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Caulobacter crescentus CB15 NP_421704
Sphingomonas wittichii RW1 YP_001262369

Mariprofundus ferrooxydans PV-1 ZP_01453387
Pseudoalteromonas haloplanktis TAC125 YP_341864
Congregibacter litoralis KT71 ZP_01101890

Nitrosococcus oceani ATCC 19707 YP_342547
Pseudoalteromonas tunicata D2 ZP_01133778

Cyanothece sp. CCY0110 ZP_01726343
Crocosphaera watsonii WH 8501 ZP_00514051
Anabaena variabilis ATCC 29413 YP_321550

Nostoc punctiforme PCC 73102 ZP_00112052
Lyngbya sp. PCC 8106 ZP_01619593

Trichodesmium erythraeum IMS101 YP_723317
Acaryochloris marina MBIC11017 YP_001516442

Tetrahymena thermophila SB210 XP_001007772
Paramecium tetraurelia strain d4-2 XP_001446895

Synechococcus elongatus PCC 6301 YP_171258
Gloeobacter violaceus PCC 7421 NP_925544

Prochlorococcus marinus MIT 9301 YP_001091121
Synechococcus sp. RCC307 YP_001226741

Magnaporthe grisea 70-15 XP_369315
Neurospora crassa OR74A XP_962038

Botryotinia fuckeliana B05.10 XP_001545849
Aspergillus niger CBS 513.88 XP_001400729

Ashbya gossypii ATCC 10895 NP_983281
Candida albicans SC5314 XP_716479
Ustilago maydis 521 XP_757971

Cryptococcus neoformans JEC21 XP_572771
Schizosaccharomyces pombe 972h- NP_592905

Ostreococcus lucimarinus CCE9901 XP_001418437
Chlamydomonas reinhardtii XP_001694073
Oryza sativa Japonica Group NP_001043886

Arabidopsis thaliana NP_565237

Saccharomyces cerevisiae NP_011721

Galdieria sulphuraria
Cyanidioschyzon merolae CMK141C

Phytophthora ramorum 94130
Phytophthora sojae 136559

Synechococcus sp. WH 8102 NP_897302


