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The nucleotide sequence of 3-isopropylmalate dehydrogenase gene from Bacillus subtilis
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FEATURBS: The genes coding for 3-isopropylmalate dehydrogenase from Bacillus
coagulans (facultative thermophile) and B. caldotenax(obligate,moderate
thermophile) were sequenced (1,2). The B. subtilis leu gene has already been
cloned in Escherichia coli by Nagahari and Sakaguchi (3). In order to compare
the amino acid and nucleotide sequences of the mesophile to those of the
thermophiles, the B. subilis gene was sequenced.

TIGAAGAAACGTATTGCTCTATTGCOCGGAGACGGGATCGGOCCTGAAG TATTAGAATCAGCGACAGACGTACTGAAAAG TG TTGOCGAACGCTTTAACCATGAATT IGAATT TGAATAT
MKKRIALLPGDGIGPEVLESATDVLEKESVAERFNHEFEFEY

GGCCTGATTGGAGGGGCGECTATTGATGAACATCATAACOCCCTOCOGGAGGARACCG TTGCTGCT TG TARAAATGCAGACGCGATATTGCT TGG TGCTGTCGGOGGACCGAARTGGGAT
GLIGGAAIDEHHNPLPEETVAACKNADAILLGAVGGPKWD

CAAAACCTTTOGGAACTGAGACCGGAAAAAGGGCTGCTCAGCATCAGARAACAGCTTGATT TG TTTGCGAAT TTGOGGCCTGTGAAGG TATT TGAAAGCCTTTCTGACCGTTOGCCTTIG
QNLSELRPEKGLLSIRKQLDLFANLRPVKVFESLSDRSPL
AAAAAAGAATATATAGATAATGTTGATTTOGTTATOGTTOGTGAGCTCACAGGOGGCT TG TATTTCGGCCAGCOGAGCAAACGTTATGTAAACACTGAAGG TGAGCAGGAAGCAGTAGAT
KKEYIDNVDFVIVRELTGGLYFGQPSKRYVNTEGEQEAVD
ACACTGTTTTATAAGCGAACGGAAATTGAACGAGTGATCAGAGAGGGCT TCAAAATGGOGGCAACCAGAAAAGGCAAAGTGACCTCTGTAGATAAAGCGAATGTICTTGAATCAAGCOGG
TLFYKRTEIERVIREGFKMNAATRKGKVTSVDKANVLESSR

CTGTGGCGTGAAGTGGCTGAGGACGTIGCACAAGARTTICCTGATG TGAAGCTTGAGCACATGCT TG TGGATAACGCGGOCATGCAGCTAATT TATGCACCGAATCAATTTIGATGTCGTG
LWREVAEBDVAQEFPDVKLEHENLVDNAANQLIYAPNGFDVYVY

GTGACTGAAAATATGTTCGGTGATATTTTAAGOGATGAAGCG TCCATGCTTACAGGCTCGCTCGGAATGCTCO0G TCAGCCAGCCTATCAAGCTCTGGCCT ICATCIGT TIGAACCTGTT
VTENNFGDILSDEASHLTGSLGMLPSASLSSSGLHLFEPYV

g &8 8 8 &8 8 B B

CATGGCTOCGOGCCTGATATTGOCGG TARAGGGATGGCARATOCG T ICGCAGOCATAT TG TCAGCGGCAATGCTTT TGAGAACATCTTTCGGGCTTGAAGAGGAAGCGARAGCTGTAGAA
BGSAPDIAGKGMANPFAAILSAANLLRTSFGLEEEAKAVE

GATGOGGTAAACAAAGTCTTGGCTTCTGGAAAAAGARCAAGAGACTTGGCACGGAGTGAAGAGT TCAGCAGCACTCAGGCCATTACAGAGGAAGTTARGGCAGCAATCATGAGTGAAAAT 1080
DAVNKVLASGKRTRDLARSEEFSSTOQAITEEVEKAAINSEN

ACAATTICTAATGIGTGA
TISNVe

COMMENTS: The G+C contents of coding region and third letter of the codon for
the B. subtilis enzyme were 46.5 and 44.1%, respectively. The values were lower
than those for the B. coagulans(53.1 and 55.7%, respectively) (1) and the B.
caldotenax (56.7 and 65.2%, respecctively) (2).
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