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G Table of Second Order Rate Constants H

hFENT  K.,./K, ("M°min’) Standard Error

WT 8.68 0.31

A336 1.78 0.05

Y40A 0.4 0.03

K93A 0.02 0.004
R100A 0.02 0.002
R104A an 0.16
R129A 6.08 0.7
D181A 0.01 0.004

R47A 0.29 0.01
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