
 
 
Supplementary figure S1. Sequence alignment of endospanin homologues of indicated species. Protein 
sequences were aligned using Clustal W. Conserved and similar residues are highlighted in black and grey, 
respectively. 
The following sequences entries were retrieved from GenBank : Homo sapiens [gi:2266638; gi:49456429], Mus 
musculus [gi:28077089; gi:13386094], Gallus gallus [gi:56118974; gi:50746625], Xenopus laevis [gi:148235606; 
gi:27696439], Tetraodon nigroviridis [gi:47227970; gi:47227550], Danio rerio [gi:62531199; gi:50417924], 
Caenorhabditis elegans [gi:68067822], Schistosoma japonicum [gi:29840914], Tribolium castaneum 
[gi:189238958], Rhodnius proxilus [gi:33518717], Anopheles gambiae [gi:157016714], Drosophila melanogaster 
[gi:25012840], Arabidopsis thaliana [gi:17978901; gi:20466135], Oryza sativa [gi:125541513; gi:149392827], 
Dictyostelium discoideum [gi:74855942], Leishmania major [gi:68127014], Schizosaccharomyces pombe 
[gi:5734472], Saccharomyces cerevisiae [gi:1352881], Neurospora crassa [gi:28922424], Magnaporthe grisea 
[gi:39944086]. 


