Table S3. Results of non-random chromosomal distribution analysis,
including all significant cytobands, sub-bands and sub-sub bands (p <

0.05).
Chromosome Map P Odds Expected
ID value Ratio Count Count Size
X 2.24E-
08 1.475 241.371 317 2079
5.64E-
47C 04 4.503 3.135 10 27
7.74E-
72C 04 6.689 1.741 7 15
8.21E-
S1E2 04 30.536 0.58 4 5
8.67E-
38D2 04 12.73 0.929 5 8
8.67E-
79D 04 12.73 0.929 5 8
1.11E-
61C 03 3.404 4.528 12 39
1.56E-
79D3 03 Inf 0.348 3 3
2.24E-
96820 03 15.266 0.697 4 6
61 2.84E-
03 1.939 15.557 27 134
3.18E-
61C8 03 5.73 1.625 6 14
1 4.40E-
03 1.983 13.003 23 112
4.74E-
4765 03 10.177 0.813 4 7
4.74E-
96B19 03 10.177 0.813 4 7
4.74E-
98ES 03 10.177 0.813 4 7
IF 5.30E-
03 6.363 1.277 5 11
5.69E-
93B 03 3.597 2.902 8 25
5.71E-
IB13 03 22.886 0.464 3 4
5.71E-
24C8 03 22.886 0.464 3 4
5.71E-
33B1 03 22.886 0.464 3 4
54E9 5.71E-  22.886 0.464 3 4
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