INFLAMMATION SIGNALING

A - . % 7 ?
LB® @ 3 EFOX GS-EFOX

Glutathione

GS-EFOX

(o]
K\)?K

O

Protein
adduction

>

Ubiquitylation/  Change in
proteosomal  subcellular
degradation distribution

Nucleus

Supplementary Fig. 1. EFOX generation, signaling and metabolism. [FNy and LPS can
activate pro-inflammatory gene expression in macrophages via NF-kB and STAT signaling.
Calcium influx also activates calcium-dependent PLA, thus releasing poly-unsaturated fatty acids
from esterified lipids. Following inflammation-induced expression, COX-2 oxidizes poly-
unsaturated fatty acids which are further converted to EFOXs by a constitutively active hydroxy-
dehydrogenase. EFOX adducts of GSH are exported, while EFOX adduction to proteins may
have effects on protein activity or subcellular localization. EFOXs can also modulate the
transcription of pro-inflammatory genes and activate PPARY and the Keap1/Nrf2 anti-oxidant
response.
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Supplementary Fig. 2. EFOXs produced by THP-1 cells coelute with those produced by RAW264.7
cells. THP-1 cells were differentiated with PMA (86 nM) for 16 h, activated with Kdo, (0.5 pg/ml) and
IFNy (200 U/ml), and EFOX levels were detected 8 h post activation. MRM scans following the neutral
loss of 78 were used to detect EFOX-BME adducts.
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Supplementary Fig. 3. EFOXs are formed in activated primary murine macrophages. Bone marrow

derived macrophages were activated with Kdo,-(0.5 pg/ml) and IFNy (200 U/ml) and EFOXs were

detected 10 h post activation.
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Supplementary Fig. 4. BME adducts with o,f-unsaturated keto-derivatives yield the most reliable

concentration curves for quantification by MS/MS. (a) The compounds 15-OxoETE, 12-OxoETE, 15-

OxoEDE and 9-OxoOTrE were reacted with BME for 2 h and concentration curves were prepared by

serial dilution in the presence of 5-OxoETE-d7 as internal standard. (b-¢) Serial dilution of 15-OxoETE,

12-Ox0ETE, 15-Ox0EDE and 9-OxoOTrE were quantified by MRM in the presence of internal standard

(5-0xoETE-d7) following the neutral loss of CO, (b) or by SIM (c), following parent mass. All peak

areas corresponding to the compounds were normalized to the internal standard and plotted against their

concentrations.
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Supplementary Fig. S. EFOX production is dependent on RAW264.7 cell activation. RAW264.7

cells were activated with the indicated compounds and EFOX levels were quantified 20 h post activation.
Compound concentrations are as follows: LPS (0.5 pg/ml), Kdo, Lipid A (0.5 pg/ml), IFNy (200 U/ml),
PMA (3.24 pM), and fMLP (1 pM). Data are expressed as mean = S.D. (n=4), where * = significantly
different (p<0.01) from “PMA + IFNy + LPS” and # = a significant difference (p<0.01)between LPS and

“Kdo, + IFNy” (one way ANOVA, post-hoc Tukey’s test).
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Supplementary Fig. 6. EFOX production is time-dependent. RAW264.7 cells were activated with
Kdo, (0.5 pg/ml) and IFNy (200 U/ml) and EFOX levels were quantified at indicated times post

activation.
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Supplementary Fig. 7. 13-EFOX-D¢ and EFOX-D, are derived from the ®-3 series of fatty acids.

RAW264.7 cells were grown for 3 days in DMEM and 10% FBS supplemented with 32 uM of the
indicated fatty acid. On the third day cells were activated with Kdo, 0.5 pg/ml) and IFNy (200 U/ml) and
13-EFOX-D¢ and EFOX-D, levels were quantified 20 h post activation.
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Supplementary Fig. 8. EFOX formation is dependent on PLA, and COX-2 activity. RAW264.7 cells
were activated with Kdo, Lipid A (0.5 pg/ml) and IFNy (200 U/ml) in the presence of the indicated

inhibitors and 13-EFOX-Ds levels were quantified 20 h post activation. Inhibitor concentrations were as

follows: genistein (25 uM), MAFP (25 uM), MK886 (500 nM), ETYA (25 uM) and OKA (50 nM). Data

are expressed as mean + S.D. (n=4), where * = significantly different (p<0.01) from “Kdo, + IFNy” (one-

way ANOVA, post-hoc Tukey’s test).
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Supplementary Fig. 9. EFOX formation is dependent on COX-2 activity. RAW264.7 cells were
activated with Kdo, (0.5 pg/ml) and IFNy (200 U/ml) in the presence of indicated inhibitors and EFOX

levels were quantified 20 h post activation. COX inhibitor concentrations were as follows: ASA (200

uM), indomethacin (25 puM), ibuprofen (100 uM), diclofenac (1 uM) and NS-398 (4 puM). Data are

expressed as mean + S.D. (n=4), where * = significantly different (p<0.01) from “Kdo, + IFNy” (one way
ANOVA, post-hoc Tukey’s test).
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Supplementary Figure 10. ASA-acetylated COX-2 produces 17-OH-DHA, rather than 13-OH-
DHA, both in vivo and in vitro. Chromatographic profiles (a) and mass spectra (b) of OH-DHA
synthesized by COX-2 in presence of 10 uM DHA *ASA. Chromatographic profiles of OH-
DHA from cell lysates of activated RAW264.7 cells (Kdo, + IFNy) + ASA were also compared with
13-OH-DHA and 17-OH-DHA synthetic standards. ¢, Comparison of chromatographic profiles of
EFOX-D, generated by activated RAW264.7 cells (Kdo, + IFNy) £ ASA with 13-EFOX-D; and 17-
EFOX-D, synthetic standards. The standards were enzymatically synthesized by incubating
20 uM 13- or 17-OH-DHA with 3a-hydroxysteroid dehydrogenase, in presence of 100uM NAD" for

10 min at 37°C. Enlarged chromatograms are reported in the insets.
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Supplementary Fig. 11a Groeger et al.
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Supplementary Fig. 11: EFOXs reactivity: a, Time response of EFOX-Ds reaction with activated
RAW264.7 cell extracts. A fast reaction with free EFOX-Ds was followed by a slower exchange of
protein adducted EFOX-Ds. b, EOXs have a similar reactivity towards BME than other o,B-unsaturated
carbonyl FA. The pseudo first order reaction rates between BME (50mM) and different a,p-unsaturated
carbonyl FA (2.9 pM) were measured spectrophotometrically using a Agilent 8453 diode array as

reported in b.
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Supplementary Fig. 12. Mass spectrometric analysis of in vitro reaction of GAPDH with 17-EFOX-Ds.

Four residues were detected and confirmed as being targets for 17-EFOX-Ds in treated rabbit GAPDH. The
peptides were alkylated at Cys 244 (a), His 163 (b), Cys 149 (¢) and His 328 (d). Upper panels show 17-

EFOX-Ds modified peptides and lower panels show spectra from corresponding native peptide.
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Supplementary Fig. 13. 17-EFOX-Ds is substrate of glutathione S-transferase (GST). 17-EFOX-D;s
(20 uM) was incubated at 37° C in phosphate buffer at pH 8 with 0.1 mM glutathione and the indicated
concentration of GST. Samples were collected at the indicated time points, excess GST was removed by
acetonitrile precipitation followed by centrifugation. Formation of GS-17-EFOX-Ds was monitored by

nanoL.C-MS/MS.
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Supplementary Fig. 14. Detection of GS-EFOX-Dg adducts in pellets and media of activated
RAW264.7 cells. Chromatographic profiles and mass spectra of 13- and 17-EFOX-Dg derived from
synthesized standards (upper panels), cell medium (middle panel) and cell pellet (lower panel).
Differences due to recovery efficiency were taken into account by correcting the signal levels using the
internal standard GS-5-0xoETE-d7. Fragments 343.3 and 521.3 were selected and monitored as the ones
giving the best signal to noise ratio in samples derived from cell media and cell pellets, respectively.
Fragments 521.3 and 418.2 corresponded to fragments y2 and c1 while 343.3 and 308.2 derived from the
lipid and the glutathione molecule. m/z 503.3 derived from loss of H,O from 523.3.
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Supplementary Fig. 15. 17-EFOX-D¢ and 17-EFOX-Ds modulate the inflammatory response in bone
marrow-derived macrophages. Cells were treated with increasing concentration of 17-EFOX-Dg and 17-
EFOX-Ds for 6h and Kdo, and IFNy were added. Samples were collected at 12 h. a, Nitrite levels were
measured in the cell media and normalized by the total protein content; iNOS and Cox-2 levels were measured

in total cell lysates. B, IL-6, MCP-1 and IL-10 levels were measured in cell media and normalized by the total

protein content.




