Figure S1 — UPGMA tree for ASB1 orthologs



Figure S2 — UPGMA tree for ASA1-ASA2 orthologs



Figure S3 — UPGMA tree for PAT1 orthologs



Figure S4 — UPGMA tree for PAI1,2,3 orthologs



Figure S5 — UPGMA tree for IGPS orthologs



Figure S6 — UPGMA tree for TSA1 orthologs



Figure S7 — UPGMA tree for TSB1-TSB2 orthologs



Figure S8 — UPGMA tree for TAAL-TAR1-TAR2-TAR3-TAR4 orthologs



Figure S9 — UPGMA tree for SUR1 orthologs



Figure S10 — UPGMA tree for UGT74B1 and UGT84B1
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Figure S11 — UPGMA tree for ST5A orthologs
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Figure S12 — UPGMA tree for TGG1-TGG2 orthologs
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Figure S13 — UPGMA tree for ESP orthologs
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Figure S14 — UPGMA tree for ESM1 orthologs
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Figure S15 — UPGMA tree for YUCCA orthologs
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Figure S16 — UPGMA tree for AMI1 orthologs
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Figure S17 — UPGMA tree for NITRILASES orthologs
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Figure S18 — UPGMA tree for ILL1-6-1LR1-IAR3 orthologs
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Figure S19 — UPGMA tree for GH3s
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Figure S20 — UPGMA tree for IAR4 orthologs
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Figure S21 — UPGMA tree for IAMT1 orthologs
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Figure S22 — Alignment of AtPIN proteins and putative orthologs
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Figure S23 — alignment of AUX1-LAXs and putative orthologs
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Figure S24 — UPGMA tree for PGP orthologs
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Figure S25 — UPGMA tree for TPL-TPR1,2,3,4 orthologs
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Figure S26 — UPGMA tree for IBR5 orthologs
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Figure S27 — UPGMA tree for ABP1 orthologs
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Figure S28 — alignment of AUX/IAASs and putative orthologs

39



IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1

IAA5_AT1G 15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

IAA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650

AT1G19850.1_MP

Consensus
100%

Conservation
0%

IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1
IAA5_AT1G15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

IAA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650

AT1G19850.1_MP

Consensus
100%

Conservation
0%

M
M
M
M
M
M

M
M
M
M
M
M
M
M
M

M

GSsl

EssAaa

MEGGSASGSA
MNGHQENICSS
MEGNSENGEN
MEGCPRNREN
MAW
VE
M- - -GRGRSS
M- - -GRGRSS
MENMSNScSSE
MEECRGGGMS
MICSIPPlPl
M---BP----
MNSEEPQSQ -
MESEHMAANA G
MMA - SESCNE

BHKENESWRE PTMISIPIGl4o

----NTPABE ¢

SUBKBEEVTS
SfiAssSs-PTS

BENY
- - -BWHACA -

- -GPHNICERQ 68




IAA7_AT3G23050 - - - - ------
IAA14_AT4G14550 - - - - - - - - - -
IAA16_AT3G04730 - - - ------ -

Pt205684_gw1.V.1085.1 - - - - - - - - - -
AXR3_AT1G04250 - - - -------
PAP2_AT4G29080 - - ------- -

Pt171693_gw1..293.1 - - - - - - - - - -
OsIBCD000843 - - - - - - - - - -

IAA8_AT2G22670 - - - - - - - - - -

IAA9_AT5G65670 - - - - - - - - - -

IAA2_AT3G23030 - ---------

IAA1_AT4G14560 - - - - - - - - - -
SHY2_AT1G04240 - - - - - - - - - -
IAA15_AT1G80390 - - - - - - - - - -

IAA6_AT1G52830 - - --------
IAA19_AT3G15540 - - - - - - - - - -

Pt180980_gw1.1.9580.1 - - - - - - - - - -
Pt180995_gw1.1.9595.1 - - - - - - - - - -
IAA5_AT1G15580 - - - - - - - - - -
Pp164608_estExt_fgenesh1_pg.C_730007 - - - - - - - - - -
Pp219923_estExt_Genewise1.C_1840013 - - - - - - - - - -
OsIBCD000527 - - - - - - - - - -

IAA12_AT1G04550 - - - - - - - - - -

IAA13_AT2G33310 - - - ----- - -

IAA11_AT4G28640 - - - - - - - - - -

IAA10_AT1G04100 - - - - - - - - - -

IAA18_AT1G51950 - - - - - - - - - -

PAP1_AT3G16500 - - - - ----- -

OsIBCD000591 - - - - - - - - - -

IAA29_AT5G25890 - - - - - - - - - -

IAA20_AT2G46990 - - - - - - - - - -

IAA30_AT3G62100 - - - - - - - - - -

IAA31_AT3G17600 - - - - - - - - - -

OsIBCD001221 - - - - - - - - - -

IAA29_AT4G32280 - - - ------ -

IAA34_AT1G15050 - - - - - - - - - -

IAA32_AT2G01200 - - - - - - - - - -
corb_UMD_Coleochaete_c11109_¢c. s 1 - -------- -
AtIAA33 - - - - - - - - - -

AT3G24650 PCMSSSSSS

AT1G619850.1_MP FicSHUNNESQ

Consensus - - - = = - - - - -

STSPAPNINAN MSSASSSSAA SSSTSSAASW 118

GHEQWAM - - -

----- STR

RSATTQUPNE 98

100%.

Conservation
0%

IAA7_AT3G23050 - - - -------
IAA14_AT4G14550 - - - - - - - - - -
IAA16_AT3G04730 - - - - - - - - - -
Pt205684_gw1.V.1085.1 - - - - - - - - - -
AXR3_AT1G04250 - - - - - - - - - -
PAP2_AT4G29080 GHSEEPTMEA
Pt171693_gw1.1.293.1 - - - - - - - - - -
0sIBCD000843 GHESPPPPPPS
IAA8_AT2G22670 GHISBcSsSNBS
I1AA9_AT5G65670 GESBcSsSliGs
IAA2_AT3G23030 - - - -------
IAA1_ATAG14560 - - - - - - - - - -
SHY2_AT1G04240 - - - - - - - - - -
IAA15_AT1G80390 - - - - - - - - - -
IAA6_AT1G52830 - - - - - -----
IAA19_AT3G15540 - - - - - - - - - -
Pt180980_gw1.1.9580.1 - - - - - - - - - -
Pt180995_gw1.1.9595.1
IAA5_AT1G15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
0sIBCD000527
IAA12_AT1G04550 - - - - - - - - - -
IAA13_AT2G33310 - - - - - - - - - -
IAA11_AT4G28640 - - - - - - - - - -
IAA10_AT1G04100 - - - - - - - - - -
IAA18_AT1G51950 - - - - - - - - - -
PAP1_AT3G16500 - - - - - - - - - -

OsIBCD000591 - - = = - - - - - -
IAA29_AT5G25890 - - - - - - - - - -
IAA20_AT2G46990 - - - - - ssHEs
IAA30_AT3G62100 - - - - - ssHEs
IAA31_AT3G17600 - - - - - ssliBs

0sIBCD001221 - - - - - ssMBs

IAA29_AT4G32280 - - --------

IAA34_AT1G15050 - - - - - - - - - -

IAA32_AT2G01200 - - - - - - - - - -
corb_UMD_Coleochaete_c11109 ¢ s 1 - -------- -
AtIAA33 - -

AT3G24650 AMBERS

SSKSNPEGAS
SCRSNPEGHNS
-TKPSPSESS
STHPABSTTS

TPNQNQNASG

VRNUTEHA - -

R
- - -SGEDEEB TAETERE
------ s

16|D
ElclclPc- 19
CBGHEPG- 14

GHPG- 15

e e e e e e e e e e e N e |

TABQEGPPAG 97
TTEQEGPPAA 106
PGS 32
GH--- 24

B
AQVSHEQ-PNH 133
TELRLGLPG-

AT1G19850.1_MP PNEPSQEMCQ
Consensus = = = = = = = = - =
100%
Conservation
0% s (| Il

A= HHHHHHHHHW

il



180 200
| |

IAA7_AT3G23050 - - -GAEAMIES PARSAM- - - - - --------- - .-. 32
IAA14_AT4G14550 - - -GTETMES PARSGM---- ---------- - --------- 27
IAA16_AT3G04730 - - -GNHGGEM AGERIN- - - - - - - ------- - ... 2

Pt205684_gw1.V.1085.1 GGGGTEGGEE A--------- - ----- - ... 2
AXR3_AT1G04250 BTMAPMIT - - - - - - - - - - - - oo oL 28
PAP2_AT4G29080 B --9UP SREEAB---- ---NR----- ---------- 67

Pt171693_gw1.1.293.1 B EBTNN----- ---------- 51
0sIBCD000843 ESPBRHPAANM AAAAA - - - - - oo cT-ccoo oo 62

IAA8_AT2G22670 QSPERETBEc BESPR----- -TPBE----- ---------- 80

IAA9_AT5G65670 QSPAR-TEEN BESPA----- -KEBE----- ---------- 93

1AA2_AT3G23030 TEKMKEEQEM SC-------- ---------- ... 35

IAA1_ATAG14560 QEE- -QQHEME SC-------- - -ccmccon oo 31
SHY2_AT1G04240 lNlClAllll = 31
IAA15_AT1G80390 PTNASEGPR- - --------- -0 ... 37

IAAB_AT1G52830
IAA19_AT3G15540
Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1
IAA5_AT1G15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
0OsIBCD000527
IAA12_AT1G04550
IAA13_AT2G33310
IAA11_AT4G28640
IAA10_AT1G04100
IAA18_AT1G51950
PAP1_AT3G16500
OsIBCD000591
IAA29_AT5G25890 Q
IAA20_AT2G46990
IAA30_AT3G62100
IAA31_AT3G17600
OsIBCD001221
IAA29_AT4G32280
IAA34_AT1G15050
IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650 SSQGEGCGEG GGH BEEBs N
AT1G19850.1_MP SERB- - - - - - ----UEPVPE EcvERGSKHP TEEECRTTAS 163

CONSENSUS = = = = = = = = = = = === === ===
100%

Conservation

0% = Y} te| =)

IAA7_AT3G23050 - - = = < =< === oo oo
IAAT4_ATAGA4550 - - - - < = = = c - oo
IAA16_AT3GO4730 - - = = = = == o= mmm e

Pt205684 gW1.V.1085.1 - - <~ - < =< < oo o-
AXR3_ATA1GO4250 - = - < = = <= -« oo
PAP2_AT4G29080 - - - « = = = ==« < em oo

PH71693_gW1.1293.1 - <« < - < - oo oo
OSIBCDO00843 = = = = = <« === — o e e

IAAB_AT2G22670 - « = = < = - === = om e

IAAQ_AT5GB5670 - « = - - = = < == = omem oo

IAA2_AT3G23030 - = = = = === m = eee e e

IAAT_ATAG4560 - - - < =< <= o < oo
SHY2_AT1GO4240 - = < = = < =< == < oo oo
IAAT5_ATAGBO390 -« - - - = = = m o omem e e

IAAG_ATAG52830 - « = = =« <=« woeoeo
IAAT9_AT3GA5540 - - - < = - <= oo oo oo

Pt180980_gw1.1.9580.1 - - = - < = < <=« <o

Pt180995_gw1.1.9595.1

IAA5_AT1G15580

Pp219923_estExt_Genewise1. C_1840013 AAAEVMGSEKNE OR

OSIBCDO00527 - = = = = = == == = memmm e m o
IAA12_AT1GO4550 - - - = - = = === == -o- oo - -GHESEGGG- - --------- 31
IAA13_AT2G33310 - - - - - == ==~ - =-------- - -GsBcGGT AARMGHRSGGG 36
IAAT1_AT4G28640 - - - - - = - === = =o-oo- NMRBCRVMNABB 56

IAA10_AT1G04100 - - - - - - - - - -
IAA18_AT1G51950 - - - - - - - - - -
PAP1_AT3G16500 - - - - ---- - -
OsIBCD000591 - - - - - - - - - -
IAA29_AT5G25890 - - - - - - - - - -
IAA20_AT2G46990 - - - - - - - - - -
IAA30_AT3G62100 - - - - - - - - - -
IAA31_AT3G17600 - - - - - - - - - -
OsIBCD001221 - - - - - - - - - -
IAA29_AT4G32280 - - ------- -
IAA34_AT1G15050 - - - - - - - - - -
IAA32_AT2G01200 - - - - - - - - - -
corb_UMD_Coleochaete_c11109 ¢ s 1 - -------- -
AUIAA33 - - - -
AT3G24650 BTS- - - - - Al EsqB
AT1G19850.1_MP BTSTHGGESNM PRRAAEKEEP PH

CONSENSUS = = = = = = = === === e e=ememme ==omen=on-
100%

Conservation
0%




IAA7_AT3G23050 - = = = = = = = == sm e e oo oo 32
IAATA_ATAGIABE0 =~ = - = = = = = == = m o mm e e oo e oo 27
T e 1 -2

Pt205684_gW1.V.1085.1 = = = = = = = = = oo e o m e oo o 2

AXR3_AT1G04250 - - = - - = = = = = = s - oo oo oo oo o oo oo oo oo 28
PAP2_AT4G29080 - - - = - = = = == === - - --os oo oo
Pt171693_gw1.1.2931 - - - - - - - -« oo oLl LoLo..
0sIBCD000843 |
IAA8_AT2G22670
IAA9_AT5G65670
IAA2_AT3G23030
IAA1_AT4G14560
SHY2_AT1G04240
I1AA15_AT1G80390
IAA6_AT1G52830
IAA19_AT3G15540
Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1
IAA5_AT1G15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527
I1AA12_AT1G04550
IAA13_AT2G33310
IAA11_AT4G28640
IAA10_AT1G04100
IAA18_AT1G51950
PAP1_AT3G16500
OsIBCD000591
I1AA29_AT5G25890
I1AA20_AT2G46990
IAA30_AT3G62100
IAA31_AT3G17600
OsIBCD001221
I1AA29_AT4G32280
IAA34_AT1G15050
IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33
AT3G24650
AT1G19850.1_MP

Consensus
100%

Conservation
0%

IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
0OsIBCD000843
IAA8_AT2G22670
IAA9_AT5G65670
IAA2_AT3G23030
IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390
IAA6_AT1G52830
IAA19_AT3G15540
Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1
IAA5_AT1G15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
0sIBCD000527
IAA12_AT1G04550
IAA13_AT2G33310
IAA11_AT4G28640
IAA10_AT1G04100
IAA18_AT1G51950
PAP1_AT3G16500
OsIBCD000591
IAA29_AT5G25890
IAA20_AT2G46990
IAA30_AT3G62100
IAA31_AT3G17600
0sIBCD001221
IAA29_AT4G32280
IAA34_AT1G15050
IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650 M K E A EB
AT1G19850.1_MP M RANRQ QTA@PSSHES ABsSvH

CONSENSUS = = = = = = = === === eemsmee =mcememcen =mmm=e=-==
100%

Conservation
0%




IAA7_AT3G23050
I1AA14_AT4G14550
I1AA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
I1AA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1
IAA5_AT1G15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

I1AA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

I1AA29_AT5G25890

I1AA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

I1AA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650 ATHESAARR -

AT1G19850.1_MP AAAHATANRT PEENENNPRA

GGREAM - -KQ 292

CONSENSUS = = = = = = = = = = = = oo s e s mms mmmmmamaas meemaa-
100%
Conservation
0%
40|D
IAA7_AT3G23050 - - - - - - - - - - e e 43
IAA14_AT4G14550 - - - - - - - = - - e e 38
IAA16_AT3G04730 - - - - - - - - - - e e 37
Pt205684_gw1.V.1085.1 - - - - - - - - - - e e 36
AXR3_AT1G04250 - - - - - - - - - - B 39
PAP2_AT4G29080 - - - - - - - - - - SNK WMESPGSTTA 97
Pt171693_gw1.1.293.1 K- ------- - .SlAllGSTG WYUESGGE - - - 87
OsIBCD000843 K- - - - - - - - - BPBA------ - 81
IAA8_AT2G22670 KBNGSATTGH - - -WRGSNRP 125
I1AA9_AT5G65670 KBE - ICSSSQ - - -AKSSHNT 138
IAA2_AT3G23030 - - - ------ -
IAA1_AT4G14560 - - - - - - - - - -
SHY2_AT1G04240 - - - - - - - - - -
IAA15_AT1G80390 - - - - - - - - - -
IAA6_AT1G52830 - - - - - - - - - -
IAA19_AT3G15540 - - - - - - - - - -
Pt180980_gw1.1.9580.1 - - - - - - - - - -
Pt180995_gw1..9595.1 - - - - - - - - - -
IAA5_AT1G15580 - - - - - - - - - -
Pp164608_estExt_fgenesh1_pg.C_730007 SEPGAQSNEP EsEAN
Pp219923_estExt_Genewise1.C_1840013 SESGAQMAEG EsSEANMGGNHE
0sIBCD000527 SPSSSB- - - -
IAA12_AT1G04550 S AESSSH- - - -
IAA13_AT2G33310 ABSASH- - - -
IAA11_AT4G28640 SSSSSSHSRA S T ABMAAT- - - -
IAA10_AT1G04100 ssssss'Tll ABSPAA- - - -
IAA18_AT1G51950 KBRsHEsEAG
PAP1_AT3G16500 EBKSEHCENG
0sIBCD000591 SEGSTAAPAE
IAA29_AT5G25890 TSNNNE---- - --------- - ------. NG
IAA20_AT2G46990 - - - - - - - - - - SEcTSScTQN ENGGHNGHN- - -
IAA30_AT3G62100 - - - - - - - - - - SEcSsSsSG-QM NINGGENH- - -
IAA31_AT3G17600 - - - - - - - - - - SET------- -
OsIBCD001221 - - - - = - - - - - SESTSSSSSE EQAAAAA- - -
IAA29_AT4G32280 - - - - - - - - - S BsPHEssKEc ENEB --
IAA34_AT1G15050 RT WQ M- ---
IAA32_AT2G01200 - - - - = = = = = = - -« - - SERT MQHETHN- - -
corb_UMD_Coleochaete_c11109_c_s_1 WHGSSSPRPG NSSTSS slse
AtIAA33 Bs R EH - -
AT3G24650 HE BsSEQ QSEQQBPEQN 331
AT1G19850.1_MP MGTHNGHS - - - - -BEBPERW 354
Consensus FSETVD---- =-=----ece-n--
100%
Consewatlog% = = = = HHMHHW ﬂ’_\!_\!_\r—w—\ el e

44



IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250 EREN
PAP2_AT4G29080 TGBMGSGSGP

Pt171693_gw1.1.293.1 - - - - - NGNPQ
0OsIBCD000843 - - - - - - AllTP

IAA9_AT5G65670 [ER - - NWM PI
IAA2_AT3G23030
IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390
IAA6_AT1G52830
IAA19_AT3G15540
Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1
IAA5_AT1G15580 - - - - - - - - - -
Pp164608_estExt_fgenesh1_pg.C_730007 EGNCBMNRGE GNMGGTEQPES KNNE-HSveM SRMAPGSGGQ 254
Pp219923_estExt_Genewise1.C_1840013 EGNBBMSRCE E - NGTlQlll KVHEPRGMGM ARMAPNISGGQ 268
0sIBCD000527
IAA12_AT1G04550
IAA13_AT2G33310
IAA11_AT4G28640
IAA10_AT1G04100
IAA18_AT1G51950
PAP1_AT3G16500
0sIBCD000591
IAA29_AT5G25890
IAA20_AT2G46990
IAA30_AT3G62100
IAA31_AT3G17600
0sIBCD001221
IAA29_AT4G32280
IAA34_AT1G15050
IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650 PNPNNNNEEP PSBQT-cESP STWMPP- - - - -PPQQQAENS 365
AT1G19850.1_MP PGSKWRNEQW EWBEPGCNBK PTRVUSPWBNE TPESEENEPS 394

CONSENSUS = = == =====2= ===soamascs2 =ocecoomnn ==22=2=ceaasn
100%

Conservation
0% 1

IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
0OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1

Pt180995_gw1.1.9595.1

IAA5_AT1G15580

Pp164608_estExt_fgenesh1_pg.C_730007 NGSAWRNENE ERvVQcPESTH ERKSEvSEET BOBAGBSSHE 204
Pp219923_estExt_Genewise1.C_1840013 NGSAWRNHESE K

0sIBCD000527 - - - - - - - - - -

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221 - - - = - - - - - -

1AA29_AT4G32280 AMIEGAASCHEG TE

IAA34_AT1G15050 - - - = - == ==~ - =-==-----

IAA32_AT2G01200

corb_UMD_Coleochaete_c11109_c_s_1

AtIAA33 - - - - - -

AT3G24650 -BPG MPA PNEPPQP PPPQSGPMPH 404

PHEEESP
AT1G19850.1_MP HBTSG BAP SNEAGETEWG s|||lPl| PBSANGHEMPN 434

CONSENSUS = = = = = = = = = = == s s s mms memssaes meemeee
100%

Conservation
0%




IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730 B
Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080
Pt171693_gw1.1.293.1
OsIBCD000843
IAA8_AT2G22670
IAA9_AT5G65670
IAA2_AT3G23030
IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390
IAA6_AT1G52830
IAA19_AT3G15540
Pt180980_gw1.1.9580.1 - -
Pt180995_gw1.1.9595.1 - -
IAA5_AT1G 15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527
IAA12_AT1G04550
IAA13_AT2G33310
IAA11_AT4G28640
IAA10_AT1G04100
IAA18_AT1G51950
PAP1_AT3G16500
OsIBCD000591
IAA29_AT5G25890
IAA20_AT2G46990
IAA30_AT3G62100
IAA31_AT3G17600
OsIBCD001221
IAA29_AT4G32280
IAA34_AT1G15050
IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1

-SGEANST
-SGEANST

ASNBCcANRKG
-AABAABNSS

AtIAA33
AT3G24650 QQEPMPPTSQ --------MN QEGBPT---- -------
AT1G19850.1_MP ASEPSMASEQ EvMEVMMMR MQANMMMGNG 474
CONSENSUS = = = = = = = = = = == =22 s aooe mmmmmmmmas meemeeen
100%
Conservation
0% O=m
56|D
IAA7_AT3G23050 BPSKPPAKR-Q 81
IAA14_AT4G14550 BPSKPPAKAQ 76
IAA16_AT3G04730 - - -KPPAKAQ 70
Pt205684_gw1.V.1085.1 BPAKPPARAQ 74
AXR3_AT1G04250 BPAKPPAK -Q 81
PAP2_AT4G29080 SATAPASKAQ 142
Pt171693_gw1.1.293.1 NSSAPAARTQ 133
0OsIBCD000843 -PPQPAAKAQ 122
IAA8_AT2G22670 GENNAPAKAQ 163
IAA9_AT5G65670 SSSPPAAKAQ 181
IAA2_AT3G23030 -ESTPPTRTQ 60
IAA1_AT4G14560 -SAPPPAKRTQ 55
SHY2_AT1G04240 TETSPPREAQ 64
IAA15_AT1G80390 - -SSMETNBQ 70
IAA6_AT1G52830 -EsEPMNKSQ 70
IAA19_AT3G15540 UiNBsPAAKSQ 70
Pt180980_gw1.1.9580.1 TQTT----SQ 29
Pt180995_gw1.1.9595.1 TQTT----SQ 29
IAA5_AT1G15580 BRCEPARKSQ 53
Pp164608_estExt_fgenesh1_pg.C_730007 SNEQPEAQNQ 319
Pp219923_estExt_Genewise1.C_1840013 SMQPPPAQNQ 332
0sIBCD000527 ABAPPAPKAR 76
IAA12_AT1G04550 QGASPPRSSQ 69
IAA13_AT2G33310 AGSSPPRSSQ 75
IAAT11_AT4G28640 - - - - - == == —=-coecoae e 8G------- 87
IAA10_AT1G04100 ASNA- - -TRQ 91
IAA18_AT1G51950 RTAPG 94
PAP1_AT3G16500 HESQRRTAPG 101
OsIBCD000591 - - -PRAAAAA 67

IAA29_AT5G25890
IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

0sIBCD001221

IAA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650 GEINMNPHIQNP MM - - - PAGQM

AT1G19850.1_MP GHEGBvMMQQP EMMNQRSEVE

Consensus

AA
vl
-EPSTSPQRE
ﬁIPSTPlNSQ

GNGAAEEM

- - -EPPARVE
SMSATPRRSHE
- -BNSTTQQP

SATREARKKR

SASNTSGQEQ
- -SSPPAKAQ

100%
Conservation
0%

e

oo nInnrl]




IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1

IAA5_AT1G 15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

-NMcWwpPNMAT
lGIPP'C-

IAA29_AT4G32280 ENINIG

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650

AT1G19850.1_MP

Consensus
100%

Conservation
0%

IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1
IAA5_AT1G15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

IAA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650

AT1G19850.1_MP

Consensus
100%

Conservation
0%

- -TTGBATE-
- - -SSTBQE-
- -SSGGPEA -

- -SAPATAC-
- -STPARAC-

B WsoPsSENSHT
STMCMPHM - - ----------
BETTTPENPE PASKNHNNSN
MARQRREESH HHRHNNNNNN
NESQS- -MSA PAKPENSTHES
V-VGWPPV-- -RSYRKNNMA N-K-------
[ HHHHHH ﬂﬂﬂﬂﬂﬂﬂr—w—\ i T
6?0
---------- - - -ASSERAG NEGGGAAGA -
---------- ---AMSS--- - -GGGTHNA- -
---------- ---GNBRTSG SSGATSSASA
---------- ---STBRMP - - -GGNAT- - -
---------- S-------GP
__________ S-------G-
__________ Q-------G-
__________ P-------G-
.......... P-------G-
__________ el e
RGASSSSSGN
KGASTSSSGN

K
GGQlN----l

SSS- - - -PON

-RTE
HHRGRRETAM

Q-McSNEGNR R-K

QGMNNNEGES

EcENVEBBEV
TQNGETCAAN
UTTSTHMCNER

B
BAAARTTEPR
BBGEKQUETK
BRA

]
TTATGGTWVME WPNEPANPPQ
SsPMQABQCE BlTHQHNQPQ

el

e N

47



IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1

IAA5_AT1G 15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

IAA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650

AT1G19850.1_MP

Consensus

100%.

Conservation

0%

IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030 M

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1
IAA5_AT1G15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

IAA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650

AT1G19850.1_MP

Consensus

100%.

Conservation

0% T

)
®
S

-- -NoBEsBAEBA -RVESS- - -- 160
-- -NMEKBESBABA -KvESS- - -E 147
-- -MQBEsSNAES -KMESS- - -E 155
-- -NMHEBESBABG -KvESs- - -E 146
-- -NBEESNAES -NMESS- - -E 147
-- -NMEEESSABE -KvESc- - -E 221
-- -NMEEESSABE -KvEGC- - -E 204
-- -MKBvVSEGHE -RVENG- - -H 194
-- -NMQQESSABE -KvEsc- - -E 235
-- -MGE-SSABE -KvETT- - -E 251
-- -HB ABE HE----

-EVENASHEW 124
-EVENASHEW 122
-HVEBTsHlic
- HVE

l Gl 1]
EBcENNMGRENM c

VBGHPGCHNN - -
BEGRsHcoRrN s - -
HeEl- - - - - v ETQ
SIPINGISII lTlllTsols SHQSEAGSHR QPENEssQBS
MDGAPYLRKV DLKXYKS--- -YEDLSSALE -KMFG----F
HHHHHHHHHH HHI—M—\HHH Hr—\r—\ﬂﬂmﬂﬂﬂ !_\ﬂﬂr_\r—\ (|
720
|
T-MGNMGAQ- om-lB- -EvN ESKE- - ---- ---------- 179
T-MGSNMGAQ- oM-lB--E-N EsRM- - ---- ---------- 165
T-HGNM-PQ- oM-KB- -BEvN ESKE------ ---------- 173
T-BMGNCGSH- oM-KB- -EM- EskE- - ---- ---------- 164
T-MGKHGGEE oM-lB---vN ERKE------ ---------- 166
T-HGQEGSHG GCGRB- -GHEN E-SE------ ---------- 241
T-lcoccsHG BAARB- -GET E-SC------ ---------- 224
S-TGKEGAEN - -QRB--G-- ---------- ---------. 207
T-Bcoc-BHG AQGRE- -Bvs ENRE- - ---- ---------- 255
T-BGQCGSNG AAGKB- -vMBs ETRE- - ---- ---------- 272
IGIICIII ---------- 123
SERE G--------- ----- - e 120
---------- 138
---------- 129
---------- 138
---------- 142
---------- 101
---------- 101
---------- 121
- BA SSHE------ ---------- 422
HSGOMCGGRS SSSGESHWWMA SSRR------ ---------- 434
THPNBGREVA GKE~BB---- ERKE------ ---------- 151
B L 161
TNPGTNGETS QETKPEREE- B--------- ---------- 183
TBc HvETPUKREEP B--------- ---------- 194
KT MRETCTSKEE B--------- ---------- 212
RBEPSSHEBE KePMTGH---- ---------- ---------- 205
RBNSBGQGEE KPHMGH---- ---------- ---------- 207
-SAABGEABA AA-AGE---- ---------- oo 171
l=S|ll---- ---------- 122

RQ lPlllQ

sANNEPBSNS
T-1GDCG- - -

C=




IAA7_AT3G23050 - - - - ------
IAA14_AT4G14550 - - - - - - - - - -
IAA16_AT3G04730 - - - ------ -

Pt205684_gw1.V.1085.1 - - - - - - - - - -
AXR3_AT1G04250 - - - -------
PAP2_AT4G29080 - - ------- -

Pt171693_gw1.1.293.1 - - - - - - - - - -
OsIBCD000843 - - - - - - - - - -

IAA8_AT2G22670 - - - - - - - - - -

IAA9_AT5G65670 - - - - - - - - - -

IAA2_AT3G23030 - ---------

IAA1_AT4G14560 - - - - - - - - - -
SHY2_AT1G04240 - - - - - - - - - -
IAA15_AT1G80390 - - - - - - - - - -

IAA6_AT1G52830 - - --------
IAA19_AT3G15540 - - - - - - - - - -

Pt180980_gw1.1.9580.1 - - - - - - - - - -
Pt180995_gw1.1.9595.1 - - - - - - - - - -
IAA5_AT1G15580 - - - - - - - - - -
Pp164608_estExt_fgenesh1_pg.C_730007 - - - - - - - - - -
Pp219923_estExt_Genewise1.C_1840013 - - - - - - - - - -
OsIBCD000527 - - - - - - - - - -

IAA12_AT1G04550 - - - - - - - - - -

IAA13_AT2G33310 - - - ----- - -

IAA11_AT4G28640 - - - - - - - - - -

IAA10_AT1G04100 - - - - - - - - - -

IAA18_AT1G51950 - - - - - - - - - -

PAP1_AT3G16500 - - - - ----- -

OsIBCD000591 - - - - - - - - - -

IAA29_AT5G25890 - - - - - - - - - -

IAA20_AT2G46990 - - - - - - - - - -

IAA30_AT3G62100 - - - - - - - - - -

IAA31_AT3G17600 - - - - - - - - - -

OsIBCD001221 - - - - - - - - - -

IAA29_AT4G32280 - - - ------ -

IAA34_AT1G15050 - - - - - - - - - -

IAA32_AT2G01200 - - - - - - - - - -
corb_UMD_Coleochaete_c11109_¢c. s 1 - -------- -
AtIAA33 - - - - - - - - - -

AT3G24650 - - - - ---- - -

AT1G19850.1_MP QNEICMSNSTT

Consensus - - - = = - - - - -
100%

Conservation
0%

IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1
IAA5_AT1G15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

IAA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1

AtIAA33 - - -
AT3G24650 - - HGREM EARBGHsE
AT1G19850.1_MP CHEGNNNTEA SEABSQAESR
Consensus = = = = = = = = - = -NGSEYVLTY EDKDGDWMLV

100%.

consenvation e i

49



IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1

IAA5_AT1G 15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

IAA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650

AT1G19850.1_MP

Consensus
100%

Conservation
0%

IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1
IAA5_AT1G15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

IAA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1
AtIAA33

AT3G24650

AT1G19850.1_MP

Consensus
100%

Conservation
0%

-------------------- - - WK RN
GTSRN NMENE REWP - - - NNK
GTSSSNUBEB BcsSERQNSKG SSWQKNATPR
---------- - -WEMFVESC

HHHHHHHH

KRLRIM- - - -

il

860

|

- -KGSEANGHE
- -KGSEAllcE
- -KGSEAlicE
- -KGTEATGHE
KcsBalicE
SsEAllcHE
GSEAllGHE
csBAllcE
- -KcsBshicl
- -KccBallca
--GS-BAarPAR
-KG-EAP - -

- - KGSEAKRGHE
--ITGIAIGI

NTR

cB

[=MnM=Mn

50



IAA7_AT3G23050
IAA14_AT4G14550
IAA16_AT3G04730

Pt205684_gw1.V.1085.1
AXR3_AT1G04250
PAP2_AT4G29080

Pt171693_gw1.1.293.1
OsIBCD000843

IAA8_AT2G22670

IAA9_AT5G65670

IAA2_AT3G23030

IAA1_AT4G14560
SHY2_AT1G04240
IAA15_AT1G80390

IAA6_AT1G52830
IAA19_AT3G15540

Pt180980_gw1.1.9580.1
Pt180995_gw1.1.9595.1

IAA5_AT1G 15580
Pp164608_estExt_fgenesh1_pg.C_730007
Pp219923_estExt_Genewise1.C_1840013
OsIBCD000527

IAA12_AT1G04550

IAA13_AT2G33310

IAA11_AT4G28640

IAA10_AT1G04100

IAA18_AT1G51950

PAP1_AT3G16500

OsIBCD000591

IAA29_AT5G25890

IAA20_AT2G46990

IAA30_AT3G62100

IAA31_AT3G17600

OsIBCD001221

IAA29_AT4G32280

IAA34_AT1G15050

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1

AtIAA33 -
AT3G24650 K- - - - - - - .- -PEAPPS S

AT1G19850.1_MP KENNEB VEEVGEEPWE 871
CONSENSUS = = = = = = = = = = = === === ===

100%.

Conservation
0%

IAA7_AT3G23050 - - - ------- 241
IAA14_AT4G14550 - - - - - - - - - - 227
IAA16_AT3G04730 - - - - - - - - - - 235

Pt205684_gw1.V.1085.1 - R KCcEN 225
AXR3_AT1G04250 - - - - - - - - - - -PRAMEKRCKS - -BRA* 228
PAP2_AT4G29080 - - - - = - - - - - -PRYUMERCRS - -BN* 303

Pt171693_gw1.1.293.1 284
0OsIBCD000843 263
IAA8_AT2G22670 319
IAA9_AT5G65670 335
IAA2_AT3G23030 173
IAA1_AT4G14560 167
SHY2_AT1G04240 188
IAA15_AT1G80390 178
IAA6_AT1G52830 188
IAA19_AT3G15540 196

Pt180980_gw1.1.9580.1 156

Pt180995_gw1.1.9595.1 156
IAA5_AT1G15580 162

Pp164608_estExt_fgenesh1_pg.C_730007 486

Pp219923_estExt_Genewise1.C_1840013 498

0sIBCD000527 179
IAA12_AT1G04550 - - - - ------ ---QVURTHE*- ----- 172
IAA13_AT2G33310 - -------EP NERQRQPM*- ----- 244
IAA11_AT4G28640 - - -------- ---KAMEB* - ----- 244
IAA10_AT1G04100 259
IAA18_AT1G51950 265
PAP1_AT3G16500 267

OsIBCD000591 234
IAA29_AT5G25890 174
IAA20_AT2G46990 174
IAA30_AT3G62100 171
IAA31_AT3G17600 158

0sIBCD001221 192
IAA29_AT4G32280 249
IAA34_AT1G15050 184

IAA32_AT2G01200
corb_UMD_Coleochaete_c11109_c_s_1

190

AtIAA33
AT3G24650 SQRNENNNSP SQTMER 720
AT1G19850.1_MP SEEGMKEENA * .- - 892
CONSENSUS = = = == == === =222 cacae =o==-=

100%.

Conservation
0% 1= 0 e O PP =1 (il

51



Figure S29 - alignment of ARFs and putative orthologs
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Selmo1_424114_fgenesh2_pg.C_scaffold_65000063
Selmo1_446535
Selmo1_181406_estExt_Genewise1Plus.C_650169
ARF19_AT1G19220
ARF7_AT5G20730
ZmGRMZM2G014864_P01
ARF5_AT1G19850
Selmo1_437944_estExt_fgenesh2_pg.C_10526
all_Phypa_77324 HEMHNGGMHGG
all_Phypa_159688 RMQM - - -MGG - ---------
all_Phypa_225990 - - - ------- ------
all_Phypa_171197 RHQWGWNQGG GGPHS
Pt179921_gw1.1.8521.1
Pt245007gw1.XIV.1750.1
ARF9_AT4G23980
ARF11_AT2G46530
ARF18_AT3G61830
ARF1_AT1G59750
ZmGRMZM2G017187_P02
ARF2_AT5G62000
ZmGRMZM2G006042_P01
Pt179307_gw1.1.7907.1
ARF21_AT1G34410
ARF20_AT1G35240
ARF22_AT1G34390
ARF12_AT1G34310
ARF15_AT1G35520
ARF14_AT1G35540
ARF13_AT1G34170
ARF4_AT5G60450
ARF3_AT2G33860
Pt243681_gw1.XIV.424.1
Selmo1_2_61688
Selmo1_2_51695
Phypa_108888
ARF10_AT2G28350
ARF16_AT4G30080
Phypa_61245 - - - - - - - = - = - oo i i oo oo
ZmGRMZM2G005284_P01 - -
ARF17_AT1G77850 - - - - - - - - - = - - - - oo oo oo oo

Phypa_170581 - Qs
all_Phypa_171888 SR GK
Selmo1_2_405821
Selmo1_2_431298
Selmo1_2_431277
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spra_Contig219_1
IAA12_AT1G04550
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Phypa1_1_50215_gw1.6.284.1
Phypa_167026
Phypa1_1_136986_e_gw1.133.91.1
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Phypa_165321
ARF8_AT5G37020
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Selmo1_446535
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ARF19_AT1G19220
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ARF18_AT3G61830
ARF1_AT1G59750
ZmGRMZM2G017187_P02
ARF2_AT5G62000
ZmGRMZM2G006042_P01
Pt179307_gw1.1.7907.1
ARF21_AT1G34410
ARF20_AT1G35240
ARF22_AT1G34390
ARF12_AT1G34310
ARF15_AT1G35520
ARF14_AT1G35540
ARF13_AT1G34170
ARF4_AT5G60450
ARF3_AT2G33860
Pt243681_gw1.XIV.424.1
Selmo1_2_61688
Selmo1_2_51695
Phypa_108888
ARF10_AT2G28350
ARF16_AT4G30080
Phypa_61245
ZmGRMZM2G005284_P01
ARF17_AT1G77850 -
Phypa_170581 B ET RoWNcSQRAB BBMTEGEQNN

all_Phypa_171888 R
Selmo1_2_405821
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Selmo1_2_431277
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IAA12_AT1G04550
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all_Phypa_159688
all_Phypa_225990
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Pt179921_gw1.1.8521.1
Pt245007gw1.XIV.1750.1
ARF9_AT4G23980
ARF11_AT2G46530
ARF18_AT3G61830
ARF1_AT1G59750
ZmGRMZM2G017187_P02
ARF2_AT5G62000
ZmGRMZM2G006042_P01
Pt179307_gw1.1.7907.1
ARF21_AT1G34410
ARF20_AT1G35240
ARF22_AT1G34390
ARF12_AT1G34310
ARF15_AT1G35520
ARF14_AT1G35540
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ARF3_AT2G33860
Pt243681_gw1.XIV.424.1
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Phypa_108888
ARF10_AT2G28350
ARF16_AT4G30080
Phypa_61245
ZmGRMZM2G005284_P01
ARF17_AT1G77850 15
Phypa_170581 MIHEPGHISMES BVMEVQQNQQH QQQQQNSEAA 139
all_Phypa_171888 MIHESGHSM EVEMQQ- - - - QQQQETSBAA 224
Selmo1_2_405821
Selmo1_2_431298
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Pt245007gw1.XIV.1750.1
ARF9_AT4G23980
ARF11_AT2G46530
ARF18_AT3G61830
ARF1_AT1G59750
ZmGRMZM2G017187_P02
ARF2_AT5G62000
ZmGRMZM2G006042_P01
Pt179307_gw1.1.7907.1
ARF21_AT1G34410
ARF20_AT1G35240
ARF22_AT1G34390
ARF12_AT1G34310
ARF15_AT1G35520
ARF14_AT1G35540
ARF13_AT1G34170
ARF4_AT5G60450
ARF3_AT2G33860
Pt243681_gw1.XIV.424.1
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ARF9_AT4G23980 - ---------

ARF11_AT2G46530

ARF18_AT3G61830

ARF1_AT1G59750 - - - - - - - - - -
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ARF2_AT5G62000 B AGEGQRSNST
ZmGRMZM2G006042_P01 - - - - - GGGGGKB
Pt179307_gw1.1.7907.1 - - - = = = = - - - oo e -
ARF21_AT1G34410 - - - = - - - - - - ----GN
ARF20_AT1G35240 ----GN
ARF22_AT1G34390 - - - -GNENNA
ARF12_AT1G34310 - - - -GNNNINA
ARF15_AT1G35520 - - - = - - - - - - ----GN

ARF14_AT1G35540 - - - - - - ----GN
ARF13_AT1G34170 - - - - - - - - - - - - - - -
ARF4_AT5G60450 TREBK
ARF3_AT2G33860 - - - - -----=- - - --------
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Phypa1_1_168019_estExt_fgenesh1_pg.C_1630077 MEPQGHTEQM -AAS------ - --------. 110

Phypa 218828 - - - - - - - - = - - - - - oo oo 1

Phypa1_1_127416_e_gw1.65.212.1 MEPQGHTEQM MAAS- - - -- - - - - - - - - - .- 45
Phypa1_1_50215_gw1.6.284.1 MEPQGHMEQM -AAS- - ---- - --------- 40

Phypa_167026 MEPQGHMEQM -AAS------ - --------- 180

Phypa1_1_136986_e_gw1.133.91.1 MEPQGHMEQM -AAS------ ---------- 42

Phypa_188433 MEPQGHSEQM -AMS------ ---------- 71

Phypa_165321 MEPQGHSEQM -AMS------ ---------- 60

ARF8_AT5G37020 MEPQGHSEQM -AAT------ - --------- 55

Pt198791_gw1.Iv.3880.1 MIBEPQGHSEQM -AAT------ ---------- 41

ARF6_AT1G30330 MEPQGHSEQNM -AAS------ - --------- 56

Pt205407_gw1.v.808.1 MEPQGHSEQM -AAS- - ---- - - -------- 41
Selmo1_117217_e_gw1.55.235.1 MEPQGHSEQM -AAS------ - --------- 60

Selmo1_422125 MEPQGHSEQM -AAS------ - --------- 44
Selmo1_424114_fgenesh2_pg.C_scaffold_65000063 MEPQGHSEQM WMAST- - ---- ---------- 50
Selmo1_446535 MEPQGHSEQM WAST- - ---- - --------- 50
Selmo1_181406_estExt_Genewise1Plus.C_650169 MEPQGHSEQM MAST- - ---- - --------- 49
ARF19_AT1G19220 MIEPQGHSEQM AASM- - - - - - - - - - - .- .. 57

ARF7_AT5G20730 MEPQGHSEQM AASM- - ---- - ----.-- .. 58

ZmGRMZM2G014864_P01
ARF5_AT1G19850
Selmo1_437944_estExt_fgenesh2_pg.C_10526
all_Phypa_77324 §W
all_Phypa_159688
all_Phypa_225990
all_Phypa_171197 MWPQGHNEQM
Pt179921_gw1.1.8521.1 MEPQGHMEQHE EAS- - - - - - - - - - - - - - - - 39
Pt245007gw1.XIV.1750.1 MIEPQGHVEQE EBEAS- - - - - - - - - - - - - - -« 39
ARF9_AT4G23980 NIE HVEQHE
ARF11_AT2G46530
ARF18_AT3G61830
ARF1_AT1G59750
ZmGRMZM2G017187_P02
ARF2_AT5G62000
ZmGRMZM2G006042_P01
Pt179307_gw1.1.7907.1
ARF21_AT1G34410
ARF20_AT1G35240 N
ARF22_AT1G34390
ARF12_AT1G34310
ARF15_AT1G35520
ARF14_AT1G35540
ARF13_AT1G34170
ARF4_AT5G60450
ARF3_AT2G33860
Pt243681_gw1.XIV.424.1
Selmo1_2_61688
Selmo1_2_51695
Phypa_108888
ARF10_AT2G28350
ARF16_AT4G30080 N

lAPP EHAPR
[ [o]e] ] IGNIP --------

Phypa_61245 MABEQGQTSPA GS-------- =---------- 45
ZmGRMZM2G005284_P01 PBP-------- 78
ARF17_AT1G77850 - - CPIISTIP §S-------- 59
Phypa_170581 WHNGSPTSSS SGP------- 246
all_Phypa_171888 WHNGSPTSSS SGP------ - 332
Selmo1_2_405821 MERQEQAGR- ---------- ---------- 36
Selmo1_2 431298 EEcvMEsSTSB- ---------- ---------- 41
Selmo1_2 431277 MESKMH- - - - - --------- ... 17
corb_UMD_Coleochaete_c9703_c_s 1 ----GHABB- ---------- ---------- 6
spra_Contig219_1 EEBE------ ---------- 32
IAAT2_AT1GO4550 = - = = = = = = = = = mmmm o e oe oo 51
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Phypa1_1_136986_e_gw1.133.91.1
Phypa_188433

Phypa_165321

ARF8_AT5G37020
Pt198791_gw1.1V.3880.1
ARF6_AT1G30330
Pt205407_gw1.V.808.1
Selmo1_117217_e_gw1.55.235.1
Selmo1_422125

Selmo1_424114_fgenesh2_pg.C_scaffold_65000063 - - - - - INA - -
Selmo1_446535 BQEMNRNSNS NMPPENNEBcHM SHMTSMEQGSA 538
Selmo1_181406_estExt_Genewise1Plus.C_650169 QQEHHQQQQQ QSSHHQQQQQ HHHHFAQQHRQ 547
ARF19_AT1G19220 THINHESQQMA QPAMMESQQQ QQQQ- - - - - - 495
ARF7_AT5G20730 QAP - -MSQHEP QPPTTHSQQRQ QEQQEEFSSH 508
ZmGRMzM2G014864_P01 SHQESSPKEP QQVQEANEES KASEPENQEN 401
ARF5_AT1G19850 EMMQPQNKET WMNPSASNTSG QEQNESQSMS 521
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ARF9_AT4G23980
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ARF18_AT3G61830
ARF1_AT1G59750
ZmGRMZM2G017187_P02
ARF2_AT5G62000
ZmGRMZM2G006042_P01
Pt179307_gw1.1.7907.1
ARF21_AT1G34410
ARF20_AT1G35240
ARF22_AT1G34390
ARF12_AT1G34310
ARF15_AT1G35520
ARF14_AT1G35540
ARF13_AT1G34170
ARF4_AT5G60450
ARF3_AT2G33860
Pt243681_gw1.XIV.424.1
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ARF8_AT5G37020
Pt198791_gw1.1V.3880.1
ARF6_AT1G30330
Pt205407_gw1.V.808.1
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ARF15_AT1G35520
ARF14_AT1G35540
ARF13_AT1G34170
ARF4_AT5G60450
ARF3_AT2G33860
Pt243681_gw1.XIV.424.1
Selmo1_2_61688
Selmo1_2_51695
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Phypa1_1_50215_gw1.6.284.1
Phypa_167026
Phypa1_1_136986_e_gw1.133.91.1
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ARF8_AT5G37020
Pt198791_gw1.1V.3880.1
ARF6_AT1G30330
Pt205407_gw1.V.808.1
Selmo1_117217_e_gw1.55.235.1
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Selmo1_446535
Selmo1_181406_estExt_Genewise1Plus.C_650169
ARF19_AT1G19220
ARF7_AT5G20730
ZmGRMZM2G014864_P01
ARF5_AT1G19850
Selmo1_437944_estExt_fgenesh2_pg.C_10526
all_Phypa_77324
all_Phypa_159688
all_Phypa_225990
all_Phypa_171197
Pt179921_gw1.1.8521.1
Pt245007gw1.X1V.1750.1
ARF9_AT4G23980
ARF11_AT2G46530
ARF18_AT3G61830
ARF1_AT1G59750
ZmGRMZM2G017187_P02
ARF2_AT5G62000
ZmGRMZM2G006042_P01
Pt179307_gw1.1.7907.1
ARF21_AT1G34410
ARF20_AT1G35240
ARF22_AT1G34390
ARF12_AT1G34310
ARF15_AT1G35520
ARF14_AT1G35540
ARF13_AT1G34170
ARF4_AT5G60450
ARF3_AT2G33860
Pt243681_gw1.XIV.424.1
Selmo1_2_61688

Selmo1_2_51695
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ARF16_AT4G30080
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Phypa1_1_127416_e_gw1.65.212.1
Phypa1_1_50215_gw1.6.284.1
Phypa_167026
Phypa1_1_136986_e_gw1.133.91.1
Phypa_188433

Phypa_165321

ARF8_AT5G37020
Pt198791_gw1.IV.3880.1
ARF6_AT1G30330
Pt205407_gw1.V.808.1
Selmo1_117217_e_gw1.55.235.1
Selmo1_422125
Selmo1_424114_fgenesh2_pg.C_scaffold_65000063
Selmo1_446535
Selmo1_181406_estExt_Genewise1Plus.C_650169 SEGSMPANNM SHQSEENRSN PBAEBEQESQN 637
ARF19_AT1G19220 QQSMHEPTARM THQNENSMGN KclSQMTSEA 583
ARF7_AT5G20730 QQHQQPHEQQQ TQQQ- -QEHRT QPHE-QSHSHP 588
ZmGRMZM2G014864_P01 - - -SQSENEP 470
ARF5_AT1G19850 EBMTHQENQP QSBPENGESE EETBEETSQN 611
Selmo1_437944_estExt_fgenesh2_pg.C_10526 NMEMHQQERH CHEBASNSQM 510
all_Phypa_77324 E UNPTPNMSSAP 904
all_Phypa_159688 VEAPNSSAP 790
all_Phypa_225990 iNPTEAPEPP 491
all_Phypa_171197 KVPsSSMTEAP 981
Pt179921_gw1.1.8521.1 358
Pt245007gw1.XIV.1750.1 363
ARF9_AT4G23980
ARF11_AT2G46530
ARF18_AT3G61830
ARF1_AT1G59750
ZmGRMZM2G017187_P02
ARF2_AT5G62000
ZmGRMZM2G006042_P01
Pt179307_gw1.1.7907.1
ARF21_AT1G34410
ARF20_AT1G35240
ARF22_AT1G34390
ARF12_AT1G34310
ARF15_AT1G35520
ARF14_AT1G35540
ARF13_AT1G34170
ARF4_AT5G60450
ARF3_AT2G33860
Pt243681_gw1.XIV.424.1
Selmo1_2_61688

Selmo1_2_51695

Phypa_108888

ARF10_AT2G28350
ARF16_AT4G30080

Phypa_61245
ZmGRMZM2G005284_P01
ARF17_AT1G77850

Phypa_170581

all_Phypa_171888
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Phypa_218828
Phypa1_1_127416_e_gw1.65.212.1
Phypa1_1_50215_gw1.6.284.1
Phypa_167026
Phypa1_1_136986_e_gw1.133.91.1
Phypa_188433
Phypa_165321
ARF8_AT5G37020
Pt198791_gw1.IV.3880.1
ARF6_AT1G30330
Pt205407_gw1.V.808.1
Selmo1_117217_e_gw1.55.235.1
Selmo1_422125
Selmo1_424114_fgenesh2_pg.C_scaffold_65000063
Selmo1_446535
Selmo1_181406_estExt_Genewise1Plus.C_650169
ARF19_AT1G19220 QEMQEQQ- - -
ARF7_AT5G20730 QPQQHQQHKE
ZmGRMZM2G014864_P01 QQQQQQQ - - -
ARF5_AT1G19850 SSEQSHBAGSN
Selmo1_437944_estExt_fgenesh2_pg.C_10526 PMQQGBAABE HESTPRPTNH 540
all_Phypa_77324 PWSSSBHTSS TSABTRMGME 934
all_Phypa_159688 SHCEBSEGSG PWSSTBHETSP []
all_Phypa_225990 SQGBMISEGHENM BsSHMRTBSTSP
all_Phypa_171197 SHGEMSENMTY EEBERTBHETS -
Pt179921_gw1.1.8521.1
Pt245007gw1.XIV.1750.1
ARF9_AT4G23980
ARF11_AT2G46530
ARF18_AT3G61830
ARF1_AT1G59750
ZmGRMZM2G017187_P02
ARF2_AT5G62000
ZmGRMZM2G006042_P01
Pt179307_gw1.1.7907.1
ARF21_AT1G34410
ARF20_AT1G35240
ARF22_AT1G34390
ARF12_AT1G34310
ARF15_AT1G35520
ARF14_AT1G35540
ARF13_AT1G34170
ARF4_AT5G60450
ARF3_AT2G33860
Pt243681_gw1.XIV.424.1
Selmo1_2_61688
Selmo1_2_51695
Phypa_108888
ARF10_AT2G28350
ARF16_AT4G30080
Phypa_61245
ZmGRMZM2G005284_P01
ARF17_AT1G77850
Phypa_170581
all_Phypa_171888
Selmo1_2_405821
Selmo1_2_431298
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Phypa_165321

ARF8_AT5G37020

Pt198791_gw1.1V.3880.1

ARF6_AT1G30330

Pt205407_gw1.V.808.1
Selmo1_117217_e_gw1.55.235.1
Selmo1_422125
Selmo1_424114_fgenesh2_pg.C_scaffold_65000063
Selmo1_446535 HPPSSSQQAN
Selmo1_181406_estExt_Genewise1Plus.C_650169 HSQEPQESBN Q
ARF19_AT1G19220 QQEQSSHHSH

ARF7_AT5G20730 QSQQASTHHE

ZmGRMZM2G014864_P01

ARF5_AT1G19850
Selmo1_437944_estExt_fgenesh2_pg.C_10526
all_Phypa_77324

all_Phypa_159688 ANGANMQ- - - -

all_Phypa_225990 AAESSQ- -

all_Phypa_171197

Pt179921_gw1.1.8521.1
Pt245007gw1.XIV.1750.1

ARF9_AT4G23980

ARF11_AT2G46530
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ARF4_AT5G60450
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Pt243681_gw1.XIV.424.1
Selmo1_2_61688
Selmo1_2_51695
Phypa_108888
ARF10_AT2G28350
ARF16_AT4G30080
Phypa_61245
ZmGRMZM2G005284_P01
ARF17_AT1G77850
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ARF5_AT1G19850
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all_Phypa_159688
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Pt179921_gw1.1.8521.1
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ARF18_AT3G61830
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ARF3_AT2G33860
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ARF16_AT4G30080
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GCHMGNNNTE AQBNMQSQETS 731
PAASRNPEEA RENPSRGGEQ 630
9
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Phypa_167026
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Figure S30 - alignment of IAA33 and putative ortholog
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