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ARGO07 A. argentinensis (EF585594)

ARGO70 A. argentinensis (EF585627)
JEL-134 Protrudomyces sp. (DQ485548)
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JEL-400 Protrudomyces sp. (DQ485564)

35| |ARGOT1 Protrudomyces laterale (EF585628)
ARGO47 P. laterale (EF585618)
ARGO72 P. laterale (EF585629)

Bar-263 littoreum (DQ485540)
PL-157 sp. (DQ485594)
JEL-385 sp. (DQ485560)

100 ARGO25 Alphamyces chaetiferum (EF585606)
ARGO28 A. chaetiferum (EF585609)

sp. (DQ485579)

ARGO003 A. chaetiferum (EF585593)
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PL-117 Kappamyces sp. (EF585630)
PL-120 Kappamyces sp. (DQ485581)

Barr-089 Boothiomyces sp. (DQ485534)

JEL-008 Rhizophydium sp. (DQ485546)

JEL-055 Boothimyces spaerotheca (DQ485547)

PL-113 Boothiomyces sp. (DQ485578)

JEL-302 Rhizophydium sp. (DQ485557)
ARG040 Boothiomyces sp. (EF585616)
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sp. (DQ485566)

2|PL-139 Rhizophydium sp. (DQ485586)

Barr-436 Rhizophydium sp. (DQ485543)

PL-076 Rhizophydium sp. (DQ485575)
JEL-395 Rhizophydium sp. (DQ485562)
PL-AUS-025 Rhizophydium sp. (DQ485568)
JEL-393 Rhizophydium sp. (DQ485561)
JEL-396 Rhizophydium sp. (DQ485563)

PL-147 Rhizophydium sp. (DQ485590)
PL-133 Rhizophydium sp. (DQ485584)
PL-152 Rhizophydium sp. (DQ485592)
90| PL-122 Rhizophydium sp. (DQ485582)
PL-141 Rhizophydium sp. (DQ485587)
PL-144 Boothiomyces sp. (DQ485589)
PL-143 Rhizophydium sp. (DQ485588)
PL-153 Rhizophydium sp. (DQ485593)
[ Bar-303 Rhizophydium aestuari (DQ485541)
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100 L pL-137 Rhizophydium aestuarii (DQ485585)

ARG033 Angulomyces argentinensis (EF585612)

ARG41 Chytriomyces sp. (EF585631)
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sp. (DQ485569)

sp. (DQ485558)
ARG029 Gorgonomyces sp. (EF585610)

100

JEL-223 sp. (DQ485552)
ARGO68 Globomyces pollinis-pini (EF585625)

Barr-003 G. pollinis-pini (DQ485532)

351 JEL-300 G. pollinis-pini (DQ485556)
40| ARGO69 G. pollinis-pini (EF585626)
JEL-150 G. pollinis-pini (DQ485550)
MP-008 Rhizophydium sp. (DQ485565)

100 JEL-291 G. pollinis-pini (DQ485565)

- ARGO27

ARG038 Urceomyces sphaerocarpum (EF585615)
100 ARG048 U. sphaerocarpum (EF585619)

100 ARGO46 P. corrientinensis (EF585617)
ARGO31 P. corrientinensis (EF585611)

sp. (EF585614)

74| ARG024 Gorgonomyces haynaldii (EF585605)
ARG026 G. haynaldii (EF585607)
Barr-100 Gorgonomyces sp. (DQ485535)

741 Barr-106 G. haynaldii (DQ485537)

44|'
100 JEL-222

100 PL-127 Rhizophydium sp. (DQ485583)
ARGO16 sp. (EF585601)
ARGO51 Rhizophydium sp. (EF585620)

9] ARGO52 Rhizophydium sp. (EF585621)
ARGOSS

100

sp. (

JEL-292 Rhizophydium sp. (DQ485554)
ARGO35 Rhizophydium sp. (EF585613)
PL-AUS-R013 Rhizophydium sp. (DQ485573)
ARGO13 Rhizophydium sp. (EF585598)
PL-AUS-014 Rhizophydium sp. (DQ485574)
PL-AUS-R008 Rhizophydium sp. (DQ485572)
ARGO14 Rhizophydium sp. (EF585599)
PL-AUS-R002 Rhizophydium sp. (DQ485571)

Barr-107 Rhizophydium sp. (DQ485538)

globosum (DQ485551)

9 JEL-294 Rhizophydium sp. (DQ485555)
PL-AUS-Ad014 Rhizophydium sp. (DQ485570)

I— PL-149A Rhizophydium sp. (DQ485591)

JEL-138 sp. (DQ485549)

Supplemental Fig. S2A: Neighbor joining tree for the
28S rRNA gene region of our chytrid strains and 103
chytrids of the order Rhizophydiales. The tree bases
on 2000 bootstrap re-samplings.



ARGO070 Angulomyces argentinensis (EF585667)
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ARGO0O07 A. argentinensis (EF585634)
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98! Barr-903 A. argentinensis (DQ485608)

ARGO015 Angulomyces sp. (EF585640)
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Supplemental Fig. S2B: Neighbor joining tree for the
ITS rRNA region of our chytrid strains and 15 chytrids
of the order Rhizophydiales. The tree bases

on 2000 bootstrap re-samplings.



