYAAWMIYTYSGLFCATVNPYKW
LPVYDAEVVAAYRGKKRMEAPPHIFSVSDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVIQY
FATVAVQGPEKKKEQAAG-
GSLEDQITAANPLLEAYGNAKTVRNDNSSREGKFIRITHFGTSGKLASADIETYLLEKSRVTEFQL
PDERGYHIFYQMMTNHKPELIEMTLITTNPYDFPMCSQGQITVASIDDKEELVATDTAIDILGE
NNEEKMGIYKFTGAVLHHGNMKFKQKQREEQAEPDGTEEADKIGYLLGLNSADMLKALCYPRVK
VGNEFVTKGQTVPQVYNSVSALSKSIYERMFLWMVVRINOMLDTKQORNFFIGVLDIAGFEIFED



FNSMEQLCINEFTNEKLOQFFNHHMFVLEQEEYKKEGIVWEFIDFGMDLAACIELIEKPLGIFST
LEEECMFPKATDTSEFKNKLYDQHLGKCNAFQKPKPAKGKAEAHFSLVHYAGTVDYNISGWLDKN
KDPLNESVVQLYQKSSVKLLATLYPPVE---TGGGKK—-
GGKKKGGSMQTVSSQFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGEFPSRILYADFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVNHDEYREGHTKV
FFKAGLLGTLEEMRDEKLASLVTMTQALCRAYLMRREFVKMTERRDATIYTIQYNVRSFMNVKHW
PWMKVYYKIKPLLKSAETEKELATMKEDFVKCKEDLAKAEAKKKELEEKMVALLOQEKNDLQLAV
ASESENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMAAQDESIGKLTKEKKALQEAHQOTLDDLOQAEEDKVNT
LTKSKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESTIMDLENDKQOSEEKLKKK
DFETSQLLSKIEDEQSLGAQLOKKIKELQARIEELEEEIEAERAARAKVEKQRADLSRELEETS
ERLEEAGGATAAQIEMNKKREAEFQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKOKLEKEKSEYKMEIDDLSSNMEAVAKAKANLEKMCRTLEDQLSEIKSKNDENLRQLNDLSA
QRARLOTENGEFGROQLEEKEALVSQLTRGKQAFTQQIEELKRQIEEE——
AKNALAHAVQSARHDCDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEE
SKKKLAQRLQEAEEQIEAVNSKCASLEKTKQRLOGEVEDLMIDVERANALAANLDKKQRNEDKV
LAEWKQKYEEGQAELEGAQKEARSLSTELFKMKNSYEETLDQLETLKRENKNLQQEISDLTEQT
GETGKSIHELEKSKKAVETEKAEIQTALEEAEGTLEHEESKILRVQLELNQVKSEIDRKLAEKD
EEIEQIKRNSQRITDSMQSTLDSEVRSRNDALRIKKKMEGDLNEME IQLSHANRQAAEAQKQLR
NVOAQLKDAQLHLDDAVRGQEDMKEQVAMVERRNTLMOSETIEELRAALEQTERGRKVAEQELVD
ASERVGLLHSONTSLLNTKKKLEADLVQIQSEVEDTVQEARNAEDKAKKAITDAAMMAEELKKE
ODTSAHLERMKKNLEVTVKDLOQHRLDEAENLAMKGGKKQLOKLESRVRELESEVEAEQRRGADA
VKGVRKYERRVKELTYQTEEDKKNVNRLODLVDKLOQLKVKAYKRQSEEAEEQANSHLSKLRKVQ
HELEEAEERADIAESQVNKLRAKSRDSG——————-—

Q90337 C carpio Myosin
MGDGEMECEFGPAATYLRKPERERLESQTIPEFDAKTAFSVTIDAAEMYLKSTLISIEAGKATVKTH
CGKTVIVKEDEIFPMNPPKFDKMEDMAMLTHLNEPSVLENLKDRYAAWMIYTYSGLFCATVNPY
KWLPVYDAVVVAGYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVI
QYFATIAM-AGPKKAEAVPG-
GSLEDQITAANPLLEAYGNAKTIRNDNSSREGKFIRIHFSGTGKLAKADIETYLLEKSRVTFEFQL
SAERSYHIFYQLMTGHKPELLEALLITTNPYDYPMISQGEITVKSIDDVEEFIATDTAIDILGE
TADEKISIYKLTGAVMHHGAMKFKQKOREEQAEPDGNEAADKIAYLMGINSADMLKALCYPRVK
VGNEMVTKGQTVPQVNNAVSALCKSVYEKMELWMVVRINEMLNTTNPREYYIGVLDIAGEFEIED
FNSLEQLCINEFTNEKLOQFFNHTMEVLEQEEYKKEGIEWAFIDFGMDLAACIELIEKPMGIFEST
LEEECMFPKATDTSFKNKLHDOQHLGKCSAFQKPKPGKGKAEAHEFSLVHYAGTVDYNINGWLEKN
KDPLNDSVVQLYQKSALKVLALLYVAPE---EAAGKK-
GGKKKGGSFQTVSAVFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVV
EGIRICTKGFPSRIHYGDFKQRYKVLNASVIPEGQFIDNKKATEKLLGSIDVDHNQYKEFGHTKV
FFKAGLLGTLEEMRDEKLSHLVTMTQALARGYVMRKEFVKMMERREATYSTQYNIRSFMNVKHW
PWMKVYFKIKPLLKTAESEKEMASMKENFEKMKEDLTKALAKKKELEEKMVSLVQEKNDLLLQV
TSESENLSDAEERCEGLIKSKIQLEGKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTAKLTKEKKALQEAHQOTLDDLOAEEDKVNT
LTKAKTKLEQQVDDLEGSLEQEKKLRMDLERVKRKLEGDLKLAQESTIMDLENEKQQSDEKIKKK
DFEISQFLSKIEDEQSLGAQLOKKIKELQARIEELEEETEAERSARAKVEKQRADLSRELEETIS
ERLEEAGGATAAQIEMNKKREAEFQKMRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RIKQKLEKEKSEYKMEIDDLSSNMEAVAKAKGNLEKMCRTLEDQLSE IKAKSDENSRQLNDMNA
ORARLOTENGEFSROLEEKEALVSQLTRGKQAFTQQIEDLKRHVEEEVKAKNALAHAVQSARHD



CDLLREQYEEEQEAKAELORGMSKANSEVAQWRAKYETDAIQRTEELEESKKKLAQRLODAEES
IEAVNSKCASLEKTKORLOSEVEDLMIDGERANALAANLDKKQRNEFDKVLADWKQKYEESQAEL
EAAQKEARSLSTELFKMKNSYEEALDHLETLKRENKNLQQOEISDLSEQLGETGKSIHEIEKAKK
TVESEKAETIQTALEEAEGTLEHEESKILRVQLELNQVKSEIDRKLAEKDEEMEQTIKRNSQRVLD
SMQOSTLDSEVRSRNDALRVKKKMEGDLNEMEVQLSHANROQAAEAQKQLRNVOGOLKDAQLHLDE
AVRGQEDMKEQVAMVERRNSLMOAETEELRAALEQTERGRKVAEQELVDASERVGLLHSONTSL
INSKKKLETDLVQVQGEVDDAVQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNME
LTVKDLOHRLDEAESLAMKGGKKQLOKLESRVHELEAEVEAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVTRLODLVDNLQLKVKAYKROQAEEAEEQANTHLSRYRKVOHELEESHERADIAES
QVNKLRAKSREAGKTKVEE -

A4GWV4 S kneri Skeletal --
DAEMEAYGPAAVYLRKPEKERIEAQASPEFDAKTAYEFVVDADEMY LKGKLVKKEGGKATVETDTG
KTVIVKEEDIHPRNPPKYDKIEDMVMMTHLNEPCVLYNLKERYASWMIYTYSGLEFCVVVNPYKW
LPVYDAVVVGAYRGKKRIEAPPHIFSISDNAYQFMHTDRENQSVLITGESGAGKTVNTKRVIQY
FATIAA-IGAKKAEPTPG-
GSLEDQIVAANPLLEAYGNAKTVRNDNSSREFGKFIRIHFGSTGKLASADIETYLLEKSRVTFEFQL
SAERSYHIFYQLMTGHKPELLEALLTITTNPYDYPMISQGEITVKSINDVEEFIATDTAIDILGE
TAEEKMGIYKLTGAVMHHGNMKFKOKQREEQAEPDGTEVADKISYLLGLNSADMLKYLCYPRVK
VGNEMVTKGQTVPQVNNAVSALCKSVYEKMFLWMVIRINEMLDTKQARQFYIGVLDIAGFEIFD
YNSLEQLCINFTNEKLOQFFNHHMEFVLEQEEYKKEGIQWEFIDFGMDLASCIELTEKPMGIFST
LEEECMFPKASDTTFKNKLHDOQHLGKTKAFEKPKPGKGKAEAHFSTLVHYAGTVDYNITGWLEKN
KDPLNDSVVQLYQKSSNKLLAFLYASGAA---ASGKK-
GGKKKGGSFQTVSAVFRENLGKLMTNLRSTHPHEFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGEFPSRILYGDFKQRYKVLNASVIPEGQFMDNKKASEKLLGSIDVDHTQYMFGHTKV
FFKAGLLGALEEMRDEKLAALVTMTQALCRGYVMRKEFVKMMERRESIYSIQYNIRSEFMNVKNW
PWLKLYFKIKPLLKSAETEKELSQMKENYDKMKTDLATALAKKKELEEKMVSLLOQEKNDLQLQV
ASEVENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDES IAKLTKEKKALOEAHQQTLDDLOAEEDKVNT
LTKAKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENDKQQSDEKIKKK
EFETSOLLSKIEDEQSLGAQLOKKIKELOACIEELEEEIEAERAARAKVEKQRADLSRELEETS
ERLEEAGGATAAQIEMNKKREAEFOQKLRRDLEEATLOHEATASALRKKQADSVAELGEQIDNLQ
RVKOQKLEKEKSEYKMETIDDLSSNMEAVAKAKGNLEKMCRTLEDQFSELKSKNDETVRQLNDINA
OKARLQTENGEYSROQLEEKEALVSQLTRGKOAFTQOIEEFKRHVEEEVKAKNALAHAVQSARHD
CDLLTENFEEEQEAKAELQRGMSKANSEVAQWRSKYETDAIQRTEELEEAKKKLAQRLODAEES
IEAVNSKCASLEKTKQRLOGEVEDLMIDVERANALAANLDKKQRNEFDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEESLDQLETMKRENKNLOQOEISDLTEQIGETGKSIHELEKAKK
TVETEKTEIQSALEEAEGTLEHEEAKTLRVQLELNQIKGEVDRKLAEKDEEMEQTIKRNSQRVMD
SMOSALDSEVRSRNDALRVKKKMEGDLNEMETQLSHANRQAAEAQKOLRNVOGQLKDAQLHLDD
AVRGQEDMKEQVAMVERRNGLMLAETIEELRVALEQTERGRKVAEQELVDASERVGLLHSONTSL
MNTKKKLEADLVQVQGEVEDSVQEARNAEEKAKKATITDAAMMAEELKKEQDTSSHLERMKKNLE
VTVKDLOHRLDEAENLAMKGGKKOLOKLESRVRELEAEVDAEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVVRLODLVDKLOQLKVKAYKROAEEAEEQANTHMSRLRKVOHEMEEAQERADIAES
QVNKLRVKSRDAG—-—=————--—

Q2HX58 C carpio Myosin --
DAEMAVYGKAATFLRKPEKERTIEAQSKPFDAKSACYVVEPKELYVKGTIKSKDGAKVTVIVNTK
EEKVVKEDEVEFPMNPPKFDKIEDMAMMTHLNEPSVLYNLKERYAAWMIYTYSGLEFRATVNPYKW
LPVYDAEVVAACRGKKRMEAPPHIFSVSDNAYQFMLTDRENQSVLITGESGAGKTVNTKRVIQY



FATVAV-HGDKKKEQGPS—-
GSLEDQITIAANPLLEAYGNAKTVRNDNSSRFGKFIRIHFGTSGKLASADIETYLLEKSRVTFQL
PDERGYHIFYQOMMTNHKPELIEMTLITTNPYDFPMCSQGQITVASIDDKEELMATDSAIDILGEF
SAEEKMGIYKFTGAVLHHGNMKEFKOKQREEQAEPDGTEEADKIAYLLGLNSADMLKALCCPRVK
VGNEEFVTKGQTVPQVYNSVSALSKSIYERMEFLWMVVRINQMLDTKQORNFEFIGVLDIAGEFEIFEFD
FNSMEQLCINEFTNEKLOOQFFNHHMFVLEQEEYKKEGIIWEFIDFGMDLAACIELIEKPMGIFSI
LEEECMFPKATDTSEFKNKLYDQHLGKCNAFQKPKPAKGKAEAHFSLVHYAGTVDYIISGWLDKN
KDPLNESVVQLYQKSSVKLLATLYPPVE---T--GKK-
GGKRKGGSMQTVSSQFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKVLNASVIPEGQFIDNKKACEKLLGSIDIDHDQYRFGHTKV
FSOQAGLLGTLEEMRDEKLAALVTMTQALCRGYVMRREEFVKMMERRESIYTIQYNIRSEMNAKHW
PWMKVYYKIKPLLKSAETEKELATMKEDFTKCKENLAKAEAKKKELEEKMVALLQEKNDLQLQV
ASESENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSVLKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTIAKLTKEKKALQEAHQQTLDDLQAEEDKVNT
LTKSKTKLGQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENDKQQOSDEKLKKK
DFETSQLLSKIEDEQSLGAQLQKKIKELQARIEELEEEIEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATAAQIEMNKKREAEFOQKLRRDLEESTLOQHEATAAALRKKQADSVAELGEQIDNLQ
RVKOQKLEKEKSEYKMEIDDLSSNMEAVAKAKANLEKLCRTLEDQLSEIKSKNDENIRQINDLSA
ORARLQTENGEFGRQLEEKEALVSQLTRGKQAFTOQOQTEELKRQIEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLQEAEEQ
IEAVNSKCASLEKTKORLOQGEVEDLMIDVERANSLAANLDKKORNEDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEESLDOQLETLKRENKNLQQOQEISDLTEQLGETGKSIHELEKAKK
AVETEKAEIQTALEEAEGTLEHEESKILRVQLELNQVKGEIDRKLAEKDEEMEQIKRNSQRVIE
SMOSNLDSEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNIQGQLKDAQLHLDD
ALRGQEDMKEQVAMVERRNTLMQAEIEELRAALEQTERGRKVAEQELVDASERVGLLHSONTSL
LNTKKKLEADLVQIQSEVDDTIQESRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
VTVKDLOHRLDEAENLAMKGGKKQLOKLESRVRELEAETEAEQRRGTDAVKGVRKYERRVKELS
YOTEEDKKNINRLODLVDKLOQLKVKAYKROQAEEAEEQANSHLSKLRKVQHELEEAEERADIAES
QVNKLRAKSRDAG-—-————--—

Q05K10 O latipes Fast s -—
DAEMEAYGPAATIFLRKPERERLEAQTAPFDAKTAFFVAEPEEMYLKGKLIKKEGGKATVETITG
KTLTVKEEDIHPMNPPKYDKIEDMAMMTHLNEPTVLYNLKERFASWMIYTYSGLFCVVVNPYKW
LPVYDAQVVNAYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVIQY
FATIAV-TGGKKSEGSSG-
GSLEDQIIAANPLLEAYGNAKTVRNDNSSREGKFIRIHFGTSGKLSSADIETYLLEKSRVTFEFQL
SAERSYHIFYQLMTGHKPELLEALLITTNPYDYHMISQGEVTVKSIDDIEEFIATDTAIDILGEF
SLEEKLGIYKLTGAVMHHGNMKEFKOKQREEQAEPDGNEVADKIAYLMGLNSADMLKALCYPRVK
VGNEMVTKGQTVPQVNNSVSALCKSVYEKMFLWMVIRINEMLATKQPROQFEFIGVLDIAGFEIFD
YNSLEQLCINFTNEKLOOQFFNHTMEVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFSIT
LEEECMFPKASDATEFKNKLYDQHLGKNKAFEKPKPGKGKAEAHFSLVHYAGTVDYNVTGWLEKN
KDPLNDSVVQLYQKSSNKLLALLYASAST---GGSKK-
GGKKKGGSFQTVSALFRENLGKLMTNLRSTHPHFVRCLIPNESKTQGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYGDFKOQRYKVLNAAVIPEGQFMDNKKASEKLLGSIDVDHSQYKFGHTKV
FFKAGLLGTLEEMRDEKLASLVTMTQALCRGFLMRKEYVKMVERRESILTIQYNVRSFMNVKNW
PWLKLYFKIKPLLOSAETEKELQEMKGNYEKMKTDLAAALAKKKELEEKMVSLVQEKNDLQLQV
SAETDNLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTAKLTKEKKALQEAHQQTLDDLOQAEEDKVNT



LTKAKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESTIMDLENDKQQSDEKIKKK
DFEISQLLSKIEDEQSLGAQLOKKIKELQARIEELEEEIEAERAARAKVEKQRADLSRELEETIS
ERLEEAGGATSAQIEMNKKREAEFQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKQKLEKEKSEYKMEIDDLSSNMEGVAKSKGNLEKMCRTLEDQLSELKAKNDENVROLNDLNA
QRARLOQTENGEFARQLDEKEALVSQLTRSKQAFTQOIEELKRQVEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLQEAEES
IEAVNSKCASLEKTKQRLOGEVEDLMTDVERANSLAANLDKKQORNEDKVLAEWKQKYEESQAEL
EGAQKEARSLSTELFKMKNSYEEALDQLETMKRENKNLOQQEISDLTEQLGETGKSIHELEKAKK
TVETEKCEIQTALEEAEGTLEHEESKILRVOQLELNQVKGE IDRKLAEKDEELEQIKRNSQRVIE
SMOSTLDAEVRSRNDALRVKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVQGQLKDAQLHLDD
ALRGQEDMKEQVAMVERRNGLMLAEIEELRAALEQTERGRKVAEQELVDASERVGLLHSQONTSL
LNTKKKLESDFVQVQGEVDDAIQEARNAEEKAKKAITDAAMMAEELKKEQDTSSHLERMKKNLE
VIVKDLOQHRLDEAENLAMKGGKKQLOKLESRVRELESEVESEQRRGADAIKGVRKYERRVKELT
YOTEEDKKNVARLODLVDKLOLKVKAYKROTEEAEEQANTHMSRLRKVONELEEAQERADIAES
QVNKLRVKSREAG-—————-

Q5NTZ3 C carpio Myosin
MGDGEMECFGPAAIYLRKPEKERIEAQTAPFDAKTAFEVTDAAEMYLKSTLVSREGGKATVKTH
CGKTVTVKEDEIFQMNPPKFDKMEDMAMMTHLNEPSVLENLKERYAAWMIYTYSGLFCATVNPY
KWLPVEFDAIVVAGYRGKKKIEAPPHIFSISDNAYHSMLTDRENQSILITGESGAGKTVNTKRVI
QYFATVAM-SGPKKTEAVPG-
GSLEDQITAANPLLEAYGNAKTIRNDNSSREFGKFIRIHFGTTGKLAKADIETYLLEKSRVTFEFQL
SAERSYHIFYQLMTGHKPELLEALLITTNPYDYPMISQGEITVKSIDDVEEFIATDTAIDILGE
TADEKISIYKLTGAVMHHGAMKFKOKQREEQAEPDGNEAADKIAYLIGINSADMLKALCYPKMK
VGNEMVTKGQTVPQVNNAVSALCKSIYEKMFLWMVVRINEMLNTTNPREFYIGVLDIAGFEIED
YNSLEQLCINFTNEKLOQFFNHTMEFVLEQEEYKKEGIEWAFIDFGMDLAACIELIEKPMGIFEST
LEEECMFPKATDTSFKNKLHDOQHLGKSAAFQKPKPAKGKPEAHEFSLVHYAGTVDYNIAGWLEKN
KDPLNDSVVQLYQKSALKVLALLYVAPE---EGGGKK-
AGKKKGGSFQTVSALFRENLAKLMSNLRSTHPHEVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRIHYGDFKQRYKILNASVIPEGQFIDNKKATEKLLGSIDVDHTQYKFGHTKV
FFKAGLLGALEEMRDEKLVNLVTMTQALARGYVMRKEFVKMMERREATFSTIQYNIRSFMNVKHW
PWMKVYFKIKPLLKSAESEKEMASMKENFEKMKEDLTKALAKKKELEDKMVSLVQEKNDLLQQV
TSESENLCDAEERCEGLIKSKIHLEGKLKETNERLEDEEE INAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTIAKLTKEKKALQEAHQOTLDDLOAEEDKVNT
LTKAKAKLEQQVDELEGSLEQEKKLRMDLERVKRKLEGDLKLAQESTMDLENEKQQSDEKTIKKK
DFEISQFLSKIEDEQSLGAQLOKKIKELQARIEELEEETEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATAAQIEMNKKREADFQKMRRDLEESTLOHEATAAALRKKQADTVAELGEQIDNLQ
RVKOKLEKEKSEYKMEIDDLTSNMEAVAKAKGNLEKMCRTLEDQLSE IKAKSDENSRQLNDMNA
OQRARLOTENGEFSROQLEEKEALVSQLTRGKQAFTQQIEDLKRHVEEEVKAKNALAHAVQSARHD
CDLLREQYEEEQEAKTELOQRGMSKANSEVAQWRAKYETDAIQRTEELEEAKKKLAQRLODAEES
IEAVSSKCASLEKTKQRLOGEVEDLMIDGERANALAANLDKKORNEDKVLAEWKQKYEESHAEL
EAAQKEARSLSTELFKMKNSYEEALDHLETLKRENKNLOQEISDLSEQLGETGKSTHELEKAKK
IVESEKAEIQTALEEAESTLEHEESKILRVOQLELNQVKSEIDRKLAEKDEETEQIKRNSQRVMD
SMOSTLDSEIRSRNDALRVKKKMEGDLNEMEVQLSHANRQAAEAQKQLRNVQGQLKDAQLHLDE
AVRGQENMKEQVAMVERRNTLMOAETEELRAALEQTERGRKVAEQELVDASERVGLLHSONTSL
INTKKKLETDLLOVQGEVDDAVQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNME
VIVKDLOQHRLDEAESLAMKGGKKQLOKLESRVHELEAEVEAEQRRGADAVKGVRKYERRVKELT



YOTEEDKKNVTRLODLVDKLOLKVKAYKROAEEAEEQANTHLSRYRKVOQHELEESHERADIAES
QVNKLRAKSREAG———————

Q05K07 O latipes Fast s --
DAEMEQYGPAAIYLRKPERERIEAQTSPFDAKTAFEVVDPDEMYLKCKLIKREGGKATVETEGG
KTVIVKEDDIHPRNPPKFDKMEDMAMMTHLNEPSVLENLKERYASWMIYTYSGLECVVVNPYKW
LPVYDAQCVSGYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVIQY
FATIAA-LGGKKEQQSSG-
GSLEDQIVAANPLLEAYGNAKTVRNDNSSREGKFIRIHFGSSGKLASADIETYLLEKSRVTYQL
SAERSYHIFYQLMTGHKPELLEALLITTNPYDFPLISMGEITVKSINDVEEFIATDTAIDILGE
NGEEKLGIYRLTGAVMHHGNMKFKOKQREEQAEPDGTEVPDKIAYLMGLNSADMLKALCYPRVK
VGNEMVTKGQTVPQVNNSVSALCKSVYEKMFLWMVIRINEMLDTKQPROQFFIGVLDIAGEFEIED
YNSLEQLCINYTNEKLOQOQFENHTMFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFEFST
LEEECMFPKASDTTEFKNKLYDQHLGKNKAFEKPKPGKGKAEAHFAMVHYAGTVDYNITGWLDKN
KDPLNDSVVQLYQKSSNKLLCYLYAAAGA---GGAKK-
GGKKKGGSFQTVSALFRENLAKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICTKGEFPGRILYGDFKQRYKVLNASVIPEGQFMDNKKASEKLLGSIDVDHSQYKEGHTKV
FFKAGLLGTLEEMRDEKLASLVTMTQALCRGYVMRKEFVKMMERRESIYTIQYNVRSEFMNVKNW
PWLKLYFKIKPLLOSAETEKELQEMKGNYEKMKTDLAAALAKKKELEEKMVSLMOQEKNDLQLQV
AAETENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTIAKLTKEKKALQEAHQOQTLDDLOQAEEDKVNT
LTKSKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESTMDLENDKQQOSDEKIKKK
DFEISQLLSKIEDEQSLGAQLOKKIKELQARIEELEEEIEAERAARAKVEKQRADLSRELEETIS
ERLEEAGGATAAQIEMNKKREAEFQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKOKLEKEKSEYKMEIDDLSSNMEGVAKSKGNLEKMCRTLEDQLSELKAKNDENVRQLNDLNA
QRARLOQTENGEFSRQLEEKEALVSQLTRGKQAFTQOIEELKRLVEEEVKAKNALAHGVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLQEAEES
TEAVNSKCASLEKTKOQRLOGEVEDLMIDVERANSLAANLDKKQRNEDKVLAEWKQKYEESQAEL
EGAQKEARSLSTELFKMKNSYEEALDQLETMKRENKNLOOQEISDLTEQIGETGKSTHELEKAKK
TVETEKSEIQTALEEAEGTLEHEESKILRVOQLELNQVKGEIDRKLAEKDEEMEQIKRNSQRVIE
SMOSTLDAEVRSRNDALRVKKKMEGDLNEMEIQLSHANRQAAEAQKQLRNVQGQLKDAQLHLDD
ALRAQEDMKEQVAMVERRNGLMLAEIEELRAALEQTERGRKVAEQELVDASERVGLLHSONTSL
LNTKKKLESDLVQVQGEVDDAIQEARNAEEKAKKAITDAAMMSEELKKEQDTSSHLERMKKNLE
VIVKDLOHRLDEAENLAMKGGKKQLOKLESRVRELESEVESEQRRGADATIKGVRKYERRVKELT
YOTEEDKKNVARLODLVDKLOLKVKAYKROAEEAEEQANTHMSKLRKVOQHELEEAQERADIAES
QVNKLRVKSRDTG———————

Q98TQ4 N coriiceps Myos
MGDSEMECEFGPAATYLRKPARERIQAQTTPEDAKTAFFVTEPSEMFLKGKLTKKEGGKATVDTL
CGKTVIVKDTEIFPMNPPKYDKIEDMAMMTHLSEPSVLYNLKERYAAWMIYTYSGLFCVTVNPY
KWLPVYDSKVVNGYRGKKRIEAPPHIFSISDNAYQFMLODRENQSILITGESGAGKTVNTKRVI
QYFATIAVAGGKKMEQAS-——--
GSLEDQITAANPLLESYGNAKTIRNDNSSREGKFIRIHFGTTGKLASADIETYLLEKSRVTFEFQL
SAERSYHIFYQLMTGHKPEILEALLITKNPYDYHMISQGEITVKSIDDIEEFIATDAAIDILGE
TLDEKASMYKQTGAVMHHGNMKFKQKQREEQAEPDGTEVADKIAYLMGLNSADLLKALCYPRVK
VGNEYVTKGQTVSQVNNNVSALCKSVYEKMFLWMVIRINEMLATKQSROFFIGVLDIAGEFEIED
YNSLEQLCINFTNEKLQOFEFNHHMEFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFEFST
LEEECMFPKASDITFKNKLYDQHLGKSAAFQKPKPAKGKAEAHFALLHYAGTVDYNVTGWLEKN
KDPLNDSVVQLYQKSSVKLLALLYASNA---EAEGKK-



AAKKKGGSFQTVSALFRENLGKLMTNLRSTHPHEVRCLIPNESKTPGLMONFLVIHQLRCNGVL
EGIRICRKGEFPSRIQYADFKQRYKVLNASVIPEGQFMDNKKASEKLLGSIDVDPTQYKEGHTKV
FFKAGLLGILEEMRDDKLAKLVTMTQALSRGEFLSRTEFQKMMERREATIYSVQYNIRSEMNVKTW
PWMKLYFKIKPLLKSAESEKEMAQMKVDFAKMKEDLAKALSKKKELEEKMVSLLODKNDLQLOM
QSEGETLCDAEERCEGLIKAKIQLEAKCKETSERLEDEEEMNGELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLVEEMSSQDEI TAKLTKEKKALQEAHQOTLDDLOQAEEDKVNT
LTKARVKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDVKLAHETIMDLENDKQQSDEKIKKK
DFETSQLLSRIEDEQTLSAQLOKKIKELQARIEELEEEIEAERAARAKVEKQRSDLSRELEETS
ERLEESGGATSVQIEMNKKREAEFOQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKQKLEKEKSEYKMEIDDLSSNMESVAKSKVNLEKMCRTLEDQLSEMKTKNEEHVRHVNDIGV
QRARLLTENGEYSROMEEKDALISQLTRSKQAFTQOVEEFKRHIEEEVKAKNALAHAVQSARHD
CDLLREQYEEEQEAKSELQRAMSKANSEVAQWRAKYETDAIQRTEELEESKKKLAQRLODAEES
IEAVNAKCASLEKTKQRLLAEVEDLMIDVERANALAANLDKKQORNEDKVLAEWKQKYEESQAEL
EGSLKEARSLSTEMFKLKNSYEEALDHLESLKRENKNLQQEISDLTEQIGENGKTLHELEKGKK
ILEIEKSELQTSLEEAEATLEHEESKILRVQLELTQIKGEVDRKIAEKDEETIDQIKRNSQRVIE
SMOSNLDSEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQASEAQKQLRNVOQGQLKDSLLHLDE
ALRGQEDMKEQVAMVERRNNLMVAEIEELRAALEQTERCRKVAEQELVDASERVGLLHSQONTSL
INTKKKLETDLVQIQGEVEDSVOQEARNAEEKAKKAITDAAMMAEELKKEQDTSSHLERMKKNLE
VIVKDLQIRLDEAENLAMKGGKKQLOKLEARVRELEGEVDAEQRRGAEATIKGVRKYERKVKELS
YOFEEDKKNISRLODLVDKLOLKVKAYKROSEEAEEQANTHLSKCRKVQHEMEEAEERADIAES
QVNKLRAKSREI-=——————

Q05K11 O 1latipes Fast s -=
DAEMEQYGPAAIYLRKPERERIEAQTAPFDAKTAFEVVDADEMY LKCKLIKREGGKATVETEGG
KTVIVKEDDIHPRNPPKFDKMEDMAMMTHLNEPSVLENLKERYASWMIYTYSGLECVVVNPYKW
LPVYDAQCVSGYRGKKRIEAPPHIFSISDNAYQFMLTDRENQSILITGESGAGKTVNTKRVIQY
FATIAA-LGGKKEQQSSG-
GSLEDQIVAANPLLEAYGNAKTVRNDNSSREFGKFIRIHFGSSGKLASADIETYLLEKSRVTYQL
SAERSYHIFYQLMTGHKPELLEALLITTNPYDFPLISMGEITVKSINDVEEFIATDTAIDILGE
NGEEKLGIYRLTGAVMHHGNMKEFKOKQREEQAEPDGTEVADKIAYLMGLNSADMLKALCYPRVK
VGNEMVTKGQTVPQVNNSVSALCKSVYEKMELWMVIRINEMLDTKOSROFFIGVLDIAGEEIED
YNSLEQLCINYTNEKLOQOFEFNHTMEFVLEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFEFST
LEEECMFPKASDTTEFKNKLYDQHLGKNKAFEKPKPGKGKAEAHFAMVHYAGTVDYNITGWLDKN
KDPLNDSVVQLYQKSSNKLLCYLYAAAGA---GGAKK-
GGKKKGGSFQTVSALFRENLAKLMTNLKSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICTKGFPGRILYGDFKQRYKVLNASVIPEGOQFMDNKKASEKLLGSIDVDHSQYKFGHTKV
FFKAGLLGTLEEMRDEKLASLVTMTQALCRGYVMRKEFVKMMERRESTIYTIQYNVRSEFMNVKNW
PWLKLYFKIKPLLOSAETEKELQEMKGNYEKMKTDLAAALAKKKELEEKMVSLLOEKNDLQLQV
AAETENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDESTIAKLTKEKKALQEAHQOTLDDLOAEEDKVNT
LTKSKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESTMDLENDKQQSDEKIKKK
DFEISQLLSKIEDEQSLGAQLOKKIKELQARIEELEEETIEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATSAQIEMNKKREAEFQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKQOKLEKEKSEYKMEIDDLSSNMEGVAKSKGNLEKMCRTLEDQLSELKAKNDENVRQLNDLNA
ORARLOTENGEFSROLEEKEALVSQLTRGKQAFTQQIEELKRLVEEEVKAKNALAHGVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEESKKKLAQRLQEAEES
IEAVNSKCASLEKTKQRLOGEVEDLMIDVERANSLAANLDKKQORNEDKVLAEWKQKYEESQAEL
EGAQKEARSLSTELFKMKNSYEEALDQLETMKRENKNLOQQEISDLTEQIGETGKSTHELEKAKK



SVETEKSEIQTALEEAEGTLEHEEAKILRVOQLELNQVKGEIDRKLAEKDEELEQIKRNSQRVIE
SMOSTLDAEVRSRNDALRVKKKMEGDLNEME IQLSHANRQAAEAQKQLRNVQOGQLKDAQLHLDD
ALRAQEDMKEQVAMVERRNGLMLAEIEELRAALEQTERGRKVAEQELVDASERVGLLHSQONTSL
LNTKKKLESDLVQVQGEVDDAIQEARNAEEKAKKAITDAAMMAEELKKEQDTSSHLERMKKNLE
VIVKDLOQHRLDEAENLAMKGGKKQLOKLESRVRELESEVESEQRRGADAIKGVRKYERRVKELT
YOTEEDKKNVARLODLVDKLOLKVKAYKROAEEAEEMANTHMSKLRKVONEFEEAQERADIAES
QVNKLRVKSRDTG———————

A4PDX4 S undosquamis My --
DAEMAVYGKAAIYLRKPEKERIEAQSKPFDAKAAGYVADVKELYLKCTILKRDGGKVTVKVLTQ
EEKTVKEDDVTPMNPPKYDKIEDMAMMTHLNEASVLYSLKERYAAWMIYTYSGLECATVNPYKW
LPVYDQEVVNAYRGKKRMEAPPHIFSVSDNAFQONMATDRENQSVLITGESGAGKTVNTKRVIQY
FATISVGGGEKKKDAAPG-
GSLEDQITIAANPLLEAYGNAKTVRNDNSSREGKFIRIHFGATGKLSSTDIETYLLEKSRVTEQL
PDERGYHIFYQOMMTNHKPELIEMTLITTNPYDEFPMCSQGQITVASIDDKEELVATDTAIDILGE
TGEEKNYIYKLTGAVLHHGNMKFKOQKQREEQAEPDGTEDADKVSYLLGLNSADMLKALCYPRVK
VGNEYVTKGQTVPQVNNSVAALAKSIYERMFLWMVIRINQMLDTKQARQFFIGVLDIAGEFEIED
FNSMEQLCINFTNEKLOQFFNHHMFVLEQEEYKKEGIIWEFIDFGMDLAACIELIEKPMGIFEST
LEEECMFPKASDTTEFKNKLYDQHLGKTKAFEKPKPAKGKAEAHEFSLVHYAGTVDYNICGWPDKN
KDPLNDSVVQLYQKSSVKPLPVLYPPVE---TGGGKK—-
GGKKKGGSMQTVSSQFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIPQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKVLNASVIPEGQFIDNKKASEKLLGSIDVDHEQYKFGHTKV
FFKAGLLGTLEEMRDEKLAILVTMTQALCRGYVMRKEFVKMMERRESIYTIQYNIRSEFMNVKHW
PWMKVYYKIKPLLKSAETEKELAQMKDNYDKMKTDLATALAKKKELEEKMVSLLOEKNDLQLQV
ASESENLSDAEERCEGLIKSKIQLEAKLKETHERLEDEEEMNAELTAKKRKLEDECSELKKDID
DPELTLAKVEKEKHATENKVKSLTEEMASQDESIAKLTKEKKALQEAHQQTLDDLOQAEEDKVNT
LTKAKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESTIMDLENEKQQSDEKIKKK
DFETAQLLSKIEDEQSMGAQLOKKIKELQARIEELEEETIEAERAARVKVEKQRADLSRELEETIS
ERLEEAGGATAAQIEMNKKREAEFQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKQOKLEKEKSEYKMEIDDLSSNMEAVAKSKGNLEKMCRTLEDQLSELKTKSDENVRQINDMSA
OQRARLOTENGEFTROLEEKEALVSQLTRGKQAFTQQIEELKRHVEEEVKAKNALAHGVQSARHD
CDLLREQFEEEQEAKAELQORGMSKANSEVSQWRAKYETDAIQRTEELEEAKKKLAQRLQEAEEQ
IEAVNSKCASLEKTKQRLOGEVEDLMIDVERANALAANLDKKQORNEDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEEALDQLETLKRENKNLOQOQEISDLTEQIGETGKSTHELEKAKK
TVETEKAEIQTALEEAEGTLEHEESKILRVOQLELNQIKGEVDRKLSEKDEGMEQIKRNSQRVID
SMOSTLDSEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQAGEAQKQLRNVQGQLKDAQLHLDD
ALRSQEDLKEQAAMVDRRNGLMVAEIEELRSALEQTERGRKVAEQELVDASERVGLLHSONTSL
MNTKKKLESDLVQVQGEVDDTVQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
VIVKDLOHRLDEAENLAMKGGKKQLOKLESRVRELEGEVEGEQRRGADAVKGVRKYERRVKELT
YOTEEDKKNVARLODLVDKLOLKVKAYKROAEEAEEQANGY LSKCRKVOHELEEAEERADIAES
QVNKLRAKSRDAG-—-————-—

B27Z9Y7 X laevis Larynge -
GDAEMAVFGEAASFLRKSEKERIEAQNKPEFDAKNTVYIDDTNTLEVKGFITARDGDKITVKTED
GRTETVTESQIYQONPPKYDKIEDMAMMTHLNEPSVLENLKERYAAWMIYTYSGLECITVNPYK
WLPVYNPEVVAGYRGKKRVEAPPHIFSISDNAYQSMLTDRENQSVLITGESGAGKTVNTKRVIQ
YFATVAATIGDAGKKKQADN-
GTLEDQIIQANPLLEAFGNAKTLRNDNSSRFGKFIRIHFGTTGKLSSADIETYLLEKSRVTEQL
SAERSYHIFYQILTNKIPELIEMLLLTTNPYDYPTISQGELKVKSIDDEDEFMATESATIEVLGE



NAEERVSTYKMTGAVMHHGNMKFKQKQREEQAEPDGTEVADKISYLMGLNSADLLKALCYPRVK
VGNEFVTKSQTVPQVCNSVGALCKSVYEKLFLWMVTRINQQLDTKQPRQFFIGVLDIAGFEIFD
FNSLEQLCINFTNEKLQQFFNHHMFVQEQEEYKKEGIEWEFIDFGMDLAACIELIEKPMGIFST
LEEECMFPKATETSFKNKLYEQHLGKCKNFEKPKPGKGKAEAHFSLVHYAGIVDYNTSGWLDKN
KDPLNDSVVQLYQKSSVKLLSFLYSSYASADDSSSKGGGKKKKGSSFQTVSAVERENLNKLMTN
LRSTHPHFVRCLIPNETKTPGIMDNYLITHQLRCNGVLEGIRICTKGFPSRIQYGDFKQRYKIL
NASATPDGQFIDSKKAAEKLLGSIDVDHNQYRFGHTKVFFKAGLLGTLEEMRDEMLAHVITRIQ
SYCRGYLMRIEFKKMNSRREALFVIQYNLRSFMNVKHWPWMKLYFKIKPLLKSAETEKEMANIK
EEYEKIKEALEKAEARKKELEEKMVVLLQEKNDLMLQAQAESETLADAEERCESLIKGKIQLES
KIKEMTERLEDEEESNAELSAKKRKLEDECSELKKDIDELEI TLSKVEKEKHATENKVKNLTED
MAALDDNISKVTKEKKSLQEAHQQTLDDLQTEEDKVNTLSKAKSKLEQQVDDLEGSLEQEKKLR
LDLERTKRKLECDLKLTQETVLDFENDKQQAEERLKKKDYEISQLLSKIEDEQALSSQLOKKIK
ELQARTEELEEEIEAERTVRAKAEKQRALITRELEEISERLEEAGGATAVQIEMNKKRENEFQK
MRRDLEEANLRHETIACNLRKKHADTVAELGEQLDNLQRIKQKLEKEKSELKMEIDDFASNLDN
TSKLKANFEKLNHVLEDQLSEAKAKGEEQQRLLNDLTTHKARLLSENGELSRQGEEKESLISQL
SRGKQAFIQQIEELKRQLEEETKAKNALAHAVQSARHDCDLLREQFEEEQEAKSELQRSLSKAN
NEVSQWRNKYETDAIQRTEELEEAKKKLAQHLQEAEDQVAAVNSKCASLEKTKQRLOSEVDDLM
IDVERSNNAAAALDKKQRNFDKVLVEWKQKYGEGQAELEAALKECRSLSTEIFKMRNAYEEALE
LTETLKRENKNLQQEITDLTEHIGESGKSINELDKARKQVEQQKNEMQAALEEAEGSLEHEETK
FLRIQLELNQVKSEMDKKIAEKDEETEQLKRNNQRATDTLQTTLDSEIRSRNEALRLKKKMEGD
LNELETQLNQANRQAAEAQKQLRNVQTONKDTLLQLDNKERIESDLKEQTIAVLERRTALQLAET
EETRAALEMLDRSCKVAEQELADSSERLQLLRSHVNILTNSKKKLESDVSQLQSEVEESTQEAR
NTEEKAKKATTDAALMAEELKKEQDTSAHLVRMKKNLEQTVKDLQHRLDEAEQLALKGGKKQLQ
KLETRVRELENELENEQKRGVEAVKGVRKYERRMKELTYQNEEDRKNVLRLQODLVDKLOLKVKA
YKRQAEEAEEQANAHMARYRKMQHELGEAEERADIADSQVNKLRAKSRDIGSK-———-
UPIO000D9E164 M mulatta  =———————————mmmmmmmmmm
NPPKFDRIEDMAMLTHLNEPAVLYNLKDRYTSWMIYVSKG-
FCRASPLYKFIPKKHKIIIKAYRGKKRQEAPPHIFSTSDNAYQFMLTDRENQSILITGESGAGK
TVNTKRVIQYFATIAATGDLAKKKDS - -—
GTLEDQIISANPLLEAFGNAKTVRNDNSSRFGKFIRTHFGTTGKLASADIETYLLEKSRVTFQL
KAERSYHIFYQILSNKKPELIELLLITTNPYDYPFISQGEILVASIDDAEELLATDSATIDILGF
TPEEKSGLYKLTGAVMHYGNMKFKQKQREEQAEPDGTEVADKTAY LMGLNSSDLLKALCFPRVK
VGNEYVTKGQTVDQVHHAVNALSKSVYEKLFLWMVTRINQQLDTKLPRQHFIGVLDIAGFEIFE
YNSLEQLCINFTNEKLQQFFNHHMFVLEQEEYKKEGIEWTFIDFGMDLAACTELTEKPMGIFST
LEEECMFPKATDTSFKNKLYDQHLGKSNNFOKPKVVKGRAEAHFSLIHYAGTVDY SVSGWLEKN
KDPLNETVVGLYQKSSNRLLAHLYATFATAD---KKK-
VAKKKGSSFQTVSALFRENLNKLMSNLRTTHPHFVRCI I PNETKTPGAMEHSLVLHQLRCNGVL
EGIRICRKGFPNRILYGDFKQRYRVLNASATPEGQFIDSKKACEKLLASIDIDHTQYKFGHTKV
FFKAGLLGTLEEMRDDRLARLITRTQAVCRGFLMRVEFQKMVQRRESTFCTIQYNTIRSFMNVKHW
PWMKLFFKIKPLLKSAETEKEMATMKEEFQKTKDELAKSEAKRKELEEKLVTLVQEKNDLQLQV
QAESENLLDAEERCDQLIKAKFQLEAKIKEVTERAEDEEE INAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEELSGLDETIAKLTREKKALQEAHQQATLDDLOAEEDKVNS
LNKTKSKLEQQVEDLESSLEQEKKLRVDLERNKRKLEGDLKLAQES T LDLENDKQQLDERLKKK
DFEYCQLQSKVEDEQTLGLQFQKKIKELQARIEELEEETEAERATRAKTEKQRSDYARELEELS
ERLEEAGGVTSTQIELNKKREAEFLKLRRDLEEATLQHEAMVATLRKKHADSVAELGEQIDNLQ
RVKQKLEKEKSEFKLEIDDLSSSMESVSKSKANLEKICRMLEDQLSEARGKNEETQRSLSELTT



OKSRLOTEAGELSRQLEEKESIVSQLSRSKQAFTQQIEELKRQLEEENKAKNALAHALQSSRHD
CDLLREQYEEEQEGKAELQRALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLODSEEQ
VEAVNAKCASLEKTKQRLOGEVEDLMVDVERANSLAAALDKKORNEDKVLAEWKTKCEESQAEL
EASLKESRSLSTELFKLKNAYEEALDQLETVKRENKNLEQETIADLTEQIAENGKTIHELEKSRK
QIELEKSDIQLALEEAEAALEHEEAKILRIQLELTQVKSEIDRKIAEKDEEIEQLKRNYQRTVE
TMQOSALDAEVRSRNEATRLKKKMEGDLNEIEIQLSHANRQAAETLKHLRSVQGQLKDTQLHLDD
ALRGOEDLKEQLATIVERRANLLOAEVEELRATLEQTERARKLAEQELLDSNERVOLLHTONTSL
IHTKKKLETDLMQLOSEVEDASRDARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
OTVKDLOHRLDEAEQLALKGGKKQOIQKLETRIRELEFELEGEQKKNTESVKGLRKYERRVKELT
YOSEEDRKNVLRLODLVDKLOVKVKSYKROAEEADEQANAHLTKFRKAQHELEEAEERADIAES
QVNKLRAKTRDFTS——————

Q9DGD5 P argentata Myos --
DAEMAVYGKAAIYLRKPERERIEAQSKPEFDAKAACYVADVKELYLKALITKKDGAKVTVKVLTE
EERTVKEDDVTPMNPPKFDKIEDMAMMTHLNEASVLYNLKERYAAWMIYTYSGLECATVNPYKW
LPVYDSEVVNAYRGKKRMEAPPHIFSVSDNAFQFMLIDRENQSVLITGESGAGKTVNTKRVIQY
FATISV-GGEKKRDTS---
GSLEDQITAANPLLEAYGNAKTVRNDNSSREGKFIRVHFGATGKLASADIETYLLEKSRVTFEQL
PDERGYHIFYQOMMTNHKPELIEMSLITTNPYDEPMCSMGQITVASIDDKVELEATDNAIDILGE
TSDEKMSIYKMTGAVLHHGSMKFKOKQREEQAEPDGTEDADKVAYLLGLNSADMLKALCYPRVK
VGNEYVTKGQTVPQVNNSVTALAKSIYEKMELWMVIRINEMLDTKQARQFFIGVLDIAGEFEIED
FNTLEQLCINEFTNEKLOQFFNHTMEFVLEQEEYKKEGIVWEFIDFGMDLAACIELIEKPMGIFEST
LEEECMFPKATDTSFKNKLYDQHLGKNKAFEKPKPAKGKAEAHFSLVHYAGTVDYNIAGWLDKN
KDPLNESVVQLYQKSSVKLLPVLYPPVE---T--GGK-
KGKKKGGSMQOTVSAAFRENLGKLMTNLRSTHPHEVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGEFPSRIPYADFKQRYKVLNASVIPDGQFMDNKKASEKLLGSIDVDHDQYREGHTKV
FFKAGLLGTLEEMRDEKLAALVTMTQALCRGYVMRKEFVKMMERREATYTIQYNVRSEFTNVKNW
PWMKVYYKIKPMLKSAETEKELANMKENYEKMKTDLATALAKKKELEEKMVSIVQEKNDLQLQV
ASESENLSDAEERCEGLIKSKIQOMEAKLKETSERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASQDDSLAKLTKEKKALQEAHQQTLDDLQAEEDKVNT
LTKAKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESIMDLENDKQQTDEKLKKK
DFEISQLLSKIEDEQSLGAQLOKKIKELQARIEELEEETEAERAARAKVEKQRADLSRELEEIS
ERLEEAGGATASQIEMNKKREAEFQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKQKLEKEKSEYKMEIDDLSSNMEAVAKAKGNLEKMCRTLEDQLSELKTKNDENVRQINDMSG
OQRARLLTENGEFTROQVEEKEALVSQLTRGKQAFTQQIEELKRQIEEEVKAKNALAHGVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRSKYETDAIQRTEELEEAKKKLAQRLODAEEQ
IEAVNSKCASLEKTKQRLOSEVEDLMIDVERANGLAANLDKKQRNEDKVLAEWKQKYEEGQAEL
EGAQKEARSLGTELFKMKNSYEESLDQLETMKRENKNLOQQEISDLTEQIGETGKSITHELEKAKK
QVETEKSEIQTALEEAEGTLEHEESKILRVQLELNQVKGEVDRKLAEKDEEMEQIKRNSQRVID
SMOSTLDSEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQAAESQKQLRNVOAQLKDAQLHLDD
AVRAQDDFKEQAAMVERRNGLMMAETIEELRVALEQTERSRKVAEQELVDASERVGLLHSQONTSL
MNTKKKLEADLVQIQGEVDDTVQEARNAEEKAKKAITDAAMMAEELKKEQDTSSHLERMKKNLE
VAVKDLOHRLDEAENLAMKGGKKQLOKLESRVRELEAEVEAEQRRGGDAVKGVRKYERRVKELT
YOTEEDKKNVARLODLVDKLOLKVKGYKRQAEEAEEQANVHLSKCRKIQHELEEAEERADIAET
QVNKLRVKSRDIG-=—==---

ABROQ7 H molitrix Myosi -
DAEMAAYGKKTIYLRKPERERIEAQSKPFDAKTACYVADVKELYLKGTIKSKDGGKVTVVLLTK
EERVAKEEDVYPMNPPKYDKIEDMAMMTHLNEASVLYNLKERYAAWMIYTYSGLFRATVSPYKM



LPVYDPEVVTAYRGKKRMEAPPHIEFSVSDNAYQFMQOTDRENQSVLITGESGAGKTVNTKRVIQY
FATVAVSGGDKKKEAS——-
GSLEDQITAANPLLEAYGNTKTVRNDNSSREGKFIRIHFGTSGKLASADIETYLLEKSRVSFQL
PDERGYHIFYQMMTNHKPEPIEMTLITTNPYDFPMCSQGQITVASIDDKEELDATDSATIDILGE
TGEEKMGIYKFTGAVLHHGNMKWKOKQREEHAEPDGNEEADKIAYLLGLNSAEMLKGLCYPRVK
VGNEFVTKGQTVAQVYNSVSALAKSIYERMFLWMVIRINOMLDTKQORNEFYIGVLDIAGFEIFEFD
YNSMEQLCINFTNEKLOQFFNHHMLVLEQEEYKKEGIVWEFIDFGMDLASCIELTEKPMGIFST
LEEECMEFPKASDTSFKNKLYDQHLGKNNAFQKPKPAKGKAEAHFSTLVHYAGTVDYNITGWLDKN
KDPLNESVLQLYQKSSNKLLASLYPAVE-—--T--TKK-
GGKKKGGSMOTVSSQFRENLGKLMTNLRSTHPHEFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRIQYGDFKQRYKVLNAGVIPEGQFMDNKEASEKLLGSIDIDHDEYRFGHTKV
FFKAGLLGTLEEMRDEKLATLVTMTQALCRGYVMRKEYVKMTERRESTYTIQYNIRSEFMNVKHW
PWMKVYYKIKPLLKSAETEKELSGMKEEFTKCKEALAKSEAKKKELEEKMVSLLOQEKNDLQLQV
ASECENLSDAEERCEGLIKSKIQLEAKLKETTERLEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKRATENEVKNLTEEMTSQDESLAKLTKEKKALQEAHQQTLDDLQAEEDKVNT
LTKSKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLSQESVMDLENDKQRSDEKIKKK
DFETSQLLSKIEDEQSLGAQLOKKIKELQARIEELEEETEAERAARAKVEKQRADLSRELEETS
ERLEEAGGANSAQIEMNKKREAEFQKLRRGLEESTLQHEATAAALRKKQADSVAELGEQIDNLQ
RVKQKLEKEKSGYKMEIDDLSSNMEAVAKAKGNLEKMCRTLEDQLSEFKSKNDENSRQINDLSA
QRARFQTENGEFGRQLEEKEALVSQLTRGKQAFTQOQITEELKRHIEEEVKAKNALAHAVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYEVDAIQRTGELEESKKKLAQRLQEAEEQ
VEAVNSKCASLEKTKQRLOQAEVEDLMIDVERANGLAANLDKKQKNFDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEESLDQLETLKRENKNLOQQEISDLTEQLSETGKGIHELEKAKK
TVETEKAETIQTALEEAEGTLEHEESKILRVQLELNQVKSEIDRKLAEKDEEMEQIKRNSQRITE
SMOSTLDSEVRSRNDALRIKKKMEGDLNEMETQLSHANRQAAEARKQLRNVQGQLKDAQLHLDD
AQRGQEDMKEQVAMVERRNALMOQSEIEELRAALEQTERGRKVAEQELVDISERVGLPHSQONTSL
LNTKKKLEADLVQIQSEVDDTVQEARNAEEKAQKATTDAALVAEELKKEQDTSSHLERMKKNLE
VTVKDLOQHRLDEAENLAMKGGKKQLOQKLESRVRELETEVEAEQRRGADAVKGVRKYERRVKELT
YOTDEDKKNVARLODLVDKLOLKVKVYKRQSEEAEEQANGYLSKLRKVQHELEEAEERADISES
QVNKLRVKSRDAG-==—=---

Q98TQ6 N coriiceps Myos -
DAEMSLYGKAATYLRKPERERIEAQSAPFDAKSACYVSDVKELYLKATLIKKDGGKATVKILTE
EERVVKEEEVFPLNPPKYDKIEDMAMMTHVNEASVLYNLKERYAAWMIYTYSGLEFCATVNPYKW
LPVYDAECVSAYRGKKRMEAPPHIFSVSDNAYQFMATDRENQSVLITGESGAGKTVNTKRVIQY
FATISV-SGPKRDASK---
GSLEDQITAANPLLESYGNAKTVRNDNSSREGKFIRTHEFNTAGKLASADIETYLLEKSRVTEFQL
EEERGYHIFYQOMMTGHKPELLELALLTTNPYDFPMCSMGKIVVASIDDKVELEATDNAIDILGE
TNEEKMSIYKMTGAVLHHGNMKEFKQKQREEQAEPDGTDDADKVAYLLGLNSADMLKGLCYPRVK
VGNEYVTKGQTVPQVMNSVPALAKSIYERMFLWMVIRINNMLDTKQARQFYTIGVLDIAGFETIFED
FNTLEQLCINFTNEKLOQQFFNHTMEFVLEQEEYKKEGI IWEFIDFGMDLAACIELIERPMGIFST
LEEECMFPKASDTSEFKNKLYDQHLGKNKAFEKPKPSKGKAEAHFSLVHYAGIVDYNISGWLDKN
KDPLNDSVIQLYMKSSVKLLGLLYPPVE---A--GKK-
GGKKKGGSMQTVSSQFRENLGKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EGIRICRKGFPSRILYADFKQRYKVLNPSVIPEGQFMDNKKASEKLLGSVDVPHDEYKFGHTKV
FFKAGLLGTLEEMRDEKLASLVTLTQALARGYIMRKAFIKMIERREAIYTIQYNIRSFMNVKHW
PWMKVYYKIKPLLOSAETEKELANMKENYDKMKTDLATALAKKKELEEKMVSLLOEKNDLSLQT
ASEGENLSDAEERCEGLIKGKIQMEAKLKETSERLEDEEEINAELTAKKRKLEDECSELKKDID



DLELTLAKVEKEKHATENKVKNLTEEMASQDESTAKLTKEKKALQESHQOQOTLDDLOAEEDKVNT
LTKAKTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESVMDLENDKQQSDEKIKKK
DFECSQLLSKIEDEQSLGAQLOKKIKELQARIEELEEEIEAERAARAKVEKQRADLSRELEETS
ERLEEAGGATSAQIEMSKKREAEFQKLRRDLEESTLOHEATAAALRKKQADSVADLGEQIDNLQ
RVKOKLEKEKSEYKMEIDDLSSNMENVAKAKGNLEKMCRTLEDQLSELKTKNDENVRQINDTSS
OKARLLTENGEYSROQIEEKEALVSQLTRGKQASTQQIEELKRHIEEEVKAKNALAHGLQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRSKYETDAIQRTEELEESKKKLAQRLQEAEEQ
IEAVNSKCASLEKTKQRLLSEVEDLMIDVERANALAANLDKKORNEDKVLAEWKQKYEEGQAEL
EGAQKEARSLSTELFKMKNSYEEALDHLETMKRENKNLOQQEISDLTEQIGETGKSTHELEKSKK
QLETEKTEIQTALEEAEGTLEHEESKILRVQLELNQIKGEVDRKLAEKDEEMEQTIKRNSQRVID
SMOSTLDSEVRSRNDALRIKKKMEGDLNEMEIQLSHANRQASESQKQLRNVQAQLKDAQLHLDD
ALRAQEDFKEQAAMVERRNGLMMAEIEELRAALEQTERSRKIAEQELVDASERVGLLHSONTNL
VNTKKKLETDLVQIQGEVDDIVQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
VAVKDLOQHRLDEAENLAMKGGKKQLOKLESRVRELEAEVEAEQRRGVDAVKGVRKYERRVKELT
YOTEEDKKNVARLODLVDKLOLKVKAYKROSEDAEEQANTHLSKCRKVQHDMEEAEERADIAES
QVNKLRAKSRDSG——————-—

Q8JIP5 O keta Myosin he --
DAEMQAYGKAAIYLRKSEKERMEAQATPFDSKNACYVTDKVELYLKGLVTARADGKCTVTVTKE
EGKEFEEADIYEMNPPKYDKIEDMAMMTYLNEASVLYNLKERYAAWMIYTYSGLECATVNPYKW
LPVYDEEVVNAYRGKKRMEAPPHIFSVSDNAFQFMMIDKENQSTILITGESGAGKTVNTKCVIQY
FATIAV-SGSKK-EVDPS-GSLEDQITAANPLLESYGNAKTVRNDNSSREFGKFIRIHEF -
QAGKLAKADIETYLLEKSRVAFQLPDERGYHIFYQLMTGHKPELVEMTLLTTNPYDEPMISQGH
IAVPSINDKEELDATDDAITILGETNDEKMSIYKLTGAVTHHGNLKEFKOKQOREEQAEPDGTEVA
DKIGYLLGLNSAELLKCLCYPRVKVGNEYVTKGQTVAQVYNAVMALAKSIYERMFLWMVIRINE
MLDTKNPRQFYIGVLDIAGFEIFDYNSMEQLCINEFTNEKLQOQFFNHTMEFVLEQEEYKKEGIVWE
FIDFGMDLAACIELIEKPLGIFSILEEECMFPKASDTTEFKNKEYDOHLGKTKAFEKPKPAKGKP
EAHFSLVHYAGTVDYNITGWLDKNKDPLNESVILMYGKASVKLLATLYPAPP---EDKAKK-
GGKKKGGSMQTVSSQFRENLHKLMTNLRSTHPHFVRCLIPNESKTPGLMENFLVIHQLRCNGVL
EDLRICRKGFPSRITIYADFKQRYKVLNASVIPEGOQFMDNKKASEKLLGSIDVNHEDYKFGHTKV
FFKAGLLGVLEEMRDEKLAALVGMVQALSRGFLMRREFSKMMERRESTIFSIQYNIRSEFMNVKTW
PWMKLYFKIKPLLOSAETEKELANMKENYEKMKTDLAKALATKKHLEEKLVALVQERADLALQV
ASEGQOSLNDAEERCEGLIKSKIQLEAKLKEMTERLEDEEEMNAELTAKKRKLEDECSELKKDID
DLELTLAKVEKEKHATENKVKNLTEEMASLDESVAKLTKEKKALQEAHQOTLDDLOAEEDKVNT
LTKARTKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESTMDLENDKQOADEKTIKKK
EFETSQLLSKVEDEQSLGAQLOKKIKELQARIEELEEEIEAERAARAKVERQRADLSRELEETS
ERLEEAGGATSAQIDMNKKREAEFOQKLRRDLEESTLOHEATAAALRKKQADSVAELGEQIDNLQ
RVKQOKLEKEKSEYKMEIDDLSSNMEAVAKAKGNLEKMCRTLEDQLSELKTKNDENVRQVNDISG
OQRARLLTENGEFGROQLEEKEALVSQLTRGKQAFTQOVEELKRQIEEEVKAKNALAHGVQSARHD
CDLLREQFEEEQEAKAELQRGMSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLODAEET
IEATNSKCSSLEKTKQRLOGEVEDLMIDVERANAMAANLDKKORNEDKVLAEWKQKYEEGQAEL
EGAQKEARSMSTELFKLKNSYEEALDHLETLKRENKNLOQOQEISDLTEQIGETGKSTHELEKAKK
TVETEKSEIQTALEEAEGTLEHEESKILRVOQLELNQIKGEVDRKIAEKDEEMEQIKRNSQRVVD
SMOSTLDSEVRSRNDALRVKKKMEGDLNEMEIQLSHSNROQASEAQKQLRNVQGQLKDAQLHLDD
AVRVAEDMKEQAAMVERRNGLMVAEIEELRVALEQTERGRKVAETELVDASERVGLLHSONTSL
LNTKKKLETDLVQVQGEVDDIIQEARNAEEKAKKAITDAAMMAEELKKEQDTSSHLERMKKNLE
VIVKDLOQHRLDEAENLAMKGGKKQLOKLEWRVRELETEVEAEQRRGVDAVKGVRKYERRVKELT



YOTEEDKKNVGRLODLVDKLOMKVKAYKRHAEEAEEAANQHMSKFRKVOHELEEAEERADIAET
QVNKLRAKTRDSG—=—————

UPIOO0ODA357F R norvegi -
SDAEMATIFGEAAPYLRKSEKERIEAQNKPEFDAKTSVEVAEPKESYVKSVIQSKEGGKVTVKTES
GATLTVKEDQVEFPMNPPKYDKIEDMAMMTHLHEPGVLYNLKERYAAWMIYTYSGLECVTVNPYK
WLPVYNPEVVAAYRGKKRQEAPPHIFSISDNAYQFMLTNRENQSILITGESGAGKTVNTKRVIQ
YFATIAVTGEKKKEE--5G-
GTLEDQIISANPLLEAFGNAKTVRNDNSSREGKFIRIHFGTTGKLASADIETYLLEKSRVTEQL
KAERSYHIFYQITSNKKPELIEMLLITTNPYDYAFVSQGEITVPSIDDOQEELMATDSAIDILGE
SPEEKVSIYKLTGAVMHYGNMKFKOKQREEQAEPDGTEVADKAAYLOQSLNSADLLKALCYPRVK
VGNEYVTKGQTVQQOVYNAVGALAKAVYEKMFLWMVTRINQQLDTKQPROQYFIGVLDIAGEFEIED
PLGIFSILEEECMEFPKATDTSEFKNKLYDQHLGKSNNFQKPKPTKGKAEAHEFSLIHYAGTVDYNI
TGWLDKNKDPLNDTVVGLYQKSAMKTLASLEFSTYASAE-—--TLK-
GAKKKGSSFQTVSALFRENLNKLMTNLRSTHPHFVRCIIPNETKTPGAMEHELVLHQLRCNGVL
EGIRICRKGFPSRILYGDFKQRYKVLNASAIPEGQFIDSKKASEKLLGSIDIDHTQYKFGHTKV
FFKAGLLGLLEEMRDEKLAQIITRTQAVCRGYLMRVEYQKMLLRRESIFCIQYNIRAFMNVKHW
PWMKLFFKIKPLLKSAETEKEMATMKEEFOQKTKDELAKSEAKRKELEEKMVTLLKEKNDLQLQV
QSEADSLADAEERCEQLIKNKIQLEAKIKEVTERAEDEEEINAELTAKKRKLEDECSELKKDID
DLELTLAKVERKEKHATENK----=-=-="="="="="="="="=""=-"="—"—"="—"—"—-—"——"—"—"——"——"——"——~——~——~——— ——
LEGSLEQEKKLRMDLERAKRKLEGDLKLAQESTMDIENDKQQLDEKLKKKEFEISNLISKIEDE
QAVEIQLOKKIKELQARIEELEEEIEAERASRAKAEKQRSDLSRELEEISERLEEAGGATSAQV
ELNKKRETEFQKLRRDLEEATLQHEATSAALRKKHADSMAELGEQIDNLORVKOKLEKEKSELK
MEIDDLSSNAEATAKAKGNLEKMCRTLEDQVSELKSKEEEQQRLINELTAQRARLQTEAGEYSR
QOLDEKDALVSQLSRSKQASTOQQIEELKRQLEEETKAKNALAHALQSSRHDCDLLREQYEEEQEG
KAELQRALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLOAAEEHVEAVNAKCASLEKT
KORLONEVEDLMLDVERTNAACAALDKKQRNEFDKVLSEWRQKYEETQAELESCQKESRTLSTEL
FKVKNAYEESLDQLETLRRENKNLQQEISDLTEQIAEGGKHIHELEKIKKQVEQEKCETQAALE
EAEASLEHEEGKILRIQLELNQVKSEIDRKIAEKDEEIDQLKRNHIRVVETMOSTLDAETIRSRN

DTQLHLDDALRGQEDLKEQLAIVERRANLLOQAEIEELRATLEQTERSRKIAEQELLDASERVQL
LHTONTSLINTKKKLENDVSQLQSEVEEVIQESRNAEEKAKKAITDAAMMAEELKKEQDTSAHL
ERMKKNLEQTVKDLOQHRLDEAEQLALKGGKKQIQKLEARVRELEGEVENEQKRNAEAVKGLRKH
ERRVKELTYQTEEDRKNVLRLODLVDKLOAKVKSYKROAEEAEEQSNVNLAKFRKLOHELEEAE
ERADIAESQVNKLRVKSREVHTK-—-—--

UPIOOO0OODA33E7 R norvegi = ———————————————————————————

VNPYKWLPVYNPEVVTAYRGKKRQEAPPHIFSTISDNAYQFMLTDRDNQSTLITGESGAGKTVNT
KRVIQYFATIAVTGEKKKEQQPG--NSLEDPDIQLNPAL-CXGMQASVTHTQ-—--———-—

IRLVIGCTGKLASADIETYLLEKSRVTFOLSSERSYHIFYQIMSNKKPELIDLLLISTNPEDEP
FVSQGEVTVASIDDSEELLATDNAIDILGEFSPEEKVGIYKLTGAVMHYGNMKEFKQKQREEQAEP
DGTEVADKAGYLMGLNSAEMLKGLCCPRVKVGNEYVTKGONVQQOVTNSVGALAKAVYEKMFLWM
VTRINQOQLDTKQPRQYFIGVLDIAGFEIFDEFNSLEQLCINFTNEKLOQFFNHHMEFVLEQEEYKK
EGIEWEFIDFGMDLAACIELIEKPMGIFSILEEECMFPKATDTSFKNKLYDQHLGKSNNEFQKPK
PAKGKAEAHFSLVHYAGTVDYNIAGWLDKNKDPLNETVVGLYQKSSLKLLSFLESNYAGAE---



GKK-
GGKKKGSSFQTVSAVEFRENLNKLMTNLRSTHPHEFVRCLIPNETKTPGVMDHY LVMHQLRCNGVL
EGIRICRKGEFPSRILYADFKQRYRILNASAIPEGQFIDSKNASEKLLNSIDVDREQFREGHTKV
FFKAGLLGLLEEMRDEKLVTLMTRTQAVCRGYLMRVEFKKMMERREATFCIQYNVRSFMNVKHW
PWMNLFFKIKPLLKSAEAEKEMATMKEDFERAKEELARSEARRKELEEKMVSLLOEKNDLQLQV
OSETENLMDAEERCEGLIKSKIQLEAKVKELNERLEEEEETNSELVAKKRNLEDKCSSLKRDID
DLELTLTKVEKEKHATENKVKNLSEEMTALEETISKLTKEKKSLOEAHQOQTLDDLOQVEEDKVNG
LMKINVKLEQQTDDLEGSLEQEKKLRADLERVKRKLEGDLKMSQESIMDLENDAQQLEEKLKKK
EFEMSQLOTRIDDEQILSLOLOKKIKELQARTEELEEEIEAEHTVRAKIEKQRSDLARELEETS
ERLEEASGATSAQIEMNKKREAEFQKLRRDLEEATLOHEATAATLRKKHADTVAELGEQIDNLQ
RVKOKLEKEKSELKMEIDDMASNIEAVSKSKSNMERMCRSVEDQEFNE IKAKDDQQTQLIHDLNM
OKARLOQTONGELNHQVEEKESLVSQLTKSKQALTQQLEELKRQLEEETKAKNALAHALQSSRHD
CDLLREQYEEEQEGKAELQRALSKANSEVAQWRTKYETDAIQRTEELEEAKKKLAQRLOQEAEEN
TEASNSKCASLEKTKORLOGEVDDLMLDLEKANTACATLDKKQRNFDKVLAEWKQKLDESQAEL
EAAQKESRSLSTEIFKMRNAYEEVVDOQLETLRRENKNLOQEEISDLTEQIAETGKNLOQEVEKTKK
OMEQEKSDLOQAALEEVEGSLEHEESKILRVQLELSQVKSELDRKVTEKDEETIEQIKRNSQRAVE
AMQSVLDAEIRSRNDALRLKKKMEGDLNEME IQLSHANRQVAETQKHLRTVQGQLKDSQLHLDD
AQRSNEDLKEQLATVERRNGLLOEELEEMKVALEQTERTRRLSEQELLDSSDRVQLLHSONTSL
INTKKKLEADLAQCQAEVENSIQESRNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLE
OTVKDLOHRLDEAEQLALKGGKKQIQKLEARVRELESELDAEQKRGAEALKGAHKYERKVKEMT
YOAEEDRKNILRLODLVDKLOAKVKSYKROAEEAEEQANTQLSRCRRVOHELEEAEERADIAES
QVNKLRAKSRDVGGQKMEE -
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AAQYLRLSREKITIENQTQKPDGKKYVWEPDKAEAYVKGELIKTEKGKCTIKSIAEGEMTVKEDD
LOEMNPPRYEKCEDMAGMTFLNEASVLNNLRSRYESFMIYTYSGLECVTVNPYKMLPVYAPYVI
AAYKGKRRTEMPPHLYSTIADNAYTEMLMNRENQSMLITGESGAGKTVNTKKVIQYFALVAAYGA
SODDGK—-—---
GTLEDQIVQCNPAMEAFGNAKTVRNDNSSRFGKFIRIHFGSTGLLASGDIEHYLLEKSRVIYQQ
EGERNYHIFYQIISGSKPELIDQLLVTKDPYDYKSISQGVVSVDNLDDGAELLLTDDAFRVLGE
NOQEEITGIYRIMAGIMHQONMKEFKNKOQREEQAEPDGTEDADKVAYLFGLNSADEIKYICHPRVK
VGNEYVTKGQSCNQVSYGMGALSKGLFGRHEDWLVKLINQTLSTKLPRSFFIGVLDIAGEFEIED
SNSFEQLCINFTNEKLOQFFNHHMEVLEQEEYKKEGIDWVEFIDFGMDLAACIELIEKPLGIMST
LEEECMFPKASDDTEFKDKLYQONHLGKSKAFGKP-
VKKTKYEAHFELYHYAGTVAYNICGWLEKNKDPLNNSVVDLYKKASLKLMOQTIWEGISPEEASG
GGKGGKRKKGGSFMTVSSLHRQSLNSLMTNLRSTAPHEVRCLIPNERKCPGEMESHLVLHQLRC
NGVLEGIRICRKGEFPNRVPYGDFKORYRILNPNAAPEGQFMDSKKASEKLLGSIDIDHESYKLG
HTKVFFRAGMIGRLEELRDNKLASTFKLLOQARMRGMLMRKEYQKMIERRQACRITIQSNLRAFFG
MANCEWMKLMFKIKPLLKTAESAKELEEMEKEFAETKVNLEKETKRRKELEEMQVSEFIQEKNDL
VMQOLOQAQODQIDDGEDRCDQLIKTKVELDGKIKELTERLEDEEELNNELVSKKRKLEDECSELK
KDIDDLEITLAKVEKEKHATENKLKNLOQEELATQDEQIAKLOKEKKALQEAHQQTLDDLOSEED
KVNSLTKOKAKLEQQVDDLEASLEQEKKLRMELERTKRKLEGDLRLTQETVMDLENDKQRLEEK
LKKOEFEYSQLATKLEDEQALVSQLOKKIKELQARIEELEEELEAERAARAKVEKQRADLSREL
EELSERLEEAGGATAAQIELNKRREAEFAKLRRELEESNLGHEATVSTLRKKNADTSSEMSEQT
DNLORVKQKLEKEKSEMKMEIDDLASNVESVTKAKLNYEKMARNLEEQLNETKMKNDNETKEVN
ELNAAKARLSSENGEFGRQLEEREHLMAQLTRSKNSSSQQIDELKRVVEEETKAKAALAHAVQA
SREDNDLLREQYEEEQEAKAELQRALSKANAEVAQWRNKYETDAIQRTEELEEAKKKLATRLQE
AEEQVEAMOAKASSLDKTKNRLOSELEDLTIDLEKSNSAAAALDKKORNFDKILAEHKQKAEET



QVELEQSQKEARSLSTELFKMKNAYEESLDALETVKRENKNLQEETADLTDQLGEGGKSIHELE
KAKRTLEHERNEMOSALEEAEGAIEGEESKVLRLOVELAQIKQEFERRLAEKEEEVDNQRRNQQO
RSIESMOQTTLDSESKARQEAVRIKKKMEGDLNDLEIQLGHANRQASEAQKQAKSIQSHVKDLEM
QVDEAQRHAEDLQEQSAVIERRGNLLTAETEELRSALEQAERGRKLAETELLESSERSNLLHTQ
NTALINQKRKLEGELQTMQGEVEESVQEQRNAEDKAKKAIVDAATMAEELKKEQDLSSHLERMK
KNMEQTVKDLOORLDEAENTIALKGGKKQVOQKLETRIRELENELDSEQRRNGDSVKSQRKIERRL
KEVSYQGEEDKKNLTRIQDLVDKLOIKVKTYKROAEEAEEQANTNLSKYRKLOHELDDAEERAE
MAESQLNKMRSKAQEWELEKLQEE

025142 H roretzi Embryo
MATLDLSIFQDAAPYLRMSQEELLVLOQTQKPDGKKYVWVPNKEKAYTKGEVISTIEGGKAKLKTC
DEGEVTVKEDDLQLMNPPRYNKCEDMVNMTHLNEASVLRNLNDRYTAFMIYTYSGLFCVTVNPY
KMLPVYAPYVIQAYRGKRKTEMPPHLYSTADNAYTEMLMNRENQSMLITGESGAGKTVNTKKVI
QYFALVAADSVAQNDDK————
GTLEDQIVQCNPAMEAFGNAKTARNDNSSRFGKFIRIHFGATGSLASGDIEHYLLEKSRVIWQOQ
AGERNYHIFYQITISGGKPELIDQLLVTKDPYDFKSISQGVVVVENLDDAQELLLTDEAFHILGEF
TOQEEINGIYRIMAGIMHQONMKFKNKQREEQAEPDGTEDADKVAYLEGMNSADFLKYICHPRVK
VGNEFVTKGQTVPQVTYSIGGLSKGIFEKHFNWLVKIINQSLSTKLPRSYFIGVLDIAGFEIFD
FNSFEQLCINEFTNEKLOQFFNHHMFVLEQEEYKKEGIDWVFIDFGMDLAACIELIEKPLGIMSI
LEEECMFPKATDNSFKEKLYONHLGKTKAFGKP-
VKKTKFEAHFELHHYAGTVAYSVTDWLEKNKEPLNNSVVELYKKCSLKLMQTIWEGVSADDSSG
GGKGGKRKKGGSFMTVSSMHRESLNKLMTNLRSTAPHFVRCIVPNDTKTPGEMDPHIVLHQLRC
NGVLEGIRICRKGFPNRLPYGDFKQRYRILNPNAVPEGQFVDSKKGSEKILSSLEIDHTQYKLG
HTKVFFRAGMLGVLEELRDDKLSSIFKLIQARLRGKLMKIEYNKLIEQRVAVRVIQSNLRAFFG
VRDWEWMKLMFKIKPLLOQTAEAAKEMEQLEAENEELKTNYEKEMKRRKELEESQVSLIQEKNDL
LMQLOSEQDRIEDAEDRCDQLIRTKVELDGKIKEIQERLEDEEELNNELVSKKRKLEDECSELK
KDIDDLEITLARKVEKEKHATENKLKNLOQEELASQDEQIAKLOKEKKALQEAHQQTLDDLOSEED
KANSLTKQKAKLEQOQVDDLEASLEQEKKLRMDLERTKRKLEGDLRLTQETVMDLENDKQRLEEK
LKKQEFEYSQLATKLEDEQALVMOLOKKIKELQARIEELEEELEAERAARAKVEKQRADLSREL
EELSERLEEAGGATAAQIELNKRREAEFSKLRRELEESNLAHEATVSTLRKKHADSSAEMSEQTI
DNLOQRVKQKLEKEKSEMKMEVDDLAANVESITKAKLNYEKMARNLEEQFSESKTKCDNFCKEVN
ELNAAKARFASENGELSROQLEEREHLMAQLTRTKNSSSQQIEELKRVVEEETKAKAALAHSVQA
SRHDNDLLREQYEEEQEAKAELQRALSKANAEVAQWRNKYETDAIQRTEELEEAKKKLATRLQE
AFEEQVEATQAKCASLDKTKNRLQGELEDLTIDLERSNSAAAALDKKQRNEDKVLAERKQKEEET
OVELEQAQKEARGLSTELFKMKNSYEESLDALETVKRENKNLQEEIADLTDQLGEGGKSIHELE
KAKRTLEHERNEIQAALEEAEGAIEGEESKVLRLOQVELAQIKQDFERRLSEKEEEIENTRRNQQ
RALESMQTTLDSESKSROQEAVRMKKKMEGDLNDLEIQLGHATRQASESQKSVKTFQAHVKDLEL
QOVDESQRHSDDLQEQFAVIERRENLIKAEIDELRSALEQAERGRKLAETELLESSERSNLLHTQ
NTALINQKRKLEGELONVQSEVEEAVQEQRNAEEKAKKAITDAAMMAEELKKEQDLSSHLERMK
KNTEQTVKDLOORLDEAEQVALKGGKKQVOQKLETRVRELENELDSEQRRNGESVKNQRKTERKL
KEVTYQAEEDKKNLVRIQDLVDKLOIKVKTYKROQSEEAEEQANONMSKYRKLOHELDDAEERAD
MAESAFNKLRSKARDM--=-=————-
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LDIRNAPYSAKTACWVPDKEFGYIKGEKLGEKDGKIEVKRIDDKVKLYKPEQVEQONPPKYELL
EDMANMTNLSEATVIHNLKSRYERFLIYTYSGLFCVTVNPYKWLPVYDPHVVGCYANKRKTEMP
PHIFSVSDNAYNDMLRNRENQSMLITGESGAGKTVNTKRVIQYFATVAAIKDDAGADGDCKLGT
LEDQIVAANPAMEAFGNAKTIRNDNSSRFGKFIRIHFGGTGKLSSGDIDTYLLEKSRVIFQLPT
ERCFHIFYOMCTGHKPEINEMCMISTDPYDYQYCSIGEITVKSINDTEELDATDESFDILGEFTE



EEKTATIYKITAGLMHTGNTEFKOKPREEQAEPDGTEDAEKIGYLFGINAADWLKAICTPKVKVG
TEYVTKGQTVDQVYYALGAIAKAVFDRLEFKWLVDVVNRALSTDLPRNYFIGILDIAGFEIFEEN
TEFEQLCINYTNEKLQOFEFNHHMEFILEQEEYKREGIEWEEF IDFGMDLOATIELIEKPLGIMSILE
EECIVPKATDMTYRDKLFQOHLGKTKSIGKLK-
KOGKFEAHFEIYHYAGTVAYNVTDWLLKNKDPLNNSLVSLEFKNSTLSACKKIWESVSADDKGGG
KKGGKRQOKGGSFQTVSALHRESLLRLMTNLHATQPHEVRCIIPNEQKRPGEFMDNNLVLHQLRCN
GVLEGIRICRKGEFPSRVEYAEWKQRYTILNAKVIPQKGFMDNKKACERLLESLDVSPEVYREGH
TKLEFKAGVIGQLEELRDDKIGQILTKLOSFIRSKIAKEKYLOQVVAERDGAMVIQANWRAYVQL
ADWPWMHLIYKIRPLLNSAEKRKEMDELKTEYDDIKKQLEIETAMRKKLEDAYVKYTQEKNKET
AMMNGEGDALADAEDRAEALSKSKIQLDGQIKELQERLEDEEEINHDLVNKKAKLEREKRELQK
DIEELESTLAKVEQEKVSLEEKVKENCDALGNTEEHMDKLAKEKRALQEQHQQVLDDLQVEEDK
VHSLAKAKNKMEQLVDDLDSALSHEKKCRVDLERQKRKLEGDLRLNQETIMDLENDKQRLEEKT
KKAEFESNQIRTKCEDEQALIAQLSKKIKELLARIEELEEELEAERAAKAKSEKARMEISRELE
EFAERLDVATNATTSQIEKSKKRDAELAKLARDMEELTLAQESQIVSLRKKHADHTSEIGETIE
NLTRIKCKLEKERSEMRMEADDLLSTIDTLTKQRVLLEKQOMRTTEDQEFNDLQEKYDKSERELSD
ANASKARGIAEYNELKRLVEEKEAMNSQLNRQKNSVNQQIEETKRAFEEDSKVKNSLAHQYQNA
VHDAELLKEQYDDEVECKHELQQQOLTKSQGEIQHWKGKYETDAIQKTEELEDAKKKLSTRLGDV
EEQVETISAKCGSLDKSKTRYQGEIETITISLEKTNNQISTLEKKQKTEDKLVEDSVTRONQLA
FEVEAANKSARERSTEVYKLRNVYEETIEHTETLMREVKQTQEELVDLODONSETQRHISELER
AKRESEVELNQLQAQYEESEAAVEQEENKILRIQOMELNELKNDYEIRIREKEDDIDSSRRNAQR
STDSLONSLDAETKSRAEATIKGKKKLEGEMADVEVQLAHSSPOQKNEFQRQVKDIMAEIKENDIA
IEEVERVCESIRENFAISNRRNKISSEETIAELRSNFESLERARKVAEGELNEARDRANMLHTOQON
AALMNQKRKYDKDVQALTDEVDEATTEAKNAAEKAKKAVTDAVGMADELRKEQDQSMHLQOKSRK
TLEGVVKELQORLTDTEQQAMKGGKKQQQORLESKIREMEGELESETRRGCEAQKTLRKTERKLK
ELQYATEEDSKKSSRLODLADQLOQLKVKSYKRAAEEAEENANKNLALYRKFHHELDESEERAET
AEAALCKVRSHSK-————————-
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YLOVGKKAQLESQAQSFDGKKMCWINDDKQGY IKCEILSTKGEECTVKTATGKQVTVKKDDTQQ
MNPPKFEKIEDMAGMTYLNEASVLENLROQRYYSGLIYTYSGLFCVAINPYRRLPIYTDKVVMLY
KGKRRTEMPPHVYSTIADNAYHDMLONHENQSMLITGESGAGKTENTKKVIQYFANIASVTGGKL
QODTPEGGNLEDQVIQTNPPLEAFGNAKTIRNDNSSREGKEFIRIHFGTSGKLAGADIETYLLEK
SRVIRONGVERSYHIFYQICSGYRQDVLDTLLLEKGCKTYCFONQGEVEIDGVDDVEEFKLTDD
ALDVLGFSFEEKMSMYKMCATIMHEGNVEWKQRPREEQAETIESTTIIDKVAFLEGINPQELVKN
LLKPRIKVGNEYVSQGRTKAQVVYSVGALAKAIYNRLESWLVOQRVNKTLATKATKAFEFIGVLDI
AGFEIFDENTFEQICINLTNEKLOQOFFNHHMEVLEQEEYKREGINWVEIDFGLDLODTITLIEG
OMGVFAMLEEECMFPKATDFTEFLEKLLKQH-
ANNAKITKPSKNVKKHAVHFETHHYAGTVDYNVESWLDKNKDPLNEAVVELFRKSTDELLATIFE
TDAAAAG——-
RGRGSGRKKGGSFQTVSALHREQLTRLLATLYNTQPHFVRCIIPNEKKAPGVIDAFLVLHQLAC
NGVLEGIRICRKGEFPNRLPFGEFKQRYAILAPSAIPQG-
FLDSRKASDMLLKALPLEENEFRMGHTKVEFRAGVLGKLEEWRDDRLAETITISMIQAQIRGYLGR
IEFKKMLDOKLGLGVIQRNLRKYLILRNWGWWRLY TKVKPLLNVARAEDEMKAKDDVIKKAKEL
LKKEGDARKAMEEKNADLLKEKADLLAQLNSEAESSAEIEEKFTKMMSLKADLOQTQLTDLODRL
EEEEDAGASASAARRKLEQESSELKRDIEDLEISLTKSEEEKKQKDAATRSLNDDIAAQDEVIG
KLSKEKANLEEEHNKTLDALAQEEEKANHLSKVKAKLEASVDELEDGLEHEKKIRADVEKVKRK
LEGDLKMTQETVEELEHAKREAEESTIKKRDFEVSQLNTRLEDEQSLVAQLORKIKELQARIEEL
EEELEAERONRAKAEKQRADVTRELEDLGDRLEEQGGATAAQIEVNKRREAELSKLKREIEDQT



VOHESVASQLRKKHTDSVAELTENLESVNRNKSKMEKERTQLRVELEDVSSNMDY ITKAKLNAE
KSCHQLESQLSEANAALNERDRAINDLONSKSRLGSENSDLARQLEDLENQLSQLNKTRMSLSM
OMEEYKRSSDEESRAKNSLASQLROLOADNDQLRDQVEEESEARAEVOQRILTKVNGELNQMRAK
FDGEAVQRAEELEEAKRKLMIRLAQVEEELSSALSKNGSLEKTKARLTGEVEDLQLDLERSNQL
CATLEKKQRNEDKDLAVWKEKCESLAVELDMSQREARTYSTELFKVKNSYEESLEVIVNVRRDN
KSLODEIQDLTDQLGEGGKNCHELOQKLVKRLELEKDELRVALEEAEAHLEAEEAKVIRAQLETIT
OQVKQECDRRIIEKDEEFEITRKNHERSMESMOQASTLEAELKAKSDAQRLKKKLEGEVNDLEIQLD
HANRNSAEATKTIKKLOMOVKELQATVDEETRAREDMRDOQLOITERRSMMLIQELEEVRSALET
TERLRKLAEGDLODANDRLAEVSAQNHVLSNQRRKAEAELQTLTAELEDAINEARNNDDNAKKA
IADATRLADELRTEQEHSVQIEKFRKSLEVQIKDMOQVRLDEAEAAALKGGRRT IEKLEARLRDL
EGELEMEARRRSDAEKAVRROQERRVKEIIFQSEEDRKITERIQESCDKLTIKCKTLKRQLEESE
ENVNONLAKYRNAQRDLEDYEERVELAETQVNKYRAKQR-———=—————
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KRLVWVPSEKQGFEAASIKEEKGDEVVVELVNGKKVTVGKDDIQKMNPPKEFSKVEDMAELTCLN
EASVLHNLRERYFSGLIYTYSGLECVVVNPYKHLPIYSEKIVDMYKGKKRHEMPPHIYATADTA
YRSMLQDREDQSILCTGESGAGKTENTKKVIQYLAVVASSKGKKDTSITEGPGELEKQLLQANP
ILEAFGNAKTVKNDNSSRFGKFIRINEFDVTGYIVGANIETYLLEKSRATIRQARDERTFHIFYYM
IAGAKEKMRDLLL--
EGENNYTFLSNGFVPIPAAQDDEMFQETVEAMAIMGESEEEQLSILKVVSSVLOQLGNIVEFKKER
NTDQASMPDNTAAQKVCHLMGINVTDFTRSILTPRIKVGRDVVOKAQTKEQADFAVEALAKATY
ERLFRWILTRVNKALDTHRQGASFLGILDIAGFEIFEVNSFEQLCINYTNEKLOQLEFNHTMEIL
EQEEYQREGIEWNFIDFGLDLOQPCIELIERPPGVLALLDEECWEPKATDKSEVEKLCTEQ-
GSHPKFQKPKQLKDKTE—-—
FSITHYAGKVDYNASAWLTKNMDPLNDNVTSLLNASSDKEVADLWKDDRIVGTESSLPSASKTK
KGMFRTVGOLYKEQLGKLMTTLRNTTPNEVRCIIPNHEKRSGKLDAFLVLEQLRCNGVLEGIRI
CROGFPNRIVFQEFROQRYEILAANATIPKG-
FMDGKQACILMIKALELDPNLYRIGQSKIFFRTGVLAHLEEERDLKITDVIMAFQAMCRGYLAR
KAFAKRQQQOLTAMKVIQRNCAAYLKLRNWOWWRLETKVKPLLOVTRQEEEMOAKEDELQKTKER
QOKAENELKELEQKHSQLTEEKNLLOEQLOAETELYAEAEEMRVRLAAKKQELEETILHEMEARL
EEEEDRGQOLOAERKKMAQOMLDLEEQLEEEEAARQKLOLEKVTAEAKTIKKLEDE ILVMDDONN
KLSKERKLLEERISDLTTNLAEEEEKAKNLTKLKNKHESMISELEVRLKKEEKSRQELEKLKRK
LEGDASDFHEQIADLOAQIAELKMOLAKKEEELOQAALARLDDETIAQKNNALKKIRELEGHISDL
QEDLDSERAARNKAEKQKRDLGEELEALKTELEDTLDSTATQQELRAKREQEVTVLKKALDEET
RSHEAQVQEMROKHAQAVEELTEQLEQFKRAKANLDKNKQTLEKENADLAGELRVLGQAKQEVE
HKKKKLEAQVQELQSKCSDGERARAELNDKVHKLONEVESVTGMLNEAEGKAIKLAKDVASLSS
QLODTQELLQEETROKLNVSTKLRQLEEERNSLODQLDEEMEAKONLERHISTLNIQLSDSKKK
LO-
DFASTVEALEEGKKREFQKEIENLTQOQYEEKAAAYDKLEKTKNRLOQQOELDDLVVDLDNQRQLVSN
LEKKQRKFDQLLAEEKNISSKYADERDRAEAEAREKETKALSLARALEEALEAKEELERTNKML
KAEMEDLVSSKDDVGKNVHELEKSKRALETOMEEMKTQLEELEDELQATEDAKLRLEVNMQALK
GOQFERDLOQARDEQNEEKRROLOROLHEYETELEDERKQRALAAAAKKKLEGDLKDLELQADSAT
KGREEATKQLRKLOAQMKDEFQRELEDARASRDEIFATAKENEKKAKSLEADLMQLOEDLAAAER
ARKQADLEKEELAEELASSLSGRNALQDEKRRLEARTIAQLEEELEEEQGNMEAMSDRVRKATQQ
AEQLSNELATERSTAQKNESARQQLERONKELRSKLHEMEGAVKSKFKSTIAALEAKIAQLEEQ
VEQEAREKQAATKSLKQKDKKLKEILLOVEDERKMAEQYKEQAEKGNARVKQLKRQLEEAEEES
ORINANRRKLORELDEATESNEAMGREVNALKSKLR-—====————






Figure S4. Training Algorithm

The algorithm creates a 3-way classifier that wraps an SVR classifier. The SVR
classifier M, for every x, gives a prediction M(x) and probability estimates for both
possible targets p(x,Pathogenic) and p(x,Benign). The classifier uses the Radial
Basis Function (RBF) kernel, which requires two parameters: C and gamma. The
training algorithm performs an exhaustive search to find these parameters, as
recommended by the SVR library, libSVM (Chang and Lin).

input: training data D (consists of 90% of full data set
for each cross-validation run, 100% for creation of final
classifier), minimum coverage threshold tCov

output: 3-way classifier K

1. search (exhaustively within a range of values) for
kernel parameters C and gamma that maximize accuracy on
D

2. train SVR model M on D using C, gamma

3. compute predictions and probability estimates for data
D using M

4. set thresholds tPathogenic, tBenign that maximize
accuracy of M on D while keeping coverage above tCov.

5. Return the following 3-way classifier K:

1. K(x) = 'Benign' if M(x) = Benign and p(x,Benign) >
tBenign,
2. else 'Pathogenic' if M(x) = Pathogenic and

p (x, Pathogenic) >tPathogenic,
3. else 'NoCall'



Figure S5. Validation Algorithm
Ten-fold cross-validation algorithm for the variant classifier.

input: all data D, minimum coverage threshold tCov
output: average accuracy of the 10-fold cross-validation
A average

1. Split D randomly into 10 parts (D train i)

2. For i = 1..10:

2.1 train classifier using D train i, tCov to create
trained classifier K i (procedure in Supplementary Figure
S3)

2.2 apply K 1 to the rest of the data (D - D test 1),
compute accuracy A i
3. Return average (A 1)



Figure S6. Splice Site Inference

A screenshot of Alamut 1.5 (Interactive Biosoftware, 2009), standard software
used for interpreting mutations in clinical laboratories. This shows that the variant
MYBPC3 Glu258Lys is predicted to affect splicing. This is an example of the
interface clinical laboratories typically use to view splice site predictions.
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