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The avian erythroblastosis virus is an avian defective leukemia virus that
carries and expresses two oncogenes v-erb A and v-erb B independantly. we have
sequenced the non oncogenic parts of the genome. Our sequence includes the
retroviral genes Sgag and 8env, the long terminal repeats (LTR) and both the
5' and the 3' untranslated regions surrounding the coding sequences.

GA..T1GCC ^TT rT SCCA TrCC SCC CT TZT6ATCTT T TT TG
* 61 TTCATTtaotaaccccoacatatcgttagggaatagtggtcggccacagacggcgtggcgatcc

tgccctcatccgtctcgcttaacgggagcggacgatgaccctagtagagggggctpcpacttppgapppcapaapctpa
*a21utQcatcaQagggagctctdctgcagggggccaagat.ccctaccgagaactcagatagtcgttggaagacgggaagga
a bgcccgacgactgagcagtccacaccaggtgcgattccggtcacccgtggatcagcATGGWACCGTCATAAAGGTGAT*40 TTC'GTCCGCGTGT^AAACCTATT GG^AcTCTCCTTCT.A-AAAGA TAeoGaccAYTGCTGTCCCTGCTACAAA

*481 A^GGAAGGGTTGCTTATGTCTCCCTCiAGAiCTTATATTCsCirRGTCCTGGGAiTCCCATT UsrGCTCTCCCAGCGG
. 5651 GCTA4TGGTACTTGGGAAATCGGGAGATTAAACCTTT,TTMTTTGG.CGCATTGAAG,GCGGCTCGAGAGGAA,CA,
. 641 GGTTACATCTGAGCAAGiCaAAGTTTTG,GTT G,GATT _T CTCTCCCCCAGGTCCGGAGTGCATCGAGA
. 721 AA,CCAGCAACGGAGCGGCGAATCGACPP^G- T_G A6A,C TGTGCAGCGAGATGCGAA6A,TGGCGCCG
*801 GA,GAAAATGGOCACACCTAAAACCGTTCNCvCACATCCTGTTATCAGTGG CGCA,CTGG,CTGGAATTGCGTCACAGC
.881 CTCGGCTCCTCCTCCTCCTTATGTGGGeGAGTGGTTTGTATCCTTCCCTGGCGGGGGCeGGGAGAGCAGGGCCAGGGGGGTG
*961 ACACACCI GGG6GGCiCGGAACAGCCAAAGG3CGGABCCAGGGCAG4CGcGTCAG6CCCCTGGGCCGGCCCTGACTGACTGG
1041 GCAAGGATCAGGGAGGAGCTTGCGAGTACTGGICCGCCCGTGGTAGCCATGCCTGTAGTGATTAAGACAGAGGGAGCCGC
1121 CteGAGccccCTGGAGCCAGAGGACATC

AJ Sequence of 1 148 nucleotides at the 5' end of the AEY genoee, including R
(boldface italic letters), U5 (boldface letters), the 5' untranslated region
(small letters), 8 gag (uppercase letters) and the beginning of v-erb A litalic
letters). Noticeable stretches are also underlined : the protein binding site
(position 102), the packaging signal (position 216) (3)}, the splice donor site
(position 394), the gag consensus enhancer 'core' sequence (position 910 ) (1).
b gag sequence were found to be in the sase reading frame than v-erb A t2) and

no terminator codons were identified as previously expected from identiftication
of the gag-erb A fusion protein.

---I OAATTCCCAC.AGCACAGCTGTGGGCAACCCTGAGTATCTTGAGTGATCACAGTGAGTCTATA8 AGAAGAAGrTCCAGCTA
- * i I ATGAAG3GAACA^TGTCA\4TAAGATCGGCGTGGACAGCGACCCAATCC-PCAAGTTGOCAGCGAGGAATATTC6MA6AAT4AGG
.161 AGAATGGGCCGTTc;ATTTGC TGAaaggactgcttttgggg9cttgtagttatcttgttgctagtagtgtgcctgccttgrcc
.241t ttttgcagtttgltatcc&gtagcstccg&&agatg&taaataattccatcagctaccacacggaatataagsdagctgca&
. 321 a&tggcctgtgggagcctgaaagcaggetagtataaggcgtcatgggtggtggtgtmgcgcttcggagtcggactgtaa
.4,01 cggggcatggctt&&ct&&ggggsct&tggc&tgt&t&ggcgt&&&gggggcttcggttgtiscgcgttaggagtcccct
.491 taggutatagtagncacgcttttgcmtsacttctttgttttgcccttgagctattcaagttgcctctgtggattagggct
.561 ggaggc agctcggatggtc tgatggtcaaataaggcggg9cagaaagctatgaaatacgctttttgcataaagggag-agn at'
. CR1 TGT6TTT6TACATATCTTTICACATAATCTAT T T^T C A AT-A6GAAA6TAAG
. 721 CACCACAUT6TTlATT66T6BAT6TBOTOSTTOATlT-TTATOATCBTACCTTATTA8^ATGTTT
. 801 CT3COCAOTTOGATA60CTACCT ATTTT T rA3TCCTCTA ATCACAAAAACG;C

.801 CATTCTCACC
1121 CJThGACCCCTCGACCAA6ACT

B/ Sequence of 899 nucleotides at the 3' end of the AEY genome, including the
3(' end of -erb Biitalic letters),( envouppfrcaseletters,thea e '

untranslated region (snall letters), U3 (boadface letters), R vboldface italic
charatters). The polypurine tracteposition 629e, thed TATA box posbition 849)
and the pon yadenylation signal sposition 872) are under(ined.
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