Protein M,, (kDa) My, i (kDa), [n*]
230.0"% [2.0]
MBP-TAp63a 116.0 .
249.5°% [2.2]
336.6% [2.9]
MBP-TAp63aFTL 115.9 N
389.3% [3.4]
MBP-TAp63 94.2 308.0°, [33]
i : 327.2% [3.5]

* theoretical number of monomers
*calculated using ULTRASPIN
fcalculated using HETEROANALYSIS



