
Leung et. al. 
(a)

Babiarz et. al. 
(b)

Ciaudo et. al. 
(c)

miR-290-3p  AAAGUGCCGCCUAGUUUUAAGCC 0.01 6.31 0.03
miR-291a-3p  AAAGUGCUUCCACUUUGUGUG 1.28 8.36 16.71
miR-291b-3p  AAAGUGCAUCCAUUUUGUUUG 0.03 0.88 0.00
miR-292-3p  AAAGUGCCGCCAGGUUUUGAGUG 2.66 12.47 10.10

miR-294  AAAGUGCUUCCCUUUUGUGUG 13.56 10.82 12.72
miR-295  AAAGUGCUACUACUUUUGAGUC 25.01 13.70 8.89

Percentage of total miRNA reads 42.55 52.53 48.44
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