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We provide the Mathematica code for the example “Dimer transcription factor with negative 
feedback”. In this code, the same mathematical notations are used as shown in the main 
manuscript and the data for Figure 8B is obtained. 

 



 

No negative feedback ( =0.00001)  

 



 

With negative feedback (  = 0.25)  

 

 



 
without feedback, = 25 for the connected case. 

 

without feedback, = 50 for the connected case.  
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