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The QMEAN6 score is a composite score consisting of a linear combination of 6 terms (estimated model reliability between 0-1). The
pseudo-energies of the contributing terms are given below together with their Z-scores with respect to scores obtained for high-resolution
experimental structures of similar size solved by X-ray crystallography:

Scoring function term Raw score Z-score

C_beta interaction energy -95.47 -0.19

All-atom pairwise energy -2596.88 -2.21

Solvation energy 2.08 -2.98

Torsion angle energy -32.51 -1.64

Secondary structure agreement 84.4% 0.20

Solvent accessibility agreement 74.6% -0.88

QMEAN6 score 0.655 -1.24
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