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84rOstreococcus lucimarinus CCE9901 XP_001416037
Ostreococcus strain RCC809 58397
' Ostreococcus tauri 14665
Micromonas pusilla 52805
098 Micromongs strain R.CCZQQ 89151
7or—~Oryza sativa Japonica Group NP_001056852
Vitis vinifera CAN66201
Arabidopsis thaliana NP_177460
Arabidopsis thaliana NP_850553
Oryza sativa Japonica Group NP_001059076
Chlamydomonas reinhardtii XP_001695856
_ﬁolvex carteri 89849
Volvox carteri 66371

0.99 Phytophthora sojae 143018 %
84 Phytophthora sojae 143015 %
Phytophthora ramorum 83996 %

Emiliania huxleyi 214712
Naegleria gruberi 69187 %
Naegleria gruberi 2397 %

Arabidopsis thaliana NP_174599

Vitis vinifera CAO44492

Oryza sativa Japonica Group NP_001066391
Ostreococcus lucimarinus CCE9901 XP_001418270
Ostreococcus strain RCC809 44381
Micromonas pusilla 35564
1.0—Micromonas strain RCC299 93368

84 Chlamydomonas reinhardtii XP_001702371
Volvox carteri 57504

Odontella sinensis NP_043637
Phaeodactylum tricornutum YP_874432
Thalassiosira pseudonana YP_874515
Emiliania huxleyi YP_277334

—Porphyra purpurea NP_053891

—— Gracilaria tenuistipitata var. liui YP_063616
Gloeobacter violaceus PCC 7421 NP_926714
Anabaena variabilis ATCC 29413 YP_320647
Trichodesmium erythraeum IMS101 YP_722643
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ot Prochlorococcus marinus str. MIT 9303 YP_001018299
vl.81 |__

Synechococcus sp. WH 8102 NP_898155
==—Synechocystis sp. PCC 6803 NP_440302

—Thermosynechococcus elongatus BP-1 NP_681529

Chloroflexus aggregans DSM 9485 ZP_01516760
Roseiflexus castenholzii DSM 13941 YP_001433779
Dehalococcoides ethenogenes 195 YP_181509
Syntrophobacter fumaroxidans MPOB YP_845004
Nitrosococcus oceani ATCC 19707 YP_344947

Add_file 6: Fig. 12 YCF45 Maruyama et al.



