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G
U TEST

p Z p Z

H. sapiens 0.0043 2.8 <2.0E-06 4.7 1.5E-06

M. musculus >0.05 1.7 0.011 2.5 0.004

RESAMPLING PROCEDURE

Mean Geom. Mean

Z indicates difference between real data and the resampling mean given in
standard deviations of the resampling mean.



H
U TEST

p Z p Z p

D. melanogaster 0.044 -2.0 0.019 -2.3 0.025

C. elegans >0.05 -0.6 >0.05 0.1 >0.05

Z indicates difference between real data and the resampling mean given in
standard deviations of the resampling mean.

RESAMPLING PROCEDURE

Mean Geom. Mean



I
U TEST

p Z p Z p

C. neoformans 2.2E-05 4.7 0.022 2.3 0.022

A. thaliana 3.7E-04 3.1 1.9E-04 3.6 3.2E-04

RESAMPLING PROCEDURE

Z indicates difference between real data and the resampling mean given in
standard deviations of the resampling mean.

Mean Geom. Mean


	A
	B
	C
	D
	E
	F
	G
	H
	I

