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Figure S4.

pair between the ML-87 and the ML-91 models.
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Comparison of the ML estimates of selective constraint for each amino acid
The ML estimate of selective constraint for

each single step amino acid pair in the ML-87 model fitted to (A) the 1-PAM JTT matrix or (B) the

1-PAM WAG matrix is plotted against that in the ML-91 model.



