
Supplementary Table 1. Genetic characteristics of founder variant(s). 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



1 Number of additional half-genome sequences. 
2 Number of consensus founder variant(s). 
3 Nucleotide pairwise sequence diversity (Mean and minimum and maximum). 
a Possible transmission linkage with another volunteer.  
b Female volunteer. 
c Recombinant CRF02_AG isolate. 
d No HLA- genotype data available. 




