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Giardia                                                   MLPALITPLVRSLTKNGIKITDAAVSSLRNILK----PSEFLRVNVMTSGCAGLTYK  53 

Trichomonas                                                 MLSQFFSNFAQKKAAFSMTPAAIKQIKELLKTD-FENKMLRITLKSGGCAGFQYD  54 

Trypanosoma                                         MLRRSYLLFCVPHLSAVYGRSFTVSSRVWHRINEKNGEEGFQNDQRFLRLAVDSGGCHGYKYH  63 

Saccharomyces    MQAKLLFTRLNFRRPSTTLRQFPLTCFLFHSKAFYSDLVTKEPLITPKRIINKTPGLNLSISERASNRLAEIYRNS---KENLRISVESGGCHGFQYN  95 

Homo                      MAAAWGSSLTAATQRAVTPWPRGRLLTASLGPQARREASSSSPEAGEGQIRLTDSCVQRLLEITE----GSEFLRLQVEGGGCSGFQYK  85 

Arabidopsis                                          MKASQILAAAAARVGPALRKQVLTLTDEAASRVHHLLQQRQKP-F-LRLGVKARGCNGLSYT  60 

Chlamydomonas                                     MKSTLGLLAEALKETARSPRMRKAAVELTEAAAGRIKELLNKRHKE-Y-LKLGVKTRGCSGMSYT  63 

Rickettsia                                                             MKNVISLTDSAAKQIKLLIEKRAKPTFGIRVGVKSGGCAGQTYY  44 

Escherichia                                                              MSITLSDSAAARVNTFLANRGKG-FGLRLGVRTSGCSGMAYV  41 

Mycobacterium                                                 MAVQNELSAKTHGVILTDVAATKAKSLLDQEGRDDLALRIAVQPGGCAGLRYN  53 

 

Giardia       FAVDTD---RRKDDD----VTKKGGVE---------------LRVDNKALAYVKGSTIDFISEPFRQYFVLKD-NPQSSGSCSCGESFEIPGLDIVPTPCH 131 

Trichomonas   FSFDSA---ARKGDH----LFQQDGAA---------------VVLDDKALLYLRGAELDYSSDIFSSYFKVNIPLESELHSCHCGKSVGTDETVGKHKCSH 133 

Trypanosoma   FSFEENSALVPEEDV----VVAETDVLPVGAEGRSGVEPPPRVVVDRHSLTKLQAAVIDFHSELKGAAFVVVG-NELVDESCACAMSFSIKKRQPQK     155 

Saccharomyces LTLEPATKPDIKNDVKDKEFSDDLDDDDSKDIIYVLPEDKGRVIIDSKSLNILNNTTLTYTNELIGSSFKIIN--GSLKSSCGCGSSFDIEN          185 

Homo          FSLDTV---INPDDR----VFEQGGAR---------------VVVDSDSLAFVKGAQVDFSQELIRSSFQVLN-NPQAQQGCSCGSSFSIKL          154 

Arabidopsis   LNYADE---KGKFDE----LVEEKGVR---------------ILVEPKALMHVIGTKMDFVDDKLRSEFVFI--NPNSQGQCGCGESFMTTSTSSAKQSAS 137 

Chlamydomonas LNYADN---KGKFDE----VVEDKGVR---------------IIIEPQALMHVLGTKMDYVKDDLRQEFVFV--NPNAKGTCGCGESFTT            129 

Rickettsia    VEYADS---KNQFDE----VVEEKGVR---------------ILIDPKALMYILGSEMDYVETKFKSQFTFT--NPNEKASCGCGKSFRV            110 

Escherichia   LEFVDE---PTPEDI----VFEDKGVK---------------VVVDGKSLQFLDGTQLDFVKEGLNEGFKFT--NPNVKDECGCGESFHV            107 

Mycobacterium LFFDDR---TLDGDL----TAEFGGVT---------------LTVDRMSAPYVEGASIDFVDTIEKQGFTID--NPNANGSCACGDSFN             118 

 

 


