Supplementary Fig. S1

Dimerization helix T44 R48

SIPGM2FUV_A_A/1-549 1---- 110
thermophium2Z0F_A/1-524 94

yersiniapgm/1-561 124
Axpliunum438428/1-555 111
Babortus/1-543 00 lemeemmeememme e e - - -MTVKII AT PNQ- -DOOR - - - - - - - - - - - - - - 82

spenumoniae/1-572 A 115
iniae/1-571 TENYQKWLNAS NA 115
aureus/1-552 1---- AQ---TNSPTI 114
hinfluenzaepgm/1-547 1---- PS 122
rabbit3PMG_A/1-561 1---- 85

parafusinIKFLA/1-572 1---- P G S FNT.RKDEL VEF 90

1PSD/1-463 Lommmmmmmmmmmmmm e e e e e e e - - - MSTMKA - - PTLPAS - - - - - - - - - - 1 HRAYD | REAVMEO TL - - - - - - - RAIGEESENRGEPC VA 79

SIPGM2FUV_A_A/1-549 A scu‘ 226
thermophium2Z0F_A/1-524 ----REAHARAKEF 204
yersiniapgm/1-561 - SNHLREQ 236
Axpliunum438428/1-555 LKAPTTERH 224
Babortus/1-543 A TEMVEF 196
spenumoniae/1-572 1 220
iniae/1-571 1 220
Aureus/1-552 QI.S-ASELASR‘I EEVGD --- 217
hinfluenzaepgm/1-547 1 VSPADKD) NG So 224
rabbit3PMG_A /1-561 1] kN1G :A‘Q D - NEF 205
parafusinIKFLA/1-572 S - T KLF 220
1PSD/1-463 Po F ETLANEQIQ LRE-EKNDL-- ASG F AM- 169
SIPGM2FUV_A_A/1-549 340
thermophium2Z0F_A/1-524 320
yersiniapgm/1-561 352
Axpliunum438428/1-555 341
Babortus/1-543 31l
spenumoniae/1-572 - 342
iniae/1-571 221ELIDT. 342
aureus/1-552 218P-- 334
hinfluenzaepgm/1-547 225 - - - - Vi 340
rabbit 3AMG_A /1-561 206 NLKENL 322
parafusinIKFLA/1-572 221 LLKG - 342
1PSD/1-463 N 275

S
Q)
Sugar-| blndlng loop ¢ y

SIPGM2FUV_A_A/1-549 460
thermophium2Z0F_A/1-524 436
yersiniapgm/1-561 470
Axpliunum438428/1-555 a59
Babortus/1-543 aza
spenumoniae/1-572 Is 468
iniae/1-571 A68
aureus/1-552 m||.rsu LE as4
hinfluenzaepgm/1-547 YvsGQlls 1 RV |.s : 453
rabbit 3PMG_A /1-561 ‘ w m FFTRY! 436
parafusinIKFLA/1-572 T K ENE R Q SRY 459
1PSD/1-463 385
SIPGM2FUV_A_A/1-549 546
thermophium2Z0F_A/1-524 524
yersiniapgm/1-561 561
Axpliunum438428/1-555 555
Babortus/1-543 A 543
spenumoniae/1-572 ATVADGEVTNLTT, YL 572
iniae/1-571 LSEDFEEQTA KSAﬁTsl TT, 571
aureus/1-552 EDYLTSEVYHLDKDETSQINS AMIFS 552
hinfluenzaepgm/1-547 PKDA -DCVLAEFDEG vmu RQDTYG 547
rabbit 3PMG_A /1-561 K1 nqoplvm. PL KVSQLQE 561
parafusinIKFLA/1-572 Q Ql - -EQQQIQHETA ch EMSDIAQF 572
1PSD/1-463 aw TEE e DERNK vr RNQLKEMDOSSLPMPF - - - - 463




