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Uroporphyrinogen decarboxylase (URO-D, E.C. 4.1.1.31) is a cytosolic
enzyme involved in the heme biosynthetic pathway. In humans, a dominantly
inherited disorder, Porphyria Cutanea Tarda (P.C.T.) is caused by a partial
deficiency of URO-D activity (1) and a recent report (2) has shown a corre-
lation between an amino acid substitution and the decrease in URO-D activi-
ty in a patient homozygous for the disease. However, this substitution was
not found in unrelated heterozygous patients. We previously cloned the rat
cDNA coding for uroporphyrinogen decarboxylase (3) and we present here its
complete sequence. The nucleotide and amino acid sequence homologies bet-
ween human (*4) and rat uroporphyrinogen decarboxylase are 85% and 90% res-
pectively. The amino acid substitutions are shown in Table I and indicate
the protein regions which are not good candidates for the search for muta-
tions in patients with PCT.
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This paper was originally published in volume 15, number 13 widtout the figure.

REFERENCES
1. Kushner, J., Barbuto, A.J. and Lee, G.R. (1976) J. Clin. Invest.

58:1089-1097.
2. De Verneuil, H., Grandchamp, B., Beaunont, C., Picat, C. and Nordmann,

Y. (1986) Science 234:732-734.
3. Rom6o, P.H., Dubart, A., Grandchamp, B., De Verneuil, H., Rosa, J.,

Nordmann, Y. and Goossens, M. (1984) Proc. Natl. Acad. Sci. USA
81 :3346-3350.

4. Rom6o, P.H., Raich, N., Dubart, A., Beaupain, D., Pryor, M., Kushner,
J., Cohen-Solal, M. and Goossens, M. (1986) J. Biol. Chem.
261 :9825-9831.

© I RL Press Limited, Oxford, England. 7211


