Web Table 1. SNPs under study in the cell cycle control genes, the Shanghai Endometrial Cancer Study, China, 1997-2003.

No. Genes SNP Alleles * Role Position °  Chromosome MAF®  Genotype frequency © P value ® Het OR 95% CI® Hom OR 95% CI# P trend
AA AB BB

1 CCNB1 1s352626 T/C Promoter 68497959 Chr5 47.64 28.16 48.40 2344  0.107 1.10 0.89,1.37 1.01 0.78,1.30 0.922
2 rs350104 C/T Promoter 68498194 Chr5 31.60 46.47 43.86 9.67 0.503 1.21 1.00,1.47 1.19 0.86,1.64 0.074
3 152069433 C/T Intron 68503263 Chr5 7.28 85.89 13.67 0.44 1.000 0.79 0.60,1.02 0.35 0.08,1.46 0.030
4 CCND1 1s649392 G/A Intron 69173974 Chrl1 11.23 76.39 22.13 148  <0.001 0.96 0.77,1.20 0.75 0.35,1.60 0.518
5 CCNE1 rs3218055 G/A Intron 35002719 Chrl19 14.38 73.36 2452 2.12 0.631 0.81 0.66,1.00 091 0.48,1.71 0.080
6 rs1406 T/G 3UTR 35006952 Chr19 32.67 45.38 4390 10.72 0.481 1.04 0.86,1.26 0.83 0.61,1.14 0.510
7 CDK2 152069415 A/G 3UTR 54652246 Chr12 14.53 72.76 2542 1.82 0.632 0.90 0.73,1.11 0.86 0.44,1.70 0.297
8 rs773107 G/A 3'flanking 54655773 Chrl2 7.46 8547 14.14 0.39 0.083 1.06 0.82,1.38 6.09 0.73,51.0 0.306
9 1rs773108 G/A 3'flanking 54656178 Chr12 24.14 57.83 36.06 6.11 1.000 0.91 0.75,1.10 0.97 0.66,1.43 0.469
10 CDK4 rs2069502 G/A Intron 56430932 Chr12 36.37 40.29 46.70 13.02  0.451 0.99 0.81,1.20 1.05 0.79,1.40 0.836
11 1s2270777 A/G Intron 56431423 Chrl2 15.37 71.58 26.11 2.32 0.810 1.00 0.81,1.23 0.82 0.44,1.52 0.762
12 rs2072052 A/C Promoter 56432986 Chr12 36.58 3996 46.92 13.12 0.332 0.99 0.81,1.20 1.07 0.80,1.43 0.760
13 CDK®6 rs4272 G/A 3'UTR 91881480 Chr7 10.77 79.40 19.66 0.94 0.533 0.82 0.65,1.04 0.70 0.27,1.83 0.074
14 rs42031 T/A 3'UTR 91882047 Chr7 5.65 89.05 10.60 0.35 0.569 0.87 0.65,1.16 1.61 0.28,9.18 0.458
15 rs42041 G/C Intron 91891395 Chr7 2.22 95.57 443 0.00 1.000 0.95 0.61,1.50 - -

16 152040494 C/T Intron 91901556 Chr7 20.18 63.39 3286 3.75 0.090 0.96 0.79,1.16 1.46 0.89,2.39 0.598
17 1s2237570 T/A Intron 91902905 Chr7 8.65 83.47 15.76 0.77 0.842 1.04 0.81,1.34 0.90 0.30,2.67 0.847
18 1s2237572 T/C Intron 91904911 Chr7 21.29 64.11 29.20 6.69 0.003 1.01 0.82,1.23 1.28 0.88,1.86 0.346
19 1s2282978 C/T Intron 91909061 Chr7 11.30 78.73 1994 1.33 1.000 0.79 0.63,0.99 0.75 0.34,1.68 0.040
20 1s2282979 C/T Intron 91909644 Chr7 10.81 79.57 19.25 1.18 0.887 0.80 0.64,1.01 0.67 0.28,1.57 0.042
21 1s10225965 C/T Intron 91918229 Chr7 29.69 4933 4194 8.72 0.597 0.92 0.76,1.12 0.95 0.68,1.32 0.498
22 rs2282981 T/IC Intron 91921377 Chr7 16.31 69.64 28.09 2.27 0.032 0.87 0.71,1.07 1.48 0.79,2.77 0.635
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12282983 C/T Intron 91924014 Chr7 27.33 52.39 40.57 7.04 0.223 0.85 0.70,1.02 0.83 0.58,1.20 0.088
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a. Minor allele is bolded.

b. Chromosome position based on NCBI build 35.

¢. Minor allele frequency for each SNP.

d. For each SNP, AA, major allele homozygote, AB, heterozygote, BB, minor allele homozygote.

e. P value is the probability of the Chi-square test for Hardy-Weinberg disequilibrium among controls.
f. Heterozygous odds ratio (95% confidence interval).

g. Homozygous odds ratio (95% confidence interval).



