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Figure S1. Alignment of the three conserved motifs (I–III) of superfamily I rolling circle replication proteins 
with corresponding motifs from the putative replication proteins of the BMV proviruses. The protein 
sequences are denoted by their GenBank identifiers followed by the corresponding (pro)virus name. The 
limits of the depicted motifs are indicated by the residue positions on each side of the alignment, with the total 
length of the protein given in parenthesis. The numbers within the alignment indicate the distance between 
the motifs. 


