An ML tree

BI/ML
——Anabaena variabilis ATCC 29413 YP_321981
22y ——Lyngbya sp. PCC 8106 ZP_01622416
Crocosphaera watsonii WH 8501 ZP_00515833
0.94 Cyanothece sp. CCY0110 ZP_01729479
0_9; Synechocystis sp. PCC 6803 NP_442173
63 | [——Thermosynechococcus elongatus BP-1 NP_683191
0.81 - Acaryochloris marina MBIC11017 YP_001516411
58 | Synechococcus elongatus PCC 6301 YP_171614
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Add_file 12: Fig. 18 hypothetical protein

Synechococcus sp. JA-2-3B'a(2-13) YP_477250
‘ ESynechococcus sp. JA-3-3Ab YP_476093
65 Gloeobacter violaceus PCC 7421 NP_926216
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Tetrahymena thermophila SB210 XP_001030334 %
Paramecium tetraurelia strain d4-2 XP_001436352 %

095 paramecium tetraurelia strain d4-2 XP_001454571 %
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0.73———Rhodobacterales bacterium HTCC2150 ZP_01743345
ll Rhodobacter sphaeroides ATCC 17029 YP_001042976
Parvibaculum lavamentivorans DS-1 YP_001413592
6§D—Azorhizobium caulinodans ORS 571 YP_001524377
Stenotrophomonas maltophilia R551-3 ZP_01644548
Xylella fastidiosa 9a5¢c NP_298413
Hyphomonas neptunium ATCC 15444 YP_759745
Rhodopseudomonas palustris BisA53 YP_779262

Rhizobium etli CFN 42 YP_470429
Mesorhizobium sp. BNC1 YP_674631
Chloroflexus aggregans DSM 9485 ZP_01515542
Chloroflexus aurantiacus J-10-fl ZP_00767168
Dehalococcoides sp. CBDB1 YP_308120
Alkaliphilus metalliredigens QYMF YP_001318957
%ao—Caldicellulosiruptor saccharolyticus DSM 8903 YP_001180504

Methanospirillum hungatei JF-1 YP_504214

Methanococcoides burtonii DSM 6242 YP_566502
Methanosarcina acetivorans C2A NP_615284
Methanosarcina mazei Go1 NP_633595
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