Supporting Information

Evaluation of alkyne-modified isoprenoids as chemical

reporters of protein prenylation

Amanda J. DeGraw, Charuta Palsuledesai, Joshua D. Ochocki, Jonathan K. Dozier,

Stepan Lenevich, Mohammad Rashidian and Mark D. Distefano

Department of Chemistry, University of Minnesota, Minneapolis, MN 55455

*Corresponding Author: Mark D. Distefano, diste001 @umn.edu




Summary of peptide information from Scaffold program used for identification of

the 7 proteins labeled using compound 6a.

gil5729850|ref|[NP_006487.1|(100%),40,533.5 Da

guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 3 [Homo sapiens]

3 unique peptides, 3 unique spectra, 14 total spectra, 24/354 amino acids (7% cowerage)
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gil5031877|ref[NP_005564.1|(100%), 66,409.6 Da

lamin B1 [Hom o sapiens]

10 unique peptides, 10 unique spectra, 20 totalspectra,113/586 amino acids (19%cowerage)
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gil13569962|refINP_112243.1|(100%),22,172.0 Da

RAB1B,member RAS oncogene family[Homo sapiens]

8 unique peptides, 11 unique spectra, 50 totalspectra,76/201 amino acids (38%cowverage)
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gil4506365|ref|[NP_002856.1](100%),23,546.2 Da

RAB2A, member RAS oncogene family[Homo sapiens]

3 unique peptides, 4 unique spectra, 14 total spectra, 34/212 amino acids (16%coverage)

T

VEFGARMI

G
R

GDTGVGK S CLLLQFTDKR FQPVHDLT
| GALLVYD T

MAYAYLFKY

RDTFNHLTTW
HG L

TRSY YRGAA |

DTAGQESFRS
NM V
|

IKLQI W
LEDARQHSNS
K TASNVEEATF

D GKQ

FM ETSA

KE EG EAF AR E

SDL ESRRE VK

G N K
Y EK

M L

HAATNATHAG

I GPAQ

K

N EANG I

N

QEGVFD

NT AK E

cc

NQGGQQAGGG



gi[38679888|refINP_942599.1|(100%),23,593.3 Da

RAB6A member RAS oncogene familyisoform b [Homo sapiens]

4 unique peptides, 4 unique spectra,9 totalspectra,49/208 amino acids (24% cowerage)
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gi[34147513|refINP_004628.4|(100%),23,490.0 Da

RAB7,member RAS oncogene family[Hom o sapiens]

3 unique peptides, 3 unique spectra, 11 total spectra, 32/207 amino acids (15%cowverage)
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gil4826643ref[NP_005130.1](100%), 36,3774 Da

annexin A3 [Homo sapiens]

6 unique peptides, 6 unique spectra,10 total spectra, 60/323 amino acids (19%cowverage)
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