
Figure S3:   Relative locations of the glucose-binding site, 
the peptide-binding site, cluster 2 and the main mutations 
affecting the in vivo chaperone properties.
A. Zoom on the lectin site. B. The lectin site and cluster 2 are located on 
two opposite sides of the beta-barrel. Mutations affecting only the lectin 
activity, which line the glucose-binding site (GBS) are colored magenta in A 
and green in B. The proposed peptide-binding site is colored orange in A,
red and yellow in B. The red and orange residues in B highlight the mutations 
affecting the in vivo chaperone properties. 
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