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Table S1. Primers used in qRT-PCR mini-arrays. 

No Gene Primer name Primer sequence 5'-3' 

1 

CCL1 SYBR PF - CCL1 ACAGGAGGAGCCCATCTTTC 

CCL1 SYBR PR - CCL1 CTGCCGTGTGGATACAGGAT 

2 

CCL2 SYBR PF - CCL2 TCTCCAGCCTACTCATTGGG 

CCL2 SYBR PR - CCL2 AGGTCCCTGTCATGCTTCTG 

3 

CCL3 SYBR PF - CCL3 TAGGAGAAGCAGCAGGCAGT 

CCL3 SYBR PR - CCL3 CCTCTGTCACCTGCTCAACA 

4 

CCL4 SYBR PF - CCL4 AGAAACAGCAGGAAGTGGGA 

CCL4 SYBR PR - CCL4 GCTCTGTGCAAACCTAACCC 

5 

CCL5 SYBR PF - CCL5 CACTTCTTCTCTGGGTTGGC 

CCL5 SYBR PR - CCL5 CTGCTGCTTTGCCTACCTCT 

6 

CCL6 SYBR PF - CCL6 TGGGATCTGTGTGGCATAAG 

CCL6 SYBR PR - CCL6 TTATCCTTGTGGCTGTCCTTG 

7 

CCL7 SYBR PF - CCL7 TCCTCTTGGGGATCTTTTGTT 

CCL7 SYBR PR - CCL7 ACCATGAGGATCTCTGCCAC 

8 

CCL8 SYBR PF - CCL8 CTCGTAGCTTTTCAGCACCC 

CCL8 SYBR PR - CCL8 TTCTTTGCCTGCTGCTCATA 

9 CCL9 SYBR PF - CCL9 TTGAAAGCCCATGTGAAACA 
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CCL9 SYBR PR - CCL9 ACTGCCCTCTCCTTCCTCAT 

10 

CCL11 SYBR PF - CCL11 CTATGGCTTTCAGGGTGCAT 

CCL11 SYBR PR - CCL11 TCACTTCCTTCACCTCCCAG 

11 

CCL12 SYBR PF - CCL12 CCTGAAGATCACAGCTTCCC 

CCL12 SYBR PR - CCL12 GTCCTCAGGTATTGGCTGGA 

12 

CCL17 SYBR PF - CCL17 ATCCCTGGAACACTCCACTG 

CCL17 SYBR PR - CCL17 TGCTTCTGGGGACTTTTCTG 

13 

CCL19 SYBR PF - CCL19 CACAGACAGGCAGCAGTCTT 

CCL19 SYBR PR - CCL19 CACTCACTCTCTGTGGCCTG 

14 

CCL20 SYBR PF - CCL20 GGAAGGAAGAGGCGTCTGTA 

CCL20 SYBR PR - CCL20 ACTCCTGGAGCTGAGAATGG 

15 

CCL22 SYBR PF - CCL22 CAGGTCCTCCTCCCTAGGAC 

CCL22 SYBR PR - CCL22 TCTGGACCTCAAAATCCTGC 

16 

CCL24 SYBR PF - CCL24 CTTATGGCCCTTCTTGGTGA 

CCL24 SYBR PR - CCL24 CTGTGACCATCCCCTCATCT 

17 

CCL25 SYBR PF - CCL25 CTAGCATGCCGGAGAACATT 

CCL25 SYBR PR - CCL25 GAAACTGTGGCTTTTTGCCT 

18 

CCL27 SYBR PF - CCL27 GGTTCTGGGGATGAACACAG 

CCL27 SYBR PR - CCL27 ATAGACAGCCACTCCCAAGC 

19 

CCL28 SYBR PF - CCL28 AGACACCTCAGTGCAACAGC 

CCL28 SYBR PR - CCL28 TCACCTGAGTCATTGCCAGA 

20 

CXCL1 SYBR PF - CXCL1 GTGCCATCAGAGCAGTCTGT 

CXCL1 SYBR PR - CXCL1 GCACCCAAACCGAAGTCATA 

21 CXCL2 SYBR PF - CXCL2 CATCAGGTACGATCCAGGCT 
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CXCL2 SYBR PR - CXCL2 CCTGGTTCAGAAAATCATCCA 

22 

CXCL4 SYBR PF - CXCL4 GATCTCCATCGCTTTCTTCG 

CXCL4 SYBR PR - CXCL4 GGTCTTGACATGAGCGTCG 

23 

CXCL5 SYBR PF - CXCL5 TGCATTCCGCTTAGCTTTCT 

CXCL5 SYBR PR - CXCL5 GCCCTACGGTGGAAGTCATA 

24 

CXCL7 SYBR PF - CXCL7 GAATGGGATTCCAGAGATGG 

CXCL7 SYBR PR - CXCL7 CTGCCCACTTCATAACCTCC 

25 

CXCL9 SYBR PF - CXCL9 TTTCCCCCTCTTTTGCTTTT 

CXCL9 SYBR PR - CXCL9 CCCAATTGCAACAAAACTGA 

26 

CXCL10 SYBR PF - CXCL10 CTTCCCTATGGCCCTCATTC 

CXCL10 SYBR PR - CXCL10 AAGTGCTGCCGTCATTTTCT 

27 

CXCL11 SYBR PF - CXCL11 GCTTTCTCGATCTCTGCCAT 

CXCL11 SYBR PR - CXCL11 AACAGGAAGGTCACAGCCAT 

28 

CXCL12 SYBR PF - CXCL12 GGCGTCTGACTCACACCTCT 

CXCL12 SYBR PR - CXCL12 ACACTCCAAACTGTGCCCTT 

29 

CXCL13 SYBR PF - CXCL13 CCGACAACAGTTGAAATCACTC 

CXCL13 SYBR PR - CXCL13 CAGAATGAGGCTCAGCACAG 

30 

CXCL14 SYBR PF - CXCL14 GATGAAGCGTTTGGTGCTCT 

CXCL14 SYBR PR - CXCL14 AAGCTGGAAATGAAGCCAAA 

31 

CXCL15 SYBR PF - CXCL15 TCTCAGGTCTCCCAAATGAAA 

CXCL15 SYBR PR - CXCL15 CCATGGGTGAAGGCTACTGT 

32 

CXCL16 SYBR PF - CXCL16 ACTGGCTTGAGGCAAATGTT 

CXCL16 SYBR PR - CXCL16 GGTTCCAGTTGCAGTCCAAA 

33 XCL1 SYBR PF - XCL1 CCCCTCCCAGATGATATAGGT 
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XCL1 SYBR PR - XCL1 TGACTTTCCTGGGAGTCTGC 

34 

CX3CL1 SYBR PF - CX3CL1 ACTCCTGGTTTAGCTGATAGCG 

CX3CL1 SYBR PR - CX3CL1 CGCGTTCTTCCATTTGTGTA 

35 

CCR1 SYBR PF - CCR1 GCTGAGGAACTGGTCAGGAA 

CCR1 SYBR PR - CCR1 AGGTTGGGACCTTGAACCTT 

36 

CCR2 SYBR PF - CCR2 TCCTTTGATTTGTTTTTGCAGAT 

CCR2 SYBR PR - CCR2 TGCCATCATAAAGGAGCCAT 

37 

CCR3 SYBR PF - CCR3 CCCCAGCTCTTTGATTCTGA 

CCR3 SYBR PR - CCR3 AAAGGACTTAGCAAAATTCACCA 

38 

CCR4 SYBR PF - CCR4 GTTTCATCCTGGGTGGTGTC 

CCR4 SYBR PR - CCR4 CGGCATTGCTTCATAGACTG 

39 

CCR5 SYBR PF - CCR5 AGCCGCAATTTGTTTCACAT 

CCR5 SYBR PR - CCR5 GAGACATCCGTTCCCCCTAC 

40 

CCR6 SYBR PF - CCR6 CTGGAACTCTGCAGAACGCT 

CCR6 SYBR PR - CCR6 TGGCCAGTCTACTTTGGAGC 

41 

CCR7 SYBR PF - CCR7 ACACAGGAAGGCTGTGCTTT 

CCR7 SYBR PR - CCR7 CATGGACTGCTATCTGCGTC 

42 

CCR8 SYBR PF - CCR8 GAGGAGGAACTCTGCGTCAC 

CCR8 SYBR PR - CCR8 AAACCTCAGAAGAAAGGCTCG 

43 

CCR9 SYBR PF - CCR9 CATCTGTGGAAGCAGTGGAG 

CCR9 SYBR PR - CCR9 ACTCACCTCCGCCGTACAT 

44 

CXCR3 SYBR PF - CXCR3 CAGAAGAAAGGCAAAGTCCG 

CXCR3 SYBR PR - CXCR3 AAGTTCCCAACCACAAGTGC 

45 CXCR4 SYBR PF - CXCR4 CTCCAGACCCCACTTCTTCA 
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CXCR4 SYBR PR - CXCR4 AGGTGCAGGTAGCAGTGACC 

46 

CXCR5 SYBR PF - CXCR5 CGTTTGTTCTCCTGGCTGTT 

CXCR5 SYBR PR - CXCR5 CTGGAACAAAGCTACTGGGC 

47 

XCR1 SYBR PF - XCR1 AGATGGTGGAAAAGAAGATGACA

XCR1 SYBR PR - XCR1 GACTTGAAACCCTGACATGGA 

 

 

Table S2. Fold change in mRNA expression following HDM or IL1F9 challenges.  

Gene 

Fold change in expression 

1h 

HDM 

48h 

HDM 

6h 

IL1F9 

24h 

IL1F9 

CCL1 NS NS 2.31 NS 

CCL2 9.78 54.42 227.54 NS 

CCL3 24.00 NS 594.69 NS 

CCL4 53.45 NS 1274.75 NS 

CCL5 2.29 NS 6.62 NS 

CCL6 2.34 9.96 1.80 1.04 

CCL7 15.32 73.01 132.51 NS 

CCL8 28.25 1406.60 14.10 30.32 

CCL9 15.71 NS 13.10 NS 

CCL11 6.36 61.39 2.18 NS 

CCL12 27.05 49.66 44.51 20.51 

CCL17 NS 7.30 4.72 NS 

CCL19 NS -1.18 2.27 NS 
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CCL20 NS NS 124.16 NS 

CCL22 -1.16 3.48 5.59 NS 

CCL24 4.18 142.22 NS -1.07 

CCL25 1.48 0.00 1.66 NS 

CCL27 0.00 1.47 -1.36 -1.84 

CXCL1 12.15 43.90 15.69 NS 

CXCL2 44.86 NS 156.72 NS 

CXCL4 1.23 2.91 3.07 NS 

CXCL5 NS 45.76 43.71 NS 

CXCL7 -1.02 1.48 1.04 1.12 

CXCL9 7.86 NS 599.66 45.95 

CXCL10 NS NS 533.00 NS 

CXCL11 NS NS 262.83 NS 

CXCL12 1.09 2.73 94.75 17.38 

CXCL13 NS 13.79 25.71 3.24 

CXCL14 -1.36 -1.31 3.07 NS 

CXCL15 1.20 6.16 1.80 3.34 

CXCL16 1.01 2.95 4.48 3.20 

XCL1 NS NS 6.01 17.53 

CCR1 8.65 NS 19.89 NS 

CCR2 2.98 NS 7.68 NS 

CCR5 NS 4.77 24.08 NS 

CCR6 NS NS -1.58 NS 

CCR8 NS NS NS -1.30 
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CCR9 NS NS 2.87 NS 

CXCR3 NS NS NS 3.83 

CXCR4 1.23 NS 2.60 1.94 

CXCR5 NS NS 6.18 5.58 

XCR1 NS NS 1.15 NS 

 

TABLE S2. Overlapping as well as distinct lung chemokine and chemokine receptor 

expression patterns in lungs of mice challenged with HDM or IL1F9 compared to PBS 

controls. Lungs were collected 1 and 48 following the last HDM challenge or 6 and 24h 

following the last of four IL1F9 challenges, RNA isolated and qPCR mini-array analyses 

performed. Data reported include genes that are significantly upregulated (p<0.05) in 

HDM challenged mouse lungs compared to PBS challenged controls 1 and 48h 

following the last challenge. Data reported also include genes that are significantly 

upregulated (p<0.05) in IL1F9 challenged mouse lungs compared to PBS challenged 

controls 6h and 24h following the last of four intratracheal challenges. Data are 

presented as fold change in mRNA expression relative to 18S rRNA expression (n = 4-5 

mice/group/timepoint). NS = not significant. 

 


