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Supplemental Figure 2

A B Zinc Finger
IP (409 FLAG-WT-PARIS 1Hm 644
0% FLAG-F1 322
Mouse Brain <) & 2 FLAG-F2 322 e— 544
’s\\Q < > Q FLAG-F3 1 e— 161

o FLAGPARIS - $8°x ¢ @
i MYC-Parkin + — + + + +

< <& <
e,
——

(1%) | Pavis S ——— A 00 B
FLAG | FLAG | =50
— 37
(@ & F O«
PG
&I I
UBL RING1 IBR RING2
MYc-Pﬂ«inWT | — T - 465
MYC-DUBL
MYC-RING1 —
MYC-RING2 — D &
MYC-R1-1BR — ,9@
IR o = S
JBL-S HA-Parkin ~ § P&

HA-UBL-SH
HA-R1-IBR-R2

FLAG-PARIS + + + +

4V

X Q. LX INPUT|  HA
MYC-Parkin YR PO S
FLAG-PARIS + + + + + + + +

INPUT| FLAG &,

FLAG FLAG

IP:
MYC | mvc



http://ees.elsevier.com/cell/download.aspx?id=622841&guid=0b3d27ad-7cc0-4e17-9b8d-c7fbe91e7983&scheme=1

Supplemental Figure 3
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Supplemental Figure 4
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Supplemental Figure 5
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Supplemental Figure 6
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