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Roseiflexus RS-1|148655353|
r Geob uraniumred Rf4|148265905|
M v L Mett b ium ther phi |15678670|
0 pyrus kandleri |20094852|
FVSYHFI01DGVMG es6] | 1 1 T T T T T T 1
Clostridium kluyveri DSM 555|153955079|
S) wolfei ingen |114565963
FVSYHFI01CQ5KR 773 1
FVSYHFI01DQ2BI 106|294
FVSYHFI102JLHO5 560
FVSYHFI02F6KV9 60
0 0 Clostridium beijerinckii NCIMB 8052|150016871|
0 FVSYHF102J61GO 1078
FVSYHFI01CB5CO 2664
0 FVSYHFIO1CQJYT . 98
Chlorobium phaeobacteroides DSM 266|119356577|
FVSYHFI01ANB8K 11
0 FVSYHFI01A53G7 113
FVSYHFI02HT966 25
FVSYHFI02HIHHQ 38
FVSYHFI01CG7CH 1 68
. Desulfovibrio salexigens [AF227926]
Desulfovibrio vulgaris DP4|120586944|
FVSYHFIO1E2XWL 11 17
FVSYHF102IX8VM 699
FVSYHFI101B64WL 149 1236}
FVSYHFI02FTF1J 7 17
FVSYHFIO1E085W 275
Dehale id t g 195|57234120|
Syntrophob fumaroxi MPOB|116748461|
0 FVSYHFI01BLHF9 14
FVSYHFI02F9KB2 57
FVSYHFI02F3CTT 13
¢ FVSYHFI01DO42N 1
FVSYHFI01B0S8D 1133
0 A macrocy [AY644348]
Rhodospirillum rubrum ATCC 11170|83592731|
FVSYHFIO1EJWWS 43
FVSYHFI01C66ER 13
54
17
FVSYHFIO1CYQAR 25
FVSYHFI01BCXYK 1 159
FVSYHFIO1EGZA1 1508 39
FVSYHFI101B31UC 14
FVSYHFI02INON7 10 1650
FVSYHFI01DDZCQ 13
:FVSYHFIO2J5BK3 305 51 28 31
FVSYHFI01BYDAI 82 3 25
——FVSYHF102I120H4 1 52 2 27
" [FVSYHFI01D83RS 1 70 5 40
FVSYHFI101D9J27 53 1 7
FVSYHFI02F5S6M 91 4 37
e FV/SYHF102HATY Z 19 19
FVSYHFI02GEQRR 111 6423} 305 le672] 2
FVSYHF102J1MZ6 1 71 4 19
——=F\/SYHFI01DUS13 59 3 19
p——F\/SYHFI01A4C5M 23 19 4
——F\/SYHFI01C5ZW8 2 60 1 34
_._rFVSYHFIO1CE289 109 1 25
FVSYHFIO1A1U37 39 2 13
——FVSYHFI01DJZFE 56 3 36
<> FVSYHFI02IW0GJ 12 12
Geobacter lovleyi [CP001089]
FVSYHFI02HC5KN 1 34 20 [ 40
FVSYHFI01DOGLA 6 8 [17
FVSYHFI02H2NRC 1 15 17 | 90
FVSYHFI01BMFBW 3 5 4 29
_LFVSYHFIO1AY34K 3 8 [7
FVSYHFI0O1ALOPB 319
=—=F\VSYHFI01D6HMT 1 4 6 [ 11
—FVSYHFI02H61Q7 6 2 5 ]2
——F\/SYHFIO1EIL3D 2 16 25 | 27
——FVSYHFI01DVSDS 2 7138
FVSYHFI02HNQQH 1 11 13(9
= F\/SYHFI02G6KER 48 4 [733 1178[1736]
UMB clade [AF059623]
FVSYHFI01BFNCX [T T T T TI61 T T T T 1
Pseudomonas stutzeri A1501|146281710|
Klebsiella pneumoniae [X13303]
FVSYHF101CZ0PF 24
FVSYHFIO1ARGSA 19
FVSYHFIO1ETGYV 1411
FVSYHFI01DGLHJ 434 3 5
Vibrio diazotrophicus [AF111110]
FVSYHF101B85Ul 37
FVSYHFI02JSCU3 1443 1
o FVSYHFI02JNAB8 10
FVSYHFI02H5752 165] 25
FVSYHF102JG024 415
—=F\V/SYHFIO1EFG0Z 50
—=FVSYHFI01DX81I 35[0
——FVSYHFI01DODS2 266 1
FVSYHFI01BFLJ5 5929
f—FVSYHFIO1EYNTB 39
.EFVSYHFIO1D9RS1 96
FVSYHFI01DGIQ9 110
FVSYHFIO1D7W71 28
=——F\SYHFI01ANXUO 384
0 IFVSYHFIO1EH8AI 48
FVSYHFI02JOCKQ 24
e continued on next page
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Aeromonas sp. [FJ687521] N <O O T 0O v nn o
FVSYHFI01BUSPW T T T Tl T T T T T T 1
FVSYHFI01BHAMZ [ T T TJrofiesfts| Jr57 [ T1T |
Dechloromonas aromatica RCB|71907047|
FVSYHFIO1AGNXH 58
——=FVSYHFIO1EPHO7 10
pe"\/SYHFI01EUEF 2 115
N FVSYHFI01CRSW3 53
v FVSYHF102ISV16 31
FVSYHFI02ULLL 23
FVSYHFI01B7R8H 3844 3
FVSYHFI01CKRLE 14
FVSYHFI01CGP8S 50
_:FVSYHFIOZHWGSZ 697
FVSYHFI02IGZEG 27
0 IFVSYHFIO1A5XKF 580] 2 2
Mesorhizobium loti [13474919|
Azospirillum brasilense [X51500]
| e FVSYHFI01DAWHJ T T T T T Te27 T T T T 1
0 IFVSYHFI01CQOO8 19
Mag pirillum magneti AMB-1|83310673| I ! ! ! ! ! ! ! ! ! ! I I
FVSYHFI01EWBKH 44
L FVSYHFI02JSFEK 9453] 1 1 1
FVSYHFI01BMR83 43
e \/ SYHF 102G 8 C 96 14
FVSYHFI01C636R 1368
Rhodopseudomonas palustris CGA009|39934450|
FVSYHFIO1ECIPA LT T Taef T T T T T T T 1
Rhodobacter sphaeroides ATCC 17029|126462953|
W—=F\/SYHF101CZGH1 28
FVSYHFI01C05P9 1
_— FVSYHFI01AY827 43
FVSYHFIO1ARQ11 46
FVSYHFI01D0JI5 10
FVSYHFI01DYDPW 95
FVSYHFI01BPVIG 75
FVSYHFIO1ENOYG 132
FVSYHF1021UJS8 17
'| EFVSYHFIO1 D6Y1D 20
FVSYHFI02HXMN1 68
FVSYHFI01C3WMU 1 14
FVSYHF102JYG9Z 2 9
FVSYHFI01DIN8F 5 9 5
Methylocella palustris [AM110712]
FVSYHFIO1ETXQZ T T T T T T T T T T 1
FVSYHFI01CRQ1P LT Tesl T T T T T 1T T 1T 1
Ideonella sp. [AY231580]
Bradyrhizobium japonicum |27376880|
FVSYHFIO1EORPZ N IKCECN N N I N N
FVSYHFIO1CSOFT CHle T T T T T T T 1 Trse[ 1]
Bradyrhizobium BTAi1|148257187|
FVSYHFI01DBBI8 37
FVSYHFI01DDCQT 2 129 10
FVSYHFI10211WG9 2 21
FVSYHFI02FYQPW 1 23
Burkholderia vietnamiensis G4|134291426|
FVSYHFI01BSSQl 17]3 1
FVSYHFI01DBWXH 1
FVSYHFI01D4ABG 3 21 2
Burkholderia xenovorans LB400|91778641|
FVSYHFI02H5J5Q 13
FVSYHF101DQ2UO 31 [ 5 6
FVSYHFI01DPWS8 16
FVSYHFI01DWYZ0 88
FVSYHFI102G38D3 58 1
FVSYHFIO1ET40B 18] 1
FVSYHFI02G2AG0 62
e=F\VSYHF101CI930 13
e\ SY HF 102 KXMR 14
Aphani: sp. [DQ291144]
- N FVSYHFI01B52WM [T T T T T T TJeol T T T 1
v Chroococcidiopsis thermialis [AY422706]
Cyanothece [AB264111]
FVSYHFI01AMOVZ LIl T T T T T T T 1T 111
Cyanobacteria bacterium Yellowstone A-prime |86606475|
FVSYHFI01ASW9H LT T T T Tl T T T T T 1
Nodularia spumigena [GQ456132]
N —FVSYHFI02HTN5O 9 24

2

— 0 FVSYHFI01AVQ22 18 1 6 |37
FVSYHFI02JY2Al 22 B 3 [73
FVSYHFIO1AFLOQ 1 2772 517] 1 |086 3736
Cyanobacterium UCYN-A [CP001842]

FVSYHFI02HZCUT [T T T T Teoo] =240 T T 1
_._:l—F\/SYHFIO1BE245 LT T T T Taz] Taz] T Tt 1]

Trichodesmium thiebauti [M29709]

FVSYHFIO1DQATF 36 75
FVSYHFI01BDB6S 30 17

Lyngbya majuscula [DQ078751]
FVSYHFI01AK61C 2345 10_]4571 11
FVSYHFIO1EBBHQ 35 46
FVSYHFI02GNK15 7 33
FVSYHFI02GWMOR 8 16
FVSYHFI01CJY46 93 37
FVSYHFI01D400F 5 13

—FVSYHFI02FUEPH 7 19

——FVSYHFI01C8YY9 30 51

FVSYHFI01AGOU3 12 31

———FVSYHFI0O1DKZPQ 3 34

———=FVSYHFI0O1BYX2T 19 67

-(.01 FVSYHFI02HVXGN 40 56 2

FVSYHFIO1BA714 22 57

EFVSYHFIOZGH?EK 8 17

Crocosphaera watsonii [AF300829]



