etal, Table 3. 73 unique proteins detected with a minimum of 4 d spectrain at least 4 out of 5 basal samples or at least 4 out of 5 insulin stimulated samples
Protein | spectum | spectrum | specrum | Spectrum | Specrum | Spectrum | Spectrum | Spectrum | Spectrum | Spectrum Men | STOEV | wean | stoev
molecular count count | ‘count | ‘count | count | count count count count count NomsC | NormSC | NomSC | NormSC | NormSC | NormSC | NommSC | NormSC | NomSC | NormSC | NomSC | NommSC | NormSC | NormsC
(Gene Name |Protein Name |Accession numbers weight (AMU) | Ex0.1 BAS| Exp.1 INS |Exp2 84| Exp2 INS |Exp3 BAS| Exp.3 INS | Expd BAS | Expat INS | Ex05 BAS | Exp5 INS Exp.1 BAS | Exp.LINS | Exp2 BAS | Exp2 INS | Exp.3 BAS | Exp3 INS | Expd BAS | Expd INS | Exp5 BAS|ExpSINS | BAS | BAS | INs | NS
irst insulin receptor substrate 1_|IPI00199662 131160 % | 108 | & 85 | 105 | 16 | 185 | o1 % 3 1.0000 | 1.0000 | 1.0000 | 1.0000 | 1.0000 | 1.0000 | 1.0000 | 1.0000 | 1.0000 | 1.0000
Actal ___|Actin alpha skeletal muscle _|IPIO018S 42034 ) 10 23 18 2 1 5 10 5 5 0.1290 | 0:0926 | 0.2706 | 0.2118 | 0.2000 | 0.1190 | 0.0621 | 0.1095 | 0.0505 | 0.0909 | 0.142d] 0:0933 | 012a8] 0.05001
1PI00189819,PI00765011,
acty |Actin cytoplasmic 1 1P10085: 41720 106 | 8 | 17 | 153 | 178 | 1 b3 107 | 1a0 | 254 11183 | 07685 | 20471 | 18000 | 16952 | 09683 | 05379 | 11758 | 14141 | 28864 | 13625 05748 | 1.5198| 0.856294
Rerernein st srtse e T Iiootssce? S 0 v 2 0 0 A T Tsion | 2avss | eane | songs | siies | sass | torss | serao | 1sass | sados | Saseal 2otio |
Actn1* |Alpha-actinin-1 1P100209082,P100454431 | 102946 13 4 0 | 2 15 | 32 0 5 0 10 01398 | 03148 | 0.2353 | 03204 | 0.1429 | 0.2540 | 0.0000 | 0.0659 | 0.0000 | 0.1136 | o0.1036| 0.1021 | 0.2156] 0.119442
Actnd *__|Alpha-actinin-4 Pi00213463 104300 2 ) 3 a4 8 | 46 4 7 1 20 0.2258 | 0.4537 | 0.4000 | 0.5176 | 0.3619 | 0.3651 | 0.0276 | 0.1538 | 0.0101 | 0.2273 | 0.2051] 0.1820 | 0.3435] 0.151999
[AGAP with GTPase domain
Jankyrin repeat and PH
Agap3 |domain3 Ipi00870084 58223 27 % % a1 @2 2 b5} 1 ) 1 02903 | 02407 | 03059 | 0.4824 | 0.4000 | 03413 | 0.1586 | 0.1978 | 0:0000 | 0.0114 | 02310| 01552 | 0.2547| 0174617
[ATP synthase subunit alpha
Atpsa1 100396910 59737 3 10 1 3 2 n 4 5 7 13 00323 | 00926 | 01412 | 0.0706 | 0.0190 | 0.0873 00707 | 01477 | o0.0582) 0.0505 | 0.0906| 0.035179
Cald1*__|Caldesmon Pi00208118 60567 23 a1 7 7 |17 | 2 1 EE) 1 3 02473 | 03796 | 0.1647 | 03176 | 0.1619 | 0.1746 0.0101 | 0.0341 | 0.1182] 0.1058 | 0.2098] 0.138805
Centg2 2 pi00389524 96839 9 16 1 12 12 18 s 10 0 0 00968 | 0.1481 | 0.1294 | 0.1412 | 0.1333 | 0.1429 0.0000 | 0:0000 | 0.0829] 0.0560 | 0.1084] 0.062439
[cytoskeleton-associated
Claps__|proteina 00365982 63529 ) 1 1 s s ) 3 2 14 1 0000 0588 | 00476 | 01349 0678) 0.0641 922] 0.049345|
Ciip2 111 kDa protein 1100476704 111364 21 ) 3% 31 ) 5 10 3 n 16 2258 3647 | 0.4095 | 03889 248 0.1624 352 0087224
citc [Clathrin heavy chain L PI00193983 191585 2 s 5 10 3 11 3 0 15 29 0215 1176 | 0.0286 | 0.0873 0643] 0.0730 217] 0.123974]
) Dermeidin 1100421832 11266 37 21 37 % 51 61 &7 52 3 3 3978 5412 | 04857 | 0.4841 3959] 0.2023 719[ 0226272
Dbnl soform A of Drebrin 1PI00231407, 100231784 | 77453 10 ] 16 10 15 21 2 7 0 7 1075 1176 | 01429 | 01667 0505| 0.0816 141{ 0037393
DEAD (Asp-Glu-Ala-Asp) box
D |polypeptide 3 Xlinked pi00362534 73130 n u 10 10 15 20 ) 9 3 7 01290 | 01019 | 01176 | 01176 | 0.1429 | 0.1587 | 0:0000 | 0:0989 | 0:0303 | 0.0795 | 0.0840| 0.0643 | 0.1113] 0.020754
[similar to desmoplakin
Dsp isoform 1 isoform 2. Ipi00366081 332383 10 n 3 27 P b5} 20 21 1 ) 1075 2667 | 01825 | 01379 | 02308 | 00101 | 0.0000 | 0962 01731 | 0.1666| 0.121588]
Eeflal __|Flongation factor 1-alpha 1_|IPI00195372,IPI00551725 | 50096 3 7 2 19 1 27 1 1 7 1 1398 1714 | 02143 1717 | 01250 | 0.1761] 00717 | 0.1748| 02
Eef2+ Elongation factor 2 1pi00203214 95268 4 5 12 16 1 17 0 s 1 6 X 1238 | 0.1349 | 0.0000 .0101 | 0.0682 | 0.0636] 0.0651 | 0.1059]
Fii Fightless | homolog 1P100211698 144843 s 2 9 11 1 17 0 0 0 7 0860 .0952 | 0.1349 | 0.0000 | 0.0000 | 0.0000 | 0.0795 | 00574] 0.0529 | 00910
Gsn isoform 2 of Gelsolin 1PI00923716 911 66 75 86 100 7 63 13 34 52 122 7097 6857 | 05000 | 0.0897 | 03736 | 0.5253 | 13864 6044| 03372 8262
[Trifunctional enzyme subunit
Hadha __|alpha pi00212622 82649 3 4 9 3 0 3 ) 4 7 10 00323 | 00370 | 01059 | 0.0353 | 0:0000 | 0:0476 | 0:0000 | 0:0440 | 0.0707 | 0.1136 | o0.0418| 0.0462 | 0.055| 0.03288
Heat shock protein HSP 90-
Hsp90ab1 * |beta iP100471584 83266 16 5 2 32 1 3 4 7 16 38 01720 | 02315 | 03412 | 0.3765 | 0.1333 | 0.1825 | 0.0276 | 0.1868 | 0.1616 | 0.4318 | 0.672) 0.1129 | 0.2818] 0114973
78 kDa glucose-regulated
Hspas*_|protein pro0z06624 72331 4 52 6 | a a 59 12 33 2 32 03656 | 0.4815 | 0.4235 | 0.4941 | 0.3905 | 0.4683 | 0.0828 | 0.3626 | 0.2525 | 0.3636 | 0.3030] 0.1389 | 0.4340] 0.065356|
Heat shock cognate 71 KDa
Hspag _|protein pI00208205 70855 37 56 9 s £ 59 8 27 ) 2 03978 | 05185 | 05765 | 05204 | 05619 | 0.4683 | 0.0552 | 02967 | 04717 | 02727 | o03526| 02330 | 0.4171) 0.123344
[stress-70 protein
Hspao 00363265 73840 5 ) 1 n 19 2 3 3 s 9 00968 | 01574 | 0.1647 | 0.1204 | 0.1810 | 0.1825 | 0:0207 | 0.0659 | 0.0505 | 0.1023 | 0.1027) 0:0697 | 01275 0045701
HtrA serine peptidase 1
Hural*|isoform CRA. 1P100199325 s1312 4 s 10 1 4 12 1 2 1 15 00430 | 0.0741 | 0.1176 | 0.1647 | 0.0381 | 0.0952 | 0.0069 | 0.0220 | 0.0101 | 0.1705 | 0.0432) 0.0447 | 0.1053| 0.062835
Ko15 [Type I keratin Kb15 1P100207038 55080 85 8 | 107 | 130 | 114 | 100 | 203 | 174 27 27 09140 | 0.7685 | 1.2588 | 1.5294 | 1.0857 | 0.7937 | 1.4000 | 1.9121 | 0.2727 | 0.3068 | 09862| 0.4387 | 1.0621] 0.646058
Krtl Keratin type Il cytoskeletal 1 |1PI00421857 64814 220 264 386 239 278 315, 298 264 135 130 23656 | 24444 | 45412 | 28118 | 2.6476 | 2.5000 | 2.0552 | 2.0011 | 13636 | 14773 | 2.5946] 11886 | 24269 0. m{
k10 Keratin type | cytoskeletal 10 | PIO0421806,IPIO0S51673 | 56489 283 | 244 | 362 | 342 | 33 | 314 | a0 | 35 | 97 131 3.0430 | 22503 | 42588 | 40235 | 32190 | 2.4921 | 29655 | 40110 | 09798 | 14886 | 28932 11895 | 2.8549| 1.124205]
kri1a Keratin type | cytoskeletal 14 |IPI00421855 52667 128 | o0 | 17 | 142 | 1s0 | 1 | 130 | 106 | 28 b3 13763 | 08333 | 20118 | 16706 | 14286 | 10397 | 08966 | 11648 | 02828 | 03182 | 1.1992| 0.6472 | 1.0053| 0.492683]
kn1s Keratin type | cytoskeletal 15 | PI00370090 48854 7 9 s 9 2 1 2 4 7 s 00753 | 0,033 | 0:0941 | 0.1059 | 0.0190 | 0:0079 | 0.0138 | 0:0440 | 0.0707 | 00568 | 0.0546| 0.0360 | 0.0596 0.037506
Kitl6__|Type I keratin KAL6 1100421793 50760 21 31 sa 2 2 2 s 27 15 9 02258 | 0.2870 | 06353 | 0.2824 | 0.2762 | 0.1905 | 0.3103 | 0.2967 | 0.1515 | 0.1023 | 03198] 0.1862 | 02318 0.084119
krt17 Keratin type | cytoskeletal 17 |1PI00370073 48106 205 | 202 | aes | 283 | 337 | 339 | 36 | 35 | a3 28 31720 | 27037 | 55059 | 33204 | 32095 | 26905 | 26621 | 35714 | 0.4343 | 03182 | 29968 18062 | 2.5226| 1.291455]
Keratin type Il cytoskeletal 2
krt2 epiderml 1100551558, PI00559533 | 69273 a6 | 125 | 199 | 157 | 175 | 181 | 206 | 172 33 3 15699 | 11574 | 23412 | 18471 | 16667 | 14365 | 1.4207 | 18901 | 03333 | 03864 | 14664 07249 | 1.3435| 0.614765|
K332 [Type | hair keratin KA27 | PI00S51773 45954 0 4 6 37 T 4 [ 9 0 0 0,0000 | 0.0370 | 0.5412 | 0.4353 | 0.0095 | 0.0317 | 0.0000 | 0,098 | 0.0000 | 0.0000 | 0.1101] 0.2410
ka2 Keratin type | cytoskeletal 42 |IPI00421791 50196 18 18 19 2 2 20 19 19 4 4 01935 | 01667 | 02235 | 0.2588 | 0.2000 | 0.1587 | 0.1310 | 0.2088 | 0.0404 | 0.0455 | 0.577] 00740 )
Kits Keratin type Il cytoskeletal 5 |IPI00382153 61809 a7a | ase | e7a | 5% | 602 | e | 711 | e | 110 | 107 50968 | 42222 | 79254 | 7.0118 | 57333 | 49841 | 49034 | 69670 | 11111 | 12159 | 49548 2.4623 | 8807
Lmo7 LmMo7b 1PI00421325 Ts6634 12 | 10 | 123 | 141 | 116 | 1m | a % T I3 12043 | 11111 | 14471 | 16588 | 11048 | 14365 | 0.2897 | 10440 | 0.1414 | 0.8864 | 08374 05836 | 12274
mod2__|Leiomodin2 1P100372026 61700 9 3 3 ) 1 i) ) 4 0 3 0.0968 | 0.0556 | 0.0353 | 0.1529 | 0.1048 | 0.0873 | 0.0000 | 0.0440 | 0.0000 | 0.0341 | 0047a] 0.0509 | 00748
Lmod3 __[similar to leiomodin 3 1100568699 57499 16 T 1 1 s 18 1 7 [ 1 01720 | 0.1296 | 0.1647 | 0.1647 | 0.0762 | 0.1425 | 0.0069 | 0.0769 | 0.0000 | 0.0114 | 0.0840] 0.0827 | 0.1051
Keratin type Il cytoskeletal
Loces3313 |6 100393340 59233 52 55 ® & 2 52 ) 7 38 a 05591 | 05093 | 09176 | 07412 | 07048 | 0.4127 | 05655 | 07802 | 03838 | 05000 | o0.6262) 0.1988 | 05887 0.162083
Leucine-rich repeat fightless |
Lirfip2 __|interacting protein 2 1PI00373564,PI00780550 | 49756 3 7 3 3 s n ) 7 ) ) 000 | 0.0295| 0.0288 | 0.615| 0036235
[Mprip *__|258 kDa protein 1PI00392: 257845 7 9% | 100 | 105 | 73 | 17 | 11 58 11 ) 928] 0.21297|
bierts oot s e oosotao0 T O N O 3 20 T 3 T 'S a0
Myn1a__|myosin heavy chain 14 |IPI00367479 225088 1 5 s 19 9 1 n 3 0 1351]
Myh3 _|Myosin3 1100201578 223846 14 2 | 172 | 33 | a9 | a7 | 18 | 306 T % 2364
Myhs_[MyosinS 1P100209113 226326 2139 | 1242 | 1862 | 3095 | 2027 | 2067 | 2414 | 351 | 38 | 883 225865
Myolc [Myosinc 1100393867 119757 26 | a15 | 252 | 289 | 3 | s | 7 175 15 110 3175] 0.876438
Myold [Myosind 1100207989 116081 18 | 184 | 166 | 21 | 25 | 2m 8 135 0 2 15788] 0.871444|
Nexn soform 1 of Nexiin 1P100209935 78377 a5 50 50 a7 5] 61 s 31 1 fE] 0,6000 | 0.4841 0.3977] 0159349
Polyadenylate-binding
Pabpc1 * _|protein 1 pro0189074 70683 4 5 4 5 5 9 1 1 1 4 00430 | 0.0463 | 0.0471 | 0.0706 | 0.0571 | 0.0714 | 0.0069 | 0.0110 | 0.0101 | 0.0455 | 0.0328) 0.0228 | 0.0a30] 0.024667|
similar
Phosphatidylinositol-4 5-
bisphosphate 3-kinase
catalytic subunit alpha
isoform (PI3-kinase p110
subunit alpha) (Ptdins-3-
Kinase p110) (PI3K)isoform
Piksca * 1P100769063,1PI00769166 | 124233 0 17 ) 17 ) 2 0 2 3 12 00000 | 0.157a | 0.0000 | 0.2000 | 0.0000 | 0.2063 | 0.0000 | 0.3077 | 0.0303 | 0.136a | 0.0061| 0.0136 | 0.2016] 0.066124]
Phosphatidylinositol-d 5-
bisphosphate 3-kinase
catalytic subunit beta
Pikach *__|isoform pr00208989 122595 0 5 ) 7 0 5 0 5 0 3 0.0000 | 0.0556 | 0.0000 | 0.082a | 0.0000 | 0.0476 | 0.0000 | 0.0659 | 0.0000 | 0.0341 | 0.0000] 0.0000 | 0.0571] 0.018286|
1soform p85-alpha of
Phosphatidylinositol 3-
kinase regulatory subunit
Pikar1* |alpha pr002119a5 83516 0 4 ) 10 ) 19 0 5 0 2 00000 | 0.0370 | 0.0000 | 0.1176 | 0.0000 | 0.1508 | 0.0000 | 0.0659 | 0.0000 | 0.0227 | 0.0000| 0.0000 | 0.0788] 0.054189
Phosphatidylinositol 3-
inase regulatory subunit
polypeptide 2 isoform
Pikar2*  |cRAa pr00s54334 81251 12 ] 6 | 8 12 | 10 2 7 1 2 01290 | 0.8148 | 0.1882 | 0.9765 | 0.1143 | 0.7937 | 0.0138 | 0.7802 | 0.1111 | 03205 | o0.113) 0.0627 | 07389 0.242115
soform 1 of Protein
phosphatase 1 regulatory
Pop1r12a * |subunit 124 p100400680, P100400681 | 115268 s 2 2 13 7 16 1 F) 0 F) 00538 | 01111 | 01412 | 0.1529 | 0.0667 | 0.1270 | 0.0069 | 0.0989 | 0.0000 | 0.1023 | 0.0537| 0.0568 | 0.1184] 0.022137]
Raild___|isoform 2 of Ankycorbin___|IPI00372146 105981 a 51 ) 61 50 £ 0 32 ] & 04731 | 04722 | 07059 | 0.7176 | 0.4762 | 0.5476 | 0.0000 | 0.3516 | 0.1212 | 0.7045 | 0.3553| 0.2883 | 0.5587] 0155729
1PI00190240,1PI00198550,
1PI00361888, 00391830,
1PI00476033,PI006S6453,
Rps27a__|Ribosomal protein$27a__|IPI00776427,1pI00882520 | 17934 14 15 2 21 2 2 18 15 7 5 01505 | 0.1389 | 02588 | 02471 | 02000 | 0.1905 | 0.1241 | 0.1648 | 0.0707 | 0.1023 | o0.1608| 0.0720 | 0.1687| 0.054613
Serum deprivation-response
sdpr protein 100362416 46368 ) s 1 8 2 18 3 4 ) ) 00000 | 00463 | 0.1412 | 0:0941 | 0:0190 | 0.1429 | 0:0207 | 0:0440 | 0:0000 | 0:0000 | 00362| 0.0595 | 0.0654] 0.054604
Smtn smoothelin 1PI00361871,PI00561311 99862 2 8 15 3 13 3 0 7 0 3 0.1290 | 0.0741 | 0.1765 | 01529 | 0.1238 | 0.1032 | 0.0000 | 0.0769 | 0.0000 | 0.1477 | 00859] 0.0810 | 0.1110] 0.037729|
Speccll __|Cytospin-A 1PI00372845 124324 16 20 2 18 5 36 2 19 0 3 01720 | 0.1852 | 0.2471 | 0.2118 | 0.1425 | 0.2857 | 0.0138 | 0.2088 | 0.0000 | 0.0341 | 0.1152] 0.1060 | 0.1851] 0.082465
1PI00231332, 100231812,
soform 2 of Troponin T {IPIO0S61761,1PI00776952,
Tont2_|cordiac muscle pI00780763 30435 a7 as | | 103 | | a2 | a5 7 2 8 09355 | 04167 | 1.3059 | 1.2118 | 1.0571 | 0.8889 | 03103 | 0:8352 | 0.0202 | 0:0909 | o07258| 05387 | o0.6887| 0437744
1PI00554262,1PI00560341,
soform 1 of Troponin T fast (IPI00829459,IPI00829466,
Tont3 *_|skeletal muscle 1PI00829504,IPI00829511 | 30734 18 2 5 P} 8 I ) 2 2 3 01935 | 02037 | 0.2941 | 0.320a | 03619 | 0.3651 | 0.0000 | 0.2308 | 0.0202 | 0.0682 | 0.1740| 0.1613 | 0.239a) 0116752
soform 1 of Tropomyosin
[Tom1 __|alpha-1 chain 00197888 32664 27 9 % 37 3 30 9 ) 4 10 02903 | 0.0833 | 03059 | 04353 | 03333 | 0.2381 | 0.0621 | 0.1868 | 0.0404 | 0.1136 | 0.2064] 0.1427 | 02114 0.139108
Talpha isoform
Tom1 e P00210945 32831 231 | 149 | 307 | 307 | 309 | 252 | 106 | 10 | 7 28 2.4839 | 13796 | 36118 | 36118 | 29429 | 2.0000 | 07310 | 17582 | 07980 | 25909 | 2.1135| 12953 | 2.2681] 0.870467]
soform 1 of Tropomyosin
[Tom2 __|beta chain pi00230775 32820 12 | 93 | 167 | 17a | 165 | 167 | 57 % 14 57 13118 | 08611 | 19647 | 20471 | 15714 | 13254 | 03931 | 10769 | 01414 | 06477 | 10765 07795 | 1.1916| 0:540343)
soform 2 of Tropomyasin
Tom2 __|beta chain 100187731 32041 n 8 s n 1 1 3 n 3 21 01290 | 0.0741 | 0:0941 | 0.1412 | 01333 | 0.1032 | 0:0207 | 0.1209 | 0.0303 | 0.2386 | 0.0815| 0.053 | 0.1356] 0062652
Tubalb _|Tubulin alpha 16 chain___[1PI00339167 50134 ) ) 2 a1 30 a7 19 30 38 6 03441 | 03704 | 0.4941 | 0.4824 | 0.2857 | 0.3730 | 0.1310 | 0.3297 | 0.3838 | 0.7841 | 03278] 0.1337 | 0.4679] 0.185613
Tubb2a__[Tubulin beta-2A chain 1100475639 49889 4 s 7 3 2 7 2 7 2 4 00430 | 0.0741 | 0.0824 | 0.0706 | 0.0190 | 0.0556 | 0.0138 | 0.0769 | 0.0202 | 0.0455 00284 | 0.0645] 0.01347
soform 1 of Tubulin beta 5
Tubbs __|chain 00197579 49653 b5} 4 3 & 39 3] 20 2 25 s 02473 | 04537 | 07765 | 07412 | 03714 | 05476 | 01379 | 03516 | 02525 | 05114 | 03571 0.2485 | 05211 0143603
Tubb6 __[Tubulin beta 6 1P100195673 50041 4 i) 16 i) 3 1 3 10 4 1 00430 | 0.1111 | 0.1882 | 0.1412 | 0.0286 | 0.1111 | 0.0414 | 0.1095 | 0.0404 | 0.1250 | 00683| 0.0673 | 0.1157] 0013538
Vim [Vimentin PI00230941 53716 105 | 126 | 107 | 102 | a3 | 155 | e [ 17 | 261 11290 | 11481 | 12588 | 12000 | 0.4095 | 12302 | 0.4414 | 0.4725 | 13838 | 29659 | 09245| 0.4645 | 14033
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