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Figure S8. Molecular modeling of EMTPP bound to CYP2D6. (A) Structure of EMTPP with the location of
metabolism site as identified by Hutzler et al. (32) indicated with an asterisk. (B) Molecular model of CYP2D6 with
EMTPP. Heme is shown in red. (C) Active site residues Phe120, Phe483, Glu216, Asp301, and Thr 309 are indicated
in turquoise. The carbon of EMTPP that is the site of oxidation is 4.1 Å from Thr309.
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