Homo sapiens [FEML GCAL (S ---KRVTYD---SDAT- 62

Mus musculus [FEML GCAL (3] ---KRVTYD---SDAT- 62
Gallus gallus HEML GCAL 3 ---RRVSDD---SDAA- 62
Xenopus laevis [FEML GCAL (SN ---TRISDD---TDAA- 62

Tetraodon nigroviridis [HEEL GCAL (S0] S---RRLSDD----DSS- 61
Danio rerio ---RRHADD----TES- 61
Homo sapiens ---RRLVDD---TDAM- 62
Mus musculus ---RRLVDD---TDAM- 62
Gallus gallus ---RRLVDD---TDAT- 62
Xenopus laevis ---RRVVDD---TDAA- 62
Tetraodon nigroviridis S---RRVVDD---TDSA- 62
Danio rerio S---RRVVED---SDSA- 62
Caenorhabditis elegans ---RRFQED---MTG-- 61
Schistosoma japonicum ---KNCQN--------- 57
Tribolium castaneum ---RRYTEH----QGS- 61
Rhodnius proxilus ---RKYTER----TGS- 61
Anopheles gambiae ---KRIESD----DPA- 59

Drosophila melanogaster ---RRTTPG----- NE- 60
Arabidopsis thaliana IM' L "l LFFG--GSDSTS--LFNES- 59
Oryza sativa LME L gl TFFL--GSNSPS--MMSND- 69
Arabidopsis thaliana FMFSSSHLLQIM. (@Y1 - 4GN |/ SALMM'A"\V({R[MCMFFG--GGSTQF--LISRD- 63
Oryza sativa FMFSTSHIL LQui M. (@:YR- - '{NN /(L AALMM'/“V{Z'HCLFFG--GGSTQF--LTSRD- 63

C----RNRDS---FSSE- 57
CG-RGADSDDFNDFDDEP 68
---KKYSTSHDFLQEE- 63
FNAGNKYHTS-DFMSDS- 74
C---SHCANPDDFVESS- 68
---RSCSNPDDFVESS- 69
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VIEAGNA LIRIQG|HFLIFGRGPDFSWEQW-- 131
HAGNA LIRIQG|HFLVFGRGEDFSWEQW-- 131
EAGNA LIR8G|HFLVFGRGPDFSWEQW-- 131
BARNA LIRY G|HF IVFGRSPDFSWEQW-- 131
TGNA LIRIFGHF IVFGGGRDFSWEQW-~- 130
VUIAGNC LRy GHFLIFGGGPDFSWEQW-- 130
VIETGNT\ARZALRYG|#F LVFGSNEDFSWQQW-- 131
VIETGNTAfSARYEGHF LVFGSNRDFSWQQW-- 131
VIETGNTArSAREEGHF LVFGSNRDFSWQQW-- 131
ETGNM SIRY"G|HFLVFGNNEDFSWQQW-- 131
ETGNV GLREN-GFFLVFGSNRDFSWQQW-- 131
IATGNI ALRYEGEFLVFGSNEDFSWQQW-- 131
NTGSV GRYA)FYLHRDDRSGSWSQSLF 132
TIESANT S SARNFFLVYLVVKPRDFGIGF--- 129
TIEAGNV AlS G EFLTFDQDESD-YNMW-- 129
TETGNI ITHLG FVTLYQDRSD-YNMW-- 133
125
TISISNIJEN)(GLREFW){AMRDDEPYG---SMF-- 126
DIESSYV\UFLVAIEG){ICIGDASENYYSYI--- 127
EBSSFLIFGVAIMEWLIQM-NSEREYSSAF--- 136
EFTSFF FICTVMCiHRA—SLD DW------- 126

EFTSFF ClLCFHRA-TLD[EDW - - - - - - - 126
LAFSiAGGVT ALY TESLWFFNRHNDED-NNW-- 125
LFFTELSGVCFITAGUSLTVADRGNGDDAADGYNF 139
GTARATYS CVGGSIETAL VERT LS QAFVQHEEEF - - - - - - 128

Saccharomyces cerevisiae WGML IGGLIBRASEM T AKWFFKKDFNEDDSLFG- 140
Neurospora crassa WGFL AMTI SUTGGL RGeS FSAMFFQEEQDF - - - - --- 128
Magnaporthe grisea WGFL AGGLERIGINAISEGMFFTEEQEF - - - ---- 129

Supplementary figure S1. Sequence alignment of endospanin homologues of indicated species. Protein
sequences were aligned using Clustal W. Conserved and similar residues are highlighted in black and grey,
respectively.

The following sequences entries were retrieved from GenBank : Homo sapiens [gi:2266638; gi:49456429], Mus
musculus [g1:28077089; gi:13386094], Gallus gallus [gi:56118974; gi:50746625], Xenopus laevis [gi:148235606;
g1:27696439], Tetraodon nigroviridis [gi:47227970; gi:47227550], Danio rerio [gi:62531199; gi:50417924],
Caenorhabditis  elegans [gi:68067822], Schistosoma japonicum [gi:29840914], Tribolium castaneum
[gi:189238958], Rhodnius proxilus [gi:33518717], Anopheles gambiae [gi:157016714], Drosophila melanogaster
[gi:25012840], Arabidopsis thaliana [gi:17978901; gi:20466135], Oryza sativa [gi:125541513; gi:149392827],
Dictyostelium discoideum [gi:74855942], Leishmania major [gi:68127014], Schizosaccharomyces pombe
[gi:5734472], Saccharomyces cerevisiae [gi:1352881], Neurospora crassa [gi:28922424], Magnaporthe grisea
[21:39944086].



