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Supplemental Fig.1:

(A) The CpG-dinuclecotide density across the genomic NANOG sequence is
illustrated Yellow boxes 1 and 2 indicate putative promoter regions. Black
arrowheads indicate the location of the primers used for sodium-bisulfite
sequencing. (B) phylogenetic comparison of the NRR between mouse, cow,
human and chimp. The OCT3/4 (purple box) and SOX2 (blue box) binding sites
are indicated. All CpG-dinucleotides (conserved between human and chimp) are

indicated by red boxes. TATA-box is indicated by black box.
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