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The Nucleotide sequence of all four homology domains of the presumptive
sodium channel gene from Drosophila (1) has been determined. Additional
5’ and 3’ translated portions are also included. The deduced amino acid
sequence of the Drosophila gene is highly conserved with respect to the
alpha subunit of the sodium channel from electric eel (2) and rat brain
(3). Like the vertebrate protein, each of the four homology domains of
the Drosophila channel contains six proposed membrane spanning regions
(S1 to S%i. Ten introns interrupt the coding regions of the four
homology domains.
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GTGABTTGTE CAAGAAGTCT GACTTTATAA TCAGAAGTEC GATCTAATCE ATSTTTTTCT TCBTTTTAS GTATATAACA TGSTTSGTTT ATGAGBTTCC TTATGATGCS
Possible alternative splice site *
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B6BETCTAAT TCAGGBACAR TTCTTCAAE GTGAGTGTAC ATTCCCBACC ACCABAATAA ACCTAATTTT TTCTTGCCCT CAAAG GTGAGAGSAC ATTACCTAGT

30 0 S0 b3 10 2 3 b 10 20 30 ")
TTTCAATTTC GBATTICATA TICATTCCAG GTGLCAAGEC AAGACCAARA GCAPATCTEA 6 GTATGEBCCC TACBECTAAT AACTARTAAC TGAAATTACT
50 80 i (estinated length) 30 0 50 80 70 80 90

TARATTGATA TTATTTCCAG GTAAGTTGAC CAATTATTGE TCTCCCGATA GCTBCACCAC AACCTTCTCA BACATTACGT GCATTCCEAT GAASAAASCT ATCTGCGTAS

100 110 120 130 140 130 160 170 180 190 200
GAACTTCCET CACTACATCT CGTTCATTCT CTATCACTAC TEATCTATTT TATCTTTTTG GGGAGBAGTT G6TCAGACCG ABCAGTAGST CCAAGCCETE TGAGCTGTGT

210 220 230 250 260 270 280 2% 300 30
TTAATACAAT CTBBTCTTCT TTAATGAAAT TTCAAG--  --CTTAAGCA GATAATTCCA CTCCACCATC TATACACCAT TTGACCACGA CCACTTGGCA CTTTCCCE6C

320 330 340 350 360 30 38 2 10 20 30 40
ATATTGAGAC GACATGTGTC CATCACGTTA TTGCTGCTG6 CATTTCATCE ATCATTTCTA TTCCAS 6TAGEGCEA6 CTACTGCCGA TTACTGTAAG TATTCTGETE

50 1} 70 B 42 10 20 30 40 St
GATETTCAGA TECAGCTTCA CATCAATCAA CACCTBAG  BTAAGTCECT GAATATTGCT GCTTATATSA GTSTTAATGA CCCTTCCCGA 6

Legend: Nucleotide sequence of the four homologous domains (a to d) of
the Drosophila presumptive sodium channel gene. The deduced amino acid
sequence 1s shown below the coding regions of the gene. The sizes of
introns are shown at carets which indicate their positions in the coding
sequence. Partial sequences of the presumed cytoplasmic regions 5’ to
homology domain a, and 3’ to homology unit d, are also included. The
sequence of the (presumed) cytoplasmic regions connecting homology
domains a and b, and b and ¢, is not given. The absent regions are
indicated by gaps in the nucleotide sequence. The nucleotide sequence of
nine of the ten introns present in the homology domains is given
following the sequence of the coding regions. The coding regions of
homology domains a, b and c are numbered so that the numbers at the
beginning of each domain coincide with the numbering at the beginning of
each domain of the eel sequence (2).
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