Table S1. GO Terms in biological process significantly enriched in each module found by TopGO analysis according to different tests.

The column Annotated and Expected represent number of annotated genes and those of significat genes.
The column Expected represents the expected number of interesting genes mapped to the GO term if the interesting genes were randomly distributed over all GO terms (Alexa et la. 2006).
The columns, “classicFisher”, “classicKS”, “elimKS” and “wight” represent the p—values on the GO terms returned by each test statistics used in the TopGO package.

Annotate Significan

Module ID

module_113
module_118
module_118
module_118
module_118
module_118
module_118
module_118
module 118
module_118
module_118
module_12

module_12

module_12

module_12

module_12

module_12

module_125
module_125
module_128
module_128
module_128
module_141
module_142
module_142
module_142
module_142
module_142
module_142
module_142
module_142
module_142
module_142
module_142
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_167
module_168
module_170
module_170
module_170
module_170
module_170
module_180
module_180
module_180
module_202
module_202
module_222
module_222
module_222
module_222
module_222
module 222
module 222
module_236
module_236
module_236
module_236
module_236
module_236
module_236
module_236
module_236
module_236
module 236
module 237
module 237
module_ 237
module_237
module_249
module_249
module_249
module_249
module_249
module_249
module_249
module 249
module_259
module_259
module_259
module_259
module_259
module_259
module_259
module_259
module_259

P value(classicFisher) <1e-=5 GOID

6.00E-06 GO:0006413
5.70E-08 G0:0042550
1.10E-07 GO:0019375
7.70E-06 GO:0006643
1.00E-06 GO:0006664
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2.60E-09 GO:0022607
7.20E-14 GO:0031497
1.40E-10 GO:0034621
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6.70E-06 GO:0015980
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3.40E-07 GO:0033014
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5.10E-09 GO:0006364
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5.10E-09 GO:0016072
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2.90E-07 GO:0019438
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1.90E-08 G0O:0006508
1.20E-07 GO:0009056
7.30E-11 GO:0009057
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410E-12 GO:0043632
9.50E-09 GO0:0044248
5.10E-12 GO:0044257
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0.04 1 6.00E-06 0.007 0.00033 6.00E—
0 1 5.70E-08 1 5.70E-08 5.70E-
0 2 1.10E-07 1 1.10E-07 1.10E-
0.01 10 7.70E-06 0.77504 1
0 5 1.00E-06 1 1
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0 8 2.60E-06 0.99932 1
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0 9 2.60E-06 0.94877 1
0 1 1.10E-07 0.28511 1.10E-07 1.10E-
0.01 6 9.40E-06 0.86312 1
0.01 5 7.20E-06 0.18336 1
0 3 400E-06 0.06187 1
0 4 400E-06 0.06187 1
0 2 1.90E-07 0.41626 1
0.04 1 4.20E-10 1 4.20E-10 4.20E-
0.07 2 6.80E-09 0.96117 1
0.02 1 5.40E-07 0.88344 540E-07 5.40E-
0.04 3 5.90E-06 0.45763 1
0.02 2 7.40E-07 0.96133 1
0.59 1 7.30E-06 0.47199 7.30E-06 7.30E-
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0.01 6 4.00E-08 0.62325 1
0.01 8 7.90E-08 0.22598 1
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0 3 2.50E-09 0.78653 1
0.01 5 740E-09 0.63406 1
0 2 9.20E-10 0.46535 1
0 4 2.50E-09 0.90877 1
0.01 7 6.80E-08 0.31831 1
0.12 1 6.50E-14 0.24956 6.50E-14 6.50E-
0.12 4 7.90E-14 0.22698 1
0.22 8 9.60E-12 0.28623 1
0.15 7 5.10E-13 0.098 1
0.63 15 4 30E-08 0.20531 1
1.11 17 2.20E-07 0.14767 0.384
0.44 14 2.60E-09 0.17592 1
0.12 3 7.20E-14 0.28547 1
0.3 11 1.40E-10 0.41022 1
0.28 10 7.80E-11 0.25527 1
0.12 2 6.50E-14 0.24956 1
0.42 13 1.90E-09 0.27 1
0.72 16 1.30E-07 0.46086 1
0.25 9 2.70E-11 0.30852 1
04 12 1.30E-09 0.15484 1
0.12 5 7.90E-14 0.32381 1
0.15 6 3.70E-13 0.17799 1
0.14 1 9.60E-06 0.69464 0.09637
0.03 1 1.50E-08 0.95879 1.50E-08 1.50E-
0.82 5 1.30E-06 0.63278 0.00566 0.09569
0.08 3 9.60E-07 0.99999 1
0.04 2 5.20E-08 0.99046 1
0.08 4 9.60E-07 0.99999 1
0.05 1 1.00E-07 0.83085 1
0.13 3 6.70E-06 0.7401 0.07032
0.1 2 2.10E-06 0.8114 0.04591
0.06 1 3.40E-07 0.16705 0.00029 3.40E-
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0.14 4 2.10E-07 0.96828 1
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0.3 6 2.90E-07 0.99665 0.13349
0.41 5 6.00E-08 0.82491 1
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0.39 1 1.70E-09 0.19391 1.70E-09 1.70E-
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0.03 2 1.10E-08 1 1 1.10E-
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1.87 6 1.40E-06 0.91529 1
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0.62 10 1.90E-08 0.49625 1
0.78 11 1.20E-07 0.95544 1
0.31 8 7.30E-11 0.75168 1
0.21 2 410E-12 0.49042 1
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0.53 9 5.50E-09 0.89634 1
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9.40E-12 GO:0044265
4.30E-12 GO:0051603
6.00E-06 GO:0046865
6.00E-06 GO:0046864
2.60E-06 G0O:0048700
3.00E-08 G0O:0006633
2.10E-07 GO:0006631
1.20E-06 GO:0008610
2.60E-06 GO:0016053
2.20E-06 GO:0032787
4.00E-06 GO:0044255
2.60E-06 GO:0046394
8.00E-06 GO:0006355
8.60E-06 GO:0051252
6.00E-06 GO:0018401
6.00E-06 GO:0018208
6.00E-06 GO:0019471
6.00E-06 GO:0019511
9.00E-06 GO:0006096
1.10E-14 G0O:0009408
1.40E-06 GO:0042542
1.90E-06 GO:0009644
5.50E-06 GO:0006457
5.60E-06 G0O:0000302
1.00E-06 GO:0006950
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3.90E-08 GO:0009628
8.30E-06 G0O:0009642
3.00E-06 GO:0010035
1.30E-08 GO:0006412
9.70E-06 GO:0010467
1.50E-22 G0:0006334
2.00E-22 GO:0006323
3.20E-19 GO:0006325
3.60E-21 GO:0006333
1.20E-13 GO:0006996
3.40E-12 GO:0016043
1.70E-15 G0O:0022607
1.70E-22 GO:0031497
1.90E-17 GO:0034621
7.90E-18 GO0:0034622
1.50E-22 G0O:0034728
1.10E-15 GO:0043933
7.00E-13 GO:0044085
1.50E-18 GO:0051276
5.90E-16 G0O:0065003
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2.00E-17 GO:0043170
2.60E-07 GO:0044085
6.10E-11 GO:0044237
1.90E-10 GO:0044238
1.40E-25 G0O:0044249
5.50E-20 GO:0044260
7.70E-28 G0:0044267
1.20E-08 GO:0006418
6.30E-08 G0:0048481
4.90E-08 G0O:0006399
1.90E-06 GO:0006431
6.20E-06 G0:0006520
1.60E-07 GO:0034660
1.20E-08 G0O:0043038
1.20E-08 G0:0043039
9.40E-06 GO:0044106
1.40E-06 GO:0048437
6.80E-07 GO:0048438
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8.30E-06 G0O:0048569
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3.80E-12 GO:0044267
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1.90E-07 GO:0010166
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16 7.00E-13
9 1.50E-18
12 5.90E-16
5 2.00E-22
6 2.20E-21
1 <1e-30
1 1.90E-14
3 <1e-30
2 <1e-30
4 <1e-30
17 2.30E-06
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7 1.20E-24
16 4.40E-07
8 1.80E-24
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15 2.60E-07
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1.50E-06 GO:0034645
4.20E-06 GO:0043170
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2.50E-09 GO:0043412
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1.80E-11 GO:0006412
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cellulose biosynthetic process

plant—type cell wall biogenesis

cellulose metabolic process

cell wall biogenesis

DNA unwinding involved in replication
DNA-dependent DNA replication initiation
cell proliferation

DNA metabolic process

nucleobase, nucleoside, nucleotide and n...

DNA replication

DNA-dependent DNA replication
nitrogen compound metabolic process
macromolecule biosynthetic process
DNA geometric change

DNA duplex unwinding

cellular nitrogen compound metabolic pro...
cellular macromolecule biosynthetic proc...

macromolecule metabolic process
cellular macromolecule metabolic process
DNA conformation change

nucleic acid metabolic process
DNA replication

nicotianamine biosynthetic process
nicotianamine metabolic process
nucleosome assembly

DNA packaging

chromatin organization

chromatin assembly or disassembly
organelle organization

cellular component organization
cellular component assembly
chromatin assembly

cellular macromolecular complex subunit ...
cellular macromolecular complex assembly

nucleosome organization

macromolecular complex subunit organizat...

cellular component biogenesis
chromosome organization
macromolecular complex assembly
protein—-DNA complex assembly

DNA conformation change

cellulose biosynthetic process
plant—type cell wall biogenesis
polysaccharide biosynthetic process
polysaccharide metabolic process
cellulose metabolic process

cellular polysaccharide biosynthetic pro...
cellular carbohydrate biosynthetic proce...
cell wall biogenesis

cellular polysaccharide metabolic proces...
post—translational protein modification
protein modification process

protein amino acid phosphorylation
phosphorus metabolic process
phosphate metabolic process
phosphorylation

protein metabolic process
macromolecule modification

cellular protein metabolic process
translation

macromolecule biosynthetic process
gene expression

protein metabolic process

cellular macromolecule biosynthetic proc...

macromolecule metabolic process
cellular protein metabolic process
protein amino acid phosphorylation
phosphorus metabolic process
phosphate metabolic process
phosphorylation

post—translational protein modification
starch biosynthetic process

guard mother cell differentiation
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macromolecule modification
post—translational protein modification
nucleosome assembly

DNA packaging
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cellular macromolecular complex assembly
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macromolecular complex assembly
protein—-DNA complex assembly
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signal peptide processing
peptide metabolic process
protein processing

protein maturation

protein maturation by peptide bond cleav...

respiratory chain complex IV assembly
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