Figure S4. LTQ batch analysis. Scatter plot of Pearson correlation between transformed spectral counts of all proteins
within pairs of samples. The range of correlations is shown for technical replicates (purple), sample pairs within a batch
(orange), and sample pairs in different batches (blue). The correlations are broken down by disease group (N: non-cancer, T:
tumor-bearing). The numbers at the bottom of the plot provide the number of pairs within each class.
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