
Classfication Direction Sequence(5'-3')

Forward GCTGAGGCTGGGATTAC

Reverse CCATACTTACTTTCACATAGATTC

Forward GATACCCTTACGATGTTCCTGA

Reverse GAGGAGGGGATGTTTCAGTTTT

Forward CTGCCGGTTGTGAAGAGT

Reverse TCCGACGAGCATCCAGT

Forward GATACCCTTACGATGTTCCTGA

Forward TTGGGTCTAAACGCTCTGCT

Reverse AAGCCCTGAACTTTCGGATT

Forward CCCTTACGATGTTCCTGATTA

Reverse AAGCCCTGAACTTTCGGATT

Forward GGTACCATGATGGGCAGTGTCGAG

Reverse CCATGGAGCTCTGCTCTTGCACTT

Forward CCCTTACGATGTTCCTGATTA

Forward ATGGAGAAGGAAGGACTCGGGCTTG

Reverse GTCTTCGTATATGGTAACGTATTCGC

Forward CCCTTACGATGTTCCTGATTA

Reverse ACAAACCGGTGACCACCCC

Forward CAGATGTTTACCGATGCCCT

Reverse ACAAACCGGTGACCACCCC

Forward ACTGGCTCATTGGGAGCTTA

Reverse CATCTTCACCATCGTCATCG

Forward AACCATTTGATCTCCGCAAC

Reverse TGGAGTCCCACATTTGTTGA

VP16-IAA19mImII-1

ReverseIAA6mImII-1

CCATGG AGCTCTGCTCTTGCACTTReverseIAA17mImII-1

IAA17

IAA19mImII-1

CBP20

Supplemental Table.  Primer pairs used for qRT-PCR.

IAA3

IAA3mImII-

IAA6

IAA12

IAA12mImII-2/3

TUB5

ATCCCACCGCTTGACTCTTC

IAA19




