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Ryozo Imai, Takeshi Sekiguchil, Yoshiaki Nosohl and Keishiro Tsuda2'3

Department of Life Science, Faculty of Science, Tokyo Institute of Technology, Nagatsuta, Yokohama,
Kanagawa 227 and 2lnstitute of Polymers and Textiles, Yatabe-Higashi, Tsukuba, Ibaraki 305, Japan
Submitted May 21, 1987 Accession no. Y00353

FEATURES: The genes coding for 3-isopropylmalate dehydrogenase from Bacillus
coagulans(facultative thermophile) and B. caldotenax(obligate,moderate
thermophile) were sequenced (1,2). The B. subtilis leu gene has already been
cloned in Escherichia coli by Nagahari and Sakaguchi (3). In order to compare
the amino acid and nucleotide sequences of the mesophile to those of the
thermophiles, the B. subilis gene was sequenced.
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COMMENTS: The G+C contents of coding region and third letter of the codon for
the B. subtilis enzyme were 46.5 and 44.1X, respectively. The values were lower
than those for the B. coagulans(53.1 and 55.7X, respectively)(1) and the B.
caldotenax(56.7 and 65.2X, respecctively)(2).
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