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Figure S4. Hep-2 identification by Q-STARXL MS/MS. Hep-2 was enriched by IMAC-Cu2+ 

on-chip chemistry from urine of a C57Bl6 mouse after which Q-STARXL MS/MS was used to 

generate fragmentation spectra of the reduced m/z 2828 peptide (A).Database search 

results for the MS/MS analysis of the m/z 2828 peptide are shown in panel B.  
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