Figure S1. Forest plots of main associations with risk of follicular lymphoma (FL) and
diffuse large B-cell lymphoma (DLBCL)
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Abbreviations: SNP: single nucleotide polymorphism, OR: odds ratio, CI: confidence
interval, SCALE: Scandinavian lymphoma etiology, SF: San Francisco, BC: British
Columbia, NCI: Nationa Cancer Institute-Surveillance, Epidemiology and End Results,
NSW: New South Wales, YALE: Yae University, MAY O: Mayo Clinic.



